A

TAAR pipeline assessment

Danio rerio

Gasterosteus aculeatus

Oryzias latipes

Takifugu rubripes

Present study

F 1 P
112 1 9
50 2 15
39 2 4
24 0 3

Previous studies

F 1 p

109 N/A 10
50 N/A 15
27 NA 7
13 N/A 6

Reference

Hashiguchi and
Nishida 2007

Azzouzi et al. 2015

Azzouzi et al. 2015

Hashiguchi and
Nishida 2007



B

OIfC pipeline assessment Present study Previous studies Reference
F | P F I P
Danio rerio 54 3 2 53 1 1 Yang et al. 2019
Gasterosteus aculeatus 22 2 2 13 1 1 Yang et al. 2019
Oryzias latipes 24 0 2 16 1 2 Yang et al. 2019
Takifugu rubripes 27 0 4 16 2 3 Yang et al. 2019



C

ORA pipeline assessment Present study Previous studies Reference

F 1 p F 1 P
Danio rerio 7 0 O 7 N/A N/A Kozrilzwi(:gaggm
Gasterosteus aculeatus 5 0 1 6 N/A N/A Kfrzlzirl:i(: gagg 16
Oryzias latipes 70 1 7ONA NA oo g 2016

. . Zapilko and
Takifugu rubripes 5 0 1 5 N/A N/A Korsching 2016
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L Danio rerio - ORA genes comparison
I Zapilko and Korsching 2016

Our study

Tree scale: 1 | . i

100 ‘

, Dr-ORA1

Danio rerio Complete CM002906.2 208695 209643-ORA1
Dr-ORA2

Danio rerio Complete CM002906.2 213651 214559-ORA2
|Dr-ORAG

' Danio rerio Complete CM002904.2 54658812 54659813-ORA6
Dr-ORA5

Danio rerio Complete CM002894.2 1590605 1591501-ORA5
5T | Dr-ORA4

! Danio rerio Complete CM002906.2 374479 378234-ORA4

39 Dr-ORA3a

Danio rerio Complete CM002906.2 381146 382956-ORA3
Dr-ORA3b

Danio rerio Complete CM002906.2 387076 392225-ORA3

100

100

99 |

100

.
ol
!



Gasterosteus aculeatus - ORA genes comparison - Zapilko and Korsching 2016

Our study

Tree scale: 1 | . j

— Ga-ORA1l

% Ga-ORA2
0 Gasterosteus aculeatus Complete GroupXVIl 2563129 2564076-ORA2
Ga-ORA3
Gasterosteus aculeatus Complete sCAffold 27 3173632 3175664-ORA3
| Ga-ORA4
o ' Gasterosteus aculeatus Complete sCAffold 27 3176222 3177652-ORA4
|Ga-ORAG6
| Gasterosteus aculeatus Complete GroupXVIIl 14315691 14316617-ORA6
| Ga-ORA5
w ' Gasterosteus aculeatus Complete GroupXIV 6010213 6011325-ORA5

100

99

54

100

99

C4 Alignment:

Query: Ga—-ORA1
Target: GroupXVII:2554871-2563367 [revcompl
Model: protein2genome:bestfit
Raw score: 1276
Query range: 0 -> 313
Target range: 4958 -> 4001

ORA1 L f d 1 : MetAsplLeuCysValThrIleLysGlyValSerPhelLeuLeuGlnThrGlyMetGlyIlele : 21
IS TOUNA as N
MetAspLeuCysValThrIleLysGlyValSerPhelLeuLeuGlnThrGlyMetGlyIlelLe

pse u d Og e n e (i n Sert i O n Of 4958 : ATGGATCTGTGCGTCACCATCAAAGGGGTCTCCTTCCTCCTGCAAACAGGCATGGGCATCTT : 4898

