Additional File 1: Table S1. References from Figure 1.
	
	Poriferans
	Cnidarians
	Annelids
	Mollusks
	Nemerteans
	Brachiopods
	Platyhelminthes
	Priapulids

	Spätzle
	X
	X
	(Davidson et al., 2008)
	(Gerdol and Venier, 2015; Yu et al., 2015)
	X
	(Gerdol et al., 2018)
	X
	(Mapalo et al., 2020)

	TLR
	(Wiens et al., 2006; Gauthier et al., 2010)
	(Bosch et al., 2009; Gauthier et al., 2010; Poole and Weis, 2014; Brennan et al., 2017; Williams et al., 2018; Leclère et al., 2019)
	(Davidson et al., 2008; Halanych and Kocot, 2014; Orús-Alcalde et al., 2021)
	(Halanych and Kocot, 2014; Gerdol and Venier, 2015; Ren et al., 2016; Orús-Alcalde et al., 2021)
	(Halanych and Kocot, 2014; Luo et al., 2018; Orús-Alcalde et al., 2021)
	(Halanych and Kocot, 2014; Gerdol et al., 2018; Orús-Alcalde et al., 2021)
	(Peiris et al., 2014; Orús-Alcalde et al., 2021)
	(Halanych and Kocot, 2014; Mapalo et al., 2020; Orús-Alcalde et al., 2021)

	MyD88
	(Wiens et al., 2005; Gauthier et al., 2010)
	(Sullivan et al., 2007; Gauthier et al., 2010; Brennan et al., 2017)
	(Davidson et al., 2008)
	(Toubiana et al., 2014; Gerdol and Venier, 2015; Ren et al., 2017)
	X
	(Gerdol et al., 2018)
	(Peiris et al., 2014)
	(Mapalo et al., 2020)

	Irak
	(Wiens et al., 2006; Gauthier et al., 2010)
	X
	(Davidson et al., 2008)
	(Toubiana et al., 2014; Gerdol and Venier, 2015)
	X
	
	
	(Mapalo et al., 2020)

	NFB-p65
	(Gauthier et al., 2010)
	(Sullivan et al., 2007; Gauthier et al., 2010; Brennan et al., 2017)
	(Davidson et al., 2008)
	(Gerdol and Venier, 2015)
	X
	
	(Forsthoefel et al., 2012)
	

	Imd
	X
	X
	X
	(Toubiana et al., 2014)
	X
	(Gerdol et al., 2018)
	X
	(Mapalo et al., 2020)

	Fadd
	X
	X
	X
	(Zhang et al., 2011; Hu et al., 2019)
	X
	(Gerdol et al., 2018)
	X
	

	Dredd
	X
	X
	X
	(Romero et al., 2011)
	X
	
	X
	

	Relish
	X
	X
	(Davidson et al., 2008)
	(Toubiana et al., 2014)
	X
	
	X
	

	tPGRP
	X
	X
	X
	(Gerdol and Venier, 2015)
	X
	
	X
	

	C3
	(Srivastava et al., 2010)
	(Dishaw et al., 2005; Miller et al., 2007; Kimura et al., 2009; Fujito et al., 2010)
	X
	(Castillo et al., 2009; Prado-Alvarez et al., 2009; Gerdol and Venier, 2015; Wang et al., 2017, 2019; Gorbushin, 2018)
	X
	(Gerdol et al., 2018; Gorbushin, 2018)
	(Peiris et al., 2014)
	X

	Factor B 
	
	(Kimura et al., 2009; Poole et al., 2016)
	X
	(Prado-Alvarez et al., 2009; Wang et al., 2017; Gorbushin, 2018)
	X
	
	X
	X

	CR
	
	(Gorbushin, 2018)
	(Altincicek and Vilcinskas, 2007)
	(Wang et al., 2017; Gorbushin, 2018)
	X
	(Gorbushin, 2018)
	X
	X

	C6
	
	(Kimura et al., 2009)
	X
	(Gerdol and Venier, 2015)
	X
	(Gerdol et al., 2018)
	X
	X

	C1r/s
	
	(Nonaka and Kimura, 2006)
	X
	(Nonaka and Kimura, 2006)
	X
	X

	MASP
	
	(Kimura et al., 2009; Poole et al., 2016; Gorbushin, 2019)
	(Nonaka and Kimura, 2006)
	(Nonaka and Kimura, 2006; Wang et al., 2017)
	X
	
	X
	X

	MreM
	
	X
	(Gorbushin, 2019)
	(Gorbushin, 2019)
	X
	(Gorbushin, 2019)
	X
	X

	C1q
	X
	X
	(Gorbushin, 2019)
	(Gerdol and Venier, 2015; Wang et al., 2017)
	X
	(Gorbushin, 2019)
	X
	X

	FreDC2
	X
	(Gorbushin, 2019)
	(Gerdol and Venier, 2015; Skazina and Gorbushin, 2016; Gorbushin, 2019)
	X
	(Gorbushin, 2019)
	X
	X

	CTLDC2
	X
	(Gorbushin, 2019)
	(Gerdol and Venier, 2015; Gorbushin, 2019)
	X
	(Gerdol and Venier, 2015; Gorbushin, 2019)
	X
	X






