Table 1. Primers for nuclear genomic and mitochondrial genes
	Genes
	Primer sequence (5’-3’)
	Accession No.
	Length (bp)

	Fas
	F: ACATGGAACCCTTGAGCCGT
R: AGGTTCTGCGACATTCGGCT
	NM_001146708
	458

	Actb
	F: ACCCCAGCCATGTACGTAGC
R: AGCTGTGGTGGTGAAGCTGT
	NM_007393
	228

	GAPDH
	F: AGGCCGGTGCTGAGTATGTC
R: CCACAGTCTTCTGGGTGGCA
	NM_001289726
	300

	Rhoh
	F: GCGCTTCACCTCTGAGACCT
R: CCACAGTCTTCTGGGTGGCA
	NM_001081105
	395

	ND1
	F: AACATTGTAGGTCCATACGGCATCC
R: TTGAGGCTCATCCTGATCATAGAATGG
	NM_010894
	259

	COX1
	F: GCAGGAGCAGGAACAGGATGAAC
R: TCAGAACAGATGCTGGTAGAGAATTGG
	NM_008969
	351

	ATP6
	F: AACGCCTAATCAACAACCGTCTCC
R: GCCGGACTGCTAATGCCATTGG
	NC_005089
	375

	CYTB
	F: TCATGTCGGACGAGGCTTATATTATGG
R: GAGGAAGAGGAGGTGAACGATTGC
	NC_005089
	313





Table 2. Primers used in gene cloning
	gene
	Accession No.
	Forward primer(5’-3’)
(BamH I site underlined)
	Reverse primer(5’-3’)
(Xho Ⅰ site underlined)

	Ts-Pt-1
	MH820373.1
	TTTTGGATCCATGGACGCACGTCGGCCGGTAT
	CCCTCGAGTCAATATGGTGGAATAGGACAAAGT

	DNase II-8
	AY963702
	TTTTGGATCCATGTTCATACTTTAT
	CCCTCGAGTTAGGTGCATGCAT

	P43
	M95499.1
	TTTTGGATCCATGCGAATATACATT
	CCCTCGAGTTAGCTGTATGGGCAA

	T314
	AF331159.1
	TTTTGGATCCATGTTCATATCAATAAT
	CCCTCGAGTCAATTATTGCAT





Table 3. Sequences of the three specific siRNAs and the control siRNA
	siRNA name
	Sense (5’-3’)
	Antisense (5’-3’)

	siRNA 86
	GCCUACAAGUCGAUUGGUATT
	UACCAAUCGACUUGUAGGCTT

	siRNA 290
	CCAUGCUGCUGAUGUACAATT
	UUGUACAUCAGCAGCAUGGTT

	siRNA 920
	CCGUGUGCAUAGGUGAUAUTT
	AUAUCACCUAUGCACACGGTT

	control siRNA
	UUCUCCGAACGUGUCACGUTT
	ACGUGACACGUUCGGAGAATT




