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Wilcoxon rank sum test with continuity correction, p−Value = 0.000957
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Wilcoxon rank sum test with continuity correction, p−Value = 0.000249
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Wilcoxon rank sum test with continuity correction, p−Value = 1.59e−93
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Wilcoxon rank sum test with continuity correction, p−Value = 1.91e−30
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Wilcoxon rank sum test with continuity correction, p−Value = 2.01e−57
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Wilcoxon rank sum test with continuity correction, p−Value = 1.82e−18
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Wilcoxon rank sum test with continuity correction, p−Value = 8.37e−73
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Wilcoxon rank sum test with continuity correction, p−Value = 0.989
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Wilcoxon rank sum test with continuity correction, p−Value = 4.59e−73
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Wilcoxon rank sum test with continuity correction, p−Value = 1.33e−29
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Wilcoxon rank sum test with continuity correction, p−Value = 1.92e−06
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Wilcoxon rank sum test with continuity correction, p−Value = 9.36e−94
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Wilcoxon rank sum test with continuity correction, p−Value = 4.29e−69