22 : uGlyAsnThrValVallLeulLeuAlaTyrAlaGlnLeuIlleTyrAlaGluProLysLeulLeuP : 42

2bp) N the Current EEEEEEEEErrr e eee e e e e e e e eeerrr e e e e e e e e e e e e e eer e e

uGlyAsnThrValVallLeulLeuAlaTyrAlaGlnLeuIlleTyrAlaGluProLyslLeulLeuP
StiCklebaCk eno e 4897 : AGGGAACACGGTGGTGCTGCTGGCCTACGCTCAGCTCATCTACGCCGAGCCCAAGCTCCTAC : 4835
g 43 : roValAspMetIlelLeuCysHisLeuAlaPheAlaAsnLeuMetLeulLeulLeuThrArgCys : 62

bl BROADS1 CECEEEEEEEE e reeer e e e e e e e e e e e e e e e e e e e e e e e

assel I I y roValAspMetIleLeuCysHisLeuAlaPheAlaAsnLeuMetLeuLeuLeuThrArgCys
4834 : CCGTGGACATGATCCTGTGCCACCTGGCCTTCGCCAACCTGATGCTGCTGCTGACCCGCTGC : 4775

63 : ValProGlnThrMetSerValPheGlyLeuArgAspLeulLeuGlyAspProGlyCysLysVa : 83

FECEEEEEErrr e e e e e e e err e e e e e e e e e e e e e e e e e e et
ValProGlnThrMetSerValPheGlyLeuArgAspLeuLeuGlyAspProGlyCysLysVa

4774 : GTCCCGCAGACCATGAGCGTGTTCGGGCTGAGGGACCTGCTGGGTGACCCCGGCTGCAAGGT : 4712

84 : 1VallleTyrAlaTyrArgIleGlyArgAlalLeuSerValCysValThrCysMetLeuSerV : 104
FEEEEETEEEEEr e e e e e e e e e e et e e e e e e e e e e e e e e
lvalIlleTyrAlaTyrArgIleGlyArgAlalLeuSerValCysValThrCysMetLeuSerV

4711 : GGTGATCTACGCCTACCGCATCGGCCGGGCTTTGTCGGTCTGCGTCACCTGCATGCTCAGCG : 4649

105 : alPheGlnAlaValThrLeuAlaPro—--AlaGlyProArglLeuSerArgLeuLysProAlalL : 124
CCCCEEPEEEEEEEEEEEE TE e
alPheGlnAlaValThrLeu———-Pro##AlaGlyProArglLeuSerArgLeuLysProAlalL

4648 : TCTTTCAGGCGGTGACCTTG———CCCTCGCCGGACCCCGTCTGTCACGGTTGAAGCCCGCAC : 4590



N Oryzias latipes - ORA genes comparison I Zapilko and Korsching 2016

Tree scale: 1 | : ! Our StUdy

5 ‘

97

| OI-ORA6
0 | Oryzias latipes Complete 24 2070760 2071677-ORA6
| OI-ORAS5
Oryzias latipes Complete 12 12978761 12979837-ORA5
| OI-ORA2
0 ! Oryzias latipes Complete 5 15345901 15346875-ORA2
|Ol-ORA1
IOryzias latipes Complete 5 15350252 15351238-ORA1
5 | OI-ORA4
Oryzias latipes Complete 5 1933570 1934748-ORA4
OI-ORA3a
ﬁ Oryzias latipes Complete 5 1935918 1938051-ORA3
\_{ OI-ORA3b
%

Oryzias latipes Complete 5 1944526 1950342-ORA3

99

97

Takifugu rubripes - ORA genes comparison

I Zapilko and Korsching 2016

Tree scale: 1 | . : Our study
o0 \
[ Tr-ORA5 |
! Takifugu rubripes Complete 6 10325513 10326694-ORA5

i  Tr-ORAG |

o | Takifugu rubripes Complete 16 6219023 6220048-ORA6
| Tr-ORA2 |

0 ! Takifugu rubripes Complete 21 916376 917356-ORA2

7 | Tr-ORA3 |

o ! Takifugu rubripes Complete 19 8602411 8603684-ORA3
| Tr-ORA4 |

100 |

Takifugu rubripes Complete 19 8604118 8605237-ORA4



P Polypterus senegalus - OR genes comparison

B

Polypterus senegalus
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