	
	Nematodes
	Arthropods
	Tardigrades
	Echinoderms
	Amphioxus
	Tunicates
	Vertebrates

	Spatzle
	(Mapalo et al., 2020)
	(Anderson and Nüsslein-Volhard, 1984; Anderson et al., 1985; Lemaitre et al., 1996; Hoffmann and Reichhart, 2002; Valanne et al., 2011; Palmer and Jiggins, 2015; Mapalo et al., 2020)
	(Mapalo et al., 2020)
	X
	X
	X
	(Valanne et al., 2011)

	TLR
	(Mapalo et al., 2020; Orús-Alcalde et al., 2021)
	
	(Mapalo et al., 2020; Orús-Alcalde et al., 2021)
	(Hibino et al., 2006; Tassia et al., 2017)
	(Tassia et al., 2017; Ji et al., 2018)
	(Sasaki et al., 2009; Denoeud et al., 2010; Tassia et al., 2017)
	(Medzhitov et al., 1997; Rock et al., 1998)

	MyD88
	(Mapalo et al., 2020)
	
	(Mapalo et al., 2020)
	
	(Yuan et al., 2009; Tassia et al., 2017)
	(Azumi et al., 2003; Tassia et al., 2017)
	(Wesche et al., 1997; Medzhitov et al., 1998)

	Irak
	(Mapalo et al., 2020)
	
	
	
	(Tassia et al., 2017)
	
	(Wesche et al., 1997)

	NFB-p65
	(Mapalo et al., 2020)
	
	
	(Hibino et al., 2006)
	(Yuan et al., 2009; Tassia et al., 2017)
	(Azumi et al., 2003)
	

	Imd
	(Mapalo et al., 2020)
	(Kaneko et al., 2006)
	(Mapalo et al., 2020)
	X
	X
	X
	(Myllymäki et al., 2014)

	Fadd
	
	(Hu and Yang, 2000; Naitza et al., 2002)
	
	X
	X
	X
	

	Dredd
	
	(Hu and Yang, 2000)
	
	X
	X
	X
	

	Relish
	
	(Dushay et al., 1996; Shin et al., 2002)
	
	X
	X
	X
	

	tPGRP
	(Dziarski and Gupta, 2006; Mapalo et al., 2020)
	(Werner et al., 2000, 2003; Choe et al., 2002; Gottar et al., 2002; Rämet et al., 2002; Takehana et al., 2002, 2004; Kaneko et al., 2006; Paik et al., 2017; Chevée et al., 2019)
	
	X
	X
	X
	(Kang et al., 1998)

	C3
	(The C.elegans Sequencing Consortium, 1998)
	(Adams, 2000; Zhu et al., 2005; Ariki et al., 2008; Sekiguchi et al., 2012; Palmer and Jiggins, 2015; Gorbushin, 2018)
	X
	(Al-Sharif et al., 1998; Nair et al., 2005; Smith et al., 2006) (Hibino et al., 2006)
	(Suzuki et al., 2002)
	(Nonaka et al., 1999; Marino et al., 2002; Raftos et al., 2002; Azumi et al., 2003; Nair et al., 2005)
	(Janssen et al., 2005)

	Factor B 
	
	(Adams, 2000; Zhu et al., 2005; Palmer and Jiggins, 2015; Sekiguchi and Nonaka, 2015; Gorbushin, 2018)
	X
	(Nair et al., 2005; Smith et al., 2006) 
	(He et al., 2008)
	(Smith et al., 1998; Nair et al., 2005)
	(Milder et al., 2007)

	CR
	
	(Adams, 2000; Gorbushin, 2018)
	X
	(Gorbushin, 2018)
	X
	(Gorbushin, 2018)
	(Ahearn and Fearon, 1989; Helmy et al., 2006; Vorup-Jensen and Jensen, 2018)

	C6
	
	X
	X
	X
	(Suzuki et al., 2002)
	(Azumi et al., 2003)
	(Bhakdi and Tranum-Jensen, 1978; Rosado et al., 2008) 

	C1r/s
	
	(Nonaka and Kimura, 2006)
	X
	(Nonaka and Kimura, 2006)
	(Nonaka and Kimura, 2006)
	(Nonaka and Kimura, 2006)
	(Arlaud et al., 2002; Girija et al., 2013)

	MASP
	
	X
	X
	(Gorbushin, 2019)
	
	(Ji et al., 1997; Azumi et al., 2003; Nonaka and Kimura, 2006; Gorbushin, 2019)
	(Matsushita and Fujita, 1992)

	MreM
	
	(Gorbushin, 2019)
	X
	
	X
	X
	X

	C1q
	
	X
	X
	(Hibino et al., 2006)
	X
	(Azumi et al., 2003)
	(Svehag et al., 1972; Carland and Gerwick, 2010)

	FreDC2
	
	(Han et al., 2018)
	X
	X
	(Huang et al., 2011)
	
	(Ichijo et al., 1993)

	CTLDC2
	
	X
	X
	X
	X
	(Sekine et al., 2001; Azumi et al., 2003)
	(Sastry et al., 1989)
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