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Supplementary figure 2

Proportion of the total cell count
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Supplementary figure 3
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Supplementary figure 4
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Supplementary figure 5
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Supplementary figure 6
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Supplementary figure 7
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Supplementary figure 8
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Supplementary figure 9

GSK761 vs DMSO

Expression_8h, ChIP_1h * DBG and DEG * DBG and non-DEG
e ©0 0 o_ o
o o CRPC T SN 7Y 20 S L L
o
o o o-" 2% Sy, °

= ° N e °® °,
© )
c [ ]
2 é & .o cons
‘5 -0 o sc
; o © '%47"2‘ . ¢
© LITAF
(] )
o DRAM1 NFKBIA
[eT0] °
£ 201 .
o
[
i [ )
=2 VIMAS 1 PHFI9
© °
o
C  -30
o
| .
Q
&
()]

-40-

[ )
15 10 5 0 5 10 15

Differential expression (Wald statistic)

GSK761 vs DMSO
Expression_8h, ChIP_4h * DBG and DEG * DBG and non-DEG

=104

Differential binding (peak signal)

NUB62
° (Y d e
o e ® IFITMIO CAMK2D
RGL2 sic35B2 sek1 °
® e °
] 5€02 o DMXL2
-20 [ ] ° °
SoD2 GLUL
o0
-30+ °
10 0 10 20

Differential expression (Wald statistic)



Supplementary figure 10

Logfold DMSO/GSK761
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Supplementary figure 11
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