Additional file 11: Table S4.
Yeast strains used in this study.
	Strain
	Genotype
	Origen

	972 (WT)
	972 h-
	(Leupold, 1970)

	666 (WT)
	h+ ade6-M21x ura4-D18 leu1-32 
	Bioneer collection

	sty1Δ
	h+ sty1::kanMX6 ade6-M21x ura4-D18 leu1-32
	Bioneer collection

	pka1Δ
	h+ pka1::kanMX6 ade6-M21x ura4-D18 leu1-32
	Bioneer collection

	AV18
	h- sty1::kanMX6
	(Zuin et al., 2005)

	AZ88
	h+ cox6::kanMX6
	(Zuin et al., 2008)

	EP48
	h+ pyp1::natMX6
	(Boronat et al., 2020)

	MCS17
	h+ lon1::kanMX6
	This work

	MCS19
	h+ mgr3::kanMX6
	This work

	MCS46
	h- yme1::natMX6
	This work

	MCS47
	[bookmark: RANGE!B12]h- sdh2-GFP::natMX6
	This work

	MCS52
	[bookmark: RANGE!B13]h- yta12::natMX6
	This work

	MV19
	h? sdh2-GFP::natMX6 cpy1-mCherry::kanMX6
	This work

	MV23
	h+ lon1::kanMX6 sdh2GFP::natMX6
	This work

	MV24
	[bookmark: RANGE!B16]h- mgr3::kanMX6 sdh2GFP::natMX6
	This work

	MV38
	h? yme1::natMX6 sdh2GFP::kanMX6
	This work

	MV39
	h- yta12::natMX6 sdh2GFP::kanMX6
	This work

	MV40
	h- dnm1::natMX6 sdh2GFP::kanMX6
	This work

	MV47
	h+ ∆atg8::kanMX6 sdh2GFP::natMX6
	This work

	MV67
	h- fis1::kanMX6 sdh2-GFP::natMX6
	This work

	MV70
	h- msp1::kanMX6 sdh2-GFP::natMX6
	This work

	MV71
	h+ fis1::kanMX6
	This work

	MV72
	h- dnm1::natMX6
	This work

	MV73
	h? msp1::kanMX6
	This work

	MV75
	h+ atg43-1::kanMX6
	This work

	MV78
	h?  atg43-1::kanMX6  mgr3::natMX6
	This work

	MV79
	h?  atg43-1::kanMX6  yme1::natMX6
	This work

	MV92
	h? atg43-1::kanMX6 yta12::natMX6
	This work

	MV94
	h? atg43-1::kanMX6 lon1::hphMX6
	This work

	ZD196
	h+  atg24::natMX6 atg24b::hphMX6 Sdh2-mCherry::kanMX6 his3-D1 leu1-32 
	(Zhao et al., 2016)

	ZD197
	h+ atg20::kanMX6 atg24::natMX6 atg24b::hphMX6 sdh2-mCherry::kanMX6 his3-D1 leu1-32 
	(Zhao et al., 2016)

	ZD199
	h? atg24::hphMX6 atg20::kanMX6 sdh2-mCherry::kanMX6 his3-D1 leu1-32 
	(Zhao et al., 2016)

	ZD306
	h? atg5::hphMX6 sdh2-mCherry::kanMX6 cpy1-venus::natMX6 CFP-atg8::leu+ his3-D1 leu1-32 
	(Zhao et al., 2016)

	ZD307
	h- sdh2-mCherry::kanMX6 cpy1-venus::natMX6 CFP-atg8::leu+ his3-D1 leu1-32
	(Zhao et al., 2016)
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