














bacteria (96)

Ilyobacter polytropus WP 013388218.1 30S ribosomal protein S11
Galdieria sulphuraria Gsul XP 005705008.1 pt DNA-directed RNA polymerase subunit alpha

Nicotiana tabacum Ntab NP 054533.1 ribosomal protein S11 plastid
Mvir EP00899 Mesostigma viride P021565 jgi|Mesvir1|2940|Mv04970-RA.1

Stanieria cyanosphaera WP 015195210.1 30S ribosomal protein S11
Acaryochloris WP 010480577.1 MULTISPECIES
Anabaena WP 015215932.1 MULTISPECIES
Crinalium epipsammum WP 015203277.1 30S ribosomal protein S11
Candidatus Pelagibacter ubique WP 006996833.1 30S ribosomal protein S11

Deferribacter desulfuricans WP 013008448.1 30S ribosomal protein S11
Mbre XP 001747918.1

Andgo lcl|NC 021124.1YP 007890496.1 32
Pame lcl|NC 001823.1NP 044771.1 27

mt Histiona aroides YP 007890566.1
mt Seculamonas ecuadoriensis YP 007890823.1

mt Jakoba bahamiensis YP 007890672.1
Noli lcl|NC 008239.1YP 665652.1 11

Mpol lcl|NC 037508.1YP 009479701.1 25
MAST4A rps11 lcl

Crei XP 001695507.2
Pwic lcl|MN794237.1QOZ41730.1 17

Mver lcl|NC 008240.1YP 665722.1 41
Cmar lcl|NC 013837.1YP 003434219.1 12
mt Heterosigma akashiwo YP 005090297.1

Drot lcl|YP 009245620.1
TelT rps11 lcl

MAST4A EP00942 MAST-04A sp MAST-4A-sp1 P008081 g8081.t1
Ntab XP 016432807.1
Ntab XP 016432806.1
Ntab XP 016512756.1
Ntab XP 016512755.1
Ntab XP 016441683.1
Hmar lcl|LC515367.1BBQ05342.1 18

Ppro GHP02829.1
Pbil lcl|NC 031832.1YP 009317252.1 46
Gsul XP 005708488.1

mt Microchloropsis salina YP 008519361.1
mt Nannochloropsis gaditana YP 007317115.1

mt Vischeria stellata YP 009579065.1
mt Trachydiscus minutus YP 009237657.1

Ehux XP 005782455.1
mt Triparma laevis YP 009163721.1

Ppur lcl|NC 002007.1NP 049320.1 27
mt Aureococcus anophagefferens JAFCAI010000151.1 KAH8042915.1 2

mt Pelagomonas calceolata YP 010152723.1
mt Jakoba libera YP 007890705.1

Atwi lcl|NC 036491.1YP 009446431.1 15

Maro lcl|AP019310.1BBH42911.1 9
Lmar lcl|NC 045933.1YP 009730077.1 33

mt Paravannella minima YP 009557798.1
Tglo lcl|NC 023545.1YP 009004118.1 16

HBB2 lcl|AQL10431.1
Scer NP 014093.1

Nqua rps11
Acas lcl|NC 001637.1 NP 042556.1 33

Otri lcl|AEV66630.1
mt Balamuthia mandrillaris YP 009163147.1

MAST3i rps11 lcl
Stromb lcl|QPL15918.1

mt Paulinella micropora YP 009709951.1
Aper lcl|KF651061.1 AHA41662.1 26

Taur lcl|AF288091.2 AAG23668.1 13
Pkir lcl|NC 034798.1YP 009370821.1 15

mt Paramoeba pemaquidensis YP 009308419.1
Ptri lcl|HQ840789.1 ADY18523.1 26

Tpse lcl|NC 007405.1 YP 316608.1 23
mt Gloeochaete wittrockiana YP 009092456.1

Mjak lcl|NC 002553.1 NP 066321.1 14
Mcal lcl|NC 026311.1 YP 009118081.1 4

mt Imasa heleensis YP 010165722.1
Vver lcl|NC 013986.1 YP 003540828.1 17

Cmer lcl|NC 000887.3 NP 059369.1 21
Gnos lcl|NC 015117.1 YP 004222739.1 11

Cpar lcl|NC 017836.1YP 006280833.1 16
mt Cyanophora biloba YP 010041694.1
mt Cyanophora sudae YP 010041741.1

mt Polymyxa betae YP 010227879.1
mt Spongospora subterranea YP 009350043.1

Pbra lcl|LS992577.1SYZ47140.1 24
mt Synura synuroidea NP 038179.1
mt Ochromonas danica NP 066434.1

Ddis lcl|NC 000895.1NP 050102.1 36
mt Dictyostelium citrinum YP 492649.1

mt Dictyostelium intermedium YP 010191908.1
Ttra lcl|NC 026452.1YP 009121382.1 9

Ngru lcl|NC 002573.1NP 066529.1 32
Nfow lcl|YP 007890050.1

mt Pleurostomum flabellatum YP 010049289.1
mt Cyanoptyche gloeocystis YP 009092469.1

Blasto lcl|EF494740.3ACH86080.1 19
Pmar lcl|NC 026310.1YP 009118056.1 4

Ccay XP 026189606.1
Eten NP 852633.1

Tgon NP 044556.1
Bmot EP00823 Brevimastigomonas motovehiculus P002197
Bmot EP00823 Brevimastigomonas motovehiculus P002198

mt Aureoumbra lagunensis YP 010152766.1
mt Thraustotheca clavata YP 008475394.1
mt Saprolegnia ferax YP 052896.1
mt Achlya hypogyna YP 008475362.1
Ainv lcl|NC 032052.1YP 009327259.1 23
mt Aphanomyces astaci YP 009327213.1

mt Hyaloperonospora arabidopsidis YP 010394013.1
mt Pythium insidiosum YP 009167035.1
mt Phytopythium vexans YP 010395033.1
mt Globisporangium ultimum YP 003734826.1

mt Peronospora belbahrii YP 010394052.1
mt Peronospora tabacina YP 009178802.1

mt Phytophthora agathidicida YP 010117843.1
mt Phytophthora versiformis YP 010394798.1

mt Bremia lactucae YP 009547908.1
mt Pseudoperonospora humuli YP 009645885.1
mt Pseudoperonospora cubensis YP 009164899.1
mt Plasmopara halstedii YP 010394641.1

mt Plasmopara viticola YP 009729757.1
Egra Gene.105403

Rsal lcl|NC 002572.1NP 066481.1 28
mt Storeatula NC 037452.1YP 009476659.1 23

Gthe lcl|MH844545.1QBJ06303.1 24
mt Cryptomonas curvata YP 009476749.1

Hand lcl|NC 010637.1YP 001874774.1 18
mt Chroomonas placoidea YP 009476618.1

mt Proteomonas sulcata YP 009476722.1
mt Teleaulax amphioxeia YP 009475783.1

Amac KNE59541.1
Amac KNE61214.1

Nsim lcl|NC 020369.1YP 007476164.1 19
Bnat lcl|HQ840955.1 ADV41821.1 21

Cowc XP 011270837.1
Hsap NP 789775.1
Hsap NP 073750.2
Hsap NP 001308901.1
Hsap NP 001308899.1

Nsim EP00160 Parvularia atlantis P013442
Neorickettsia sennetsu WP 011451685.1
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Protein: rps11; alignment �mming: trimAl; IQ-TREE2 best-fit model: Q.yeast+R7


























































































































