Table S2 Primers used for RT-PCR

	Genes
	Sequences (5'-3')
	Fragment size (bp)
	Accession No.

	Gapdh
	F: GTCATTGAGAGCAATGCCAG
	215
	NM_008084.3

	
	R: GTGTTCCTACCCCCAATGTG
	
	

	Cx43
	F: ACGGCAAGGTGAAGATGAGA
	239
	NM_010288.3

	
	R: GAGAGACACCAAGGACACCA
	
	

	Adcy1
	F: GTCACCTTCGTGTCCTATGCC
	170
	NM_009622.2

	
	R: TTCACACCAAAGAAGAGCAGG
	
	

	Gpr3
	F: CCTGCTGGTGGGTAGCTTG
	241
	NM_008154.3

	
	R: CATCACATAAGTCCGAGTTACCG
	
	

	[bookmark: OLE_LINK43]ERα
	F: ACCATTGACAAGAACCGGAG
	170
	NM_007956.5

	
	R: CCTGAAGCACCCATTTCATT
	
	

	ERβ
	[bookmark: OLE_LINK40]F: TCTTCGAAATCACCCAGACC
	138
	NM_207707.1

	
	[bookmark: OLE_LINK41][bookmark: OLE_LINK42]R: TGTGTGTGAAGGCCATGATT
	
	

	Xdh
	[bookmark: OLE_LINK38]F: GTTGGTTTCAGCGTCAGGAG
	154
	NM_011723.3

	
	[bookmark: OLE_LINK39]R: CCCAAGTGGCAGTTTTGAGT
	
	

	Star
	F: CGCAGAGGTTCCACCTGTGT
	59
	NM_011485.5

	
	R: TCCGGCATCTCCCCAAA
	
	

	Scarb1
	F: TGTACTGCCTAACATCTTGGTCC
	126
	NM_016741.2

	
	R: ACTGTGCGGTTCATAAAAGCA
	
	

	Cyp17a1
	F:ACTTCTGCAGGCCAAGAGAT
	217
	NM_007809.3

	
	R:TGGGGAACTTGGCATTAGGT
	
	

	Cyp11a1
	F: AGGTCCTTCAATGAGATCCCTT
	137
	NM_019779.4

	
	R: TCCCTGTAAATGGGGCCATAC
	
	

	Hsd17b2
	F: AAATGCATGGCCGTGAACTT
	245
	NM_008290.2

	
	R: TTTGTTTTGAAGCCTCCGGG
	
	

	Ki67
	F: CGCAGGAAGACTCGCAGTTT
	184
	NM_026472.4

	
	R: CTGAATCTGCTAATGTCGCCAA
	
	

	Ccna2
	F: GCTCTACTGCCCGGAGGCTGA
	142
	NM_009828.3

	
	R: TGGCCTACATGTCCTCTGGGGAA
	
	

	Ccnb1
	F: TGCATTCTCTCAGTGCCCTCCACA
	149
	NM_172301.3

	
	R: AGACAGGAGTGGCGCCTTGGT
	
	

	Ccnd2
	F: CCTTTGACGCAGGCTCCCTTCT
	125
	NM_009829.3

	
	R: ACCCTGGTGCACGCATGCAAA
	
	

	Ccne1
	F: GGTGTCCTCGCTGCTTCTGCTT
	129
	NM_007633.2

	
	R: CCGGATAACCATGGCGAACGGA
	
	

	[bookmark: _Hlk520400493]Cdkn1a
	F: TTAGGCAGCTCCAGTGGCAACC
	103
	NM_001111099.2

	
	R: ACCCCCACCACCACACACCATA
	
	

	Cdkn2a
	F: GCTCTGGCTTTCGTGAACAT
	136
	NM_009877.2

	
	R: CGAATCTGCACCGTAGTTGA
	
	

	Cdkn1c
	F: CTGGACAGGACAAGCGATCC
	100
	NM_001161624.1

	
	R: GCTGTTCTGCTGCGGAGGTA
	
	




