Figure S9: Extended Haplotype Homozygosity (EHH) around CCL2 on Chromosome 17 in global
populations. EHH plots around allelic variation around CCL2 show the decay of identity of haplotypes on
chromosomes. The blue shading shows the decay of homozygosity of chromosomes carrying the ancestral
allele at the core, while the red shading indicates the decay of homozygosity on chromosomes with the
derived allele at the core site in different populations from the 1000 Genomes Project. The distance from
the core SNP (at zero) is displayed on the x-axis; the negative numbers indicate distance upstream from the
core SNP, while positive values indicate distance downstream from the core SNP on the forward strand.

The EHH probabilities are shown on the y-axis.
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