Supplementary Table 1. List of Aedes albopictus nrEVEs encompassing complete ORFs that span viral conserved domains. nrEVE names and mapping coordinates are as in Palatini et al., 2020. RC refers to reverse complement sequence, and the query coverage and sequence identity are those corresponding to the amino acid sequences.
	Name
	Scaffold ID (NCBI)
(Start-End bp)
	Length
(bp)
	ORF (bp)
(Start-End)
	Conserved domains
	First hit 
(NCBI)
	% Query
Coverage
	% Identity

	Flavi24
	NW_021838663.1
(200609-202077)
	1469
	1218 
(252-1469 RC)
	Flavivirus RNA dependent RNA polymerase
	Aedes Flavivirus 
	85
	87.83

	Rhabdo39
	NW_021838429.1
(852169-854005)
	1836
	1272 
(379-1650 RC)
	Mononegavirales RNA dependent RNA polymerase
	Benxi Bat virus
	92
	58.02

	Rhabdo40
	NW_021838429.1
(854147-855983)
	1836
	1272 
(379-1650 RC)
	Mononegavirales RNA dependent RNA polymerase
	Benxi Bat virus
	92
	58.02

	Rhabdo42
	NW_021838429.1
(858103-860551)
	2448
	2253  
(10-2262 RC)
	Mononegavirales RNA dependent RNA polymerase
	Merida virus 
	96
	47.94

	Un136
	NW_021837046.1
(5395734-5397101)
	1367
	1065  
(43-1107)
	Mononegavirales RNA dependent RNA polymerase
	Enontekio ohlsrhavirus
	95
	75.22

	Un138
	NW_021837080.1
(541164-542711)
	1548
	1497  
(52-1548)
	Viral RNA-directed RNA-polymerase (RdRP_4)
	Aedes aegypti Toti-like virus
	98
	56.85

	Un147
	NW_021837954.1
(1146588-1148210)
	1623
	1575
(49-1623 RC)
	Viral RNA-directed RNA-polymerase (RdRP_4)
	Palmetto toti-like virus
	93
	63.06

	Un162
	NW_021838909.1
(21553087-21554697)
	1611
	1560
(52-1611 RC)
	Viral RNA-directed RNA-polymerase (RdRP_4)
	Aedes aegypti Toti-like virus
	94
	56.62

	Flavi17
	NW_021838153.1
(164421089-164422939)
	1850
	1071
(611-1681 RC)
	Flavivirus DEAD doamin/ DEXH-box helicase domain of NS3 protease-helicase
	Aedes flavivirus
	100
	91.85

	Flavi19
	NW_021838154.1
(19234975-19241600)
	6626
	1974 
(4627-6600)
	Flavivirus DEAD doamin/ DEXH-box helicase domain of NS3 protease-helicase
	Aedes flavivirus
	99
	97.7

	Flavi27
	NW_021838663.1
(232820-236012)
	3193
	1845
(1343-3187 RC)
	Peptidase S7 doamin and Flavivirus DEAD domain of NS3 
	Aedes flavivirus/ La Tina virus
	79
	79.71

	Rhabdo24
	NW_021837878.1
(438690-439796)
	1107
	759
(349-1107 RC)
	Rhabdovirus Nucleocapsid protein 
	Bivens Arm virus
	53
	38.81

	Rhabdo25
	NW_021837878.1
(447760-448657)
	898
	822
(52-873 RC)
	Rhabdovirus Nucleocapsid protein 
	Longquan Niviventer coninga ledantevirus 1
	82
	29.91

	Rhabdo26
	NW_021837878.1
(921772-922990)
	1219
	1164
(43-1206)
	Rhabdovirus Nucleocapsid protein 
	Lantra virus
	80
	30.94

	Rhabdo27
	NW_021837878.1
(931221-932390)
	1169
	1143 
(7-1149)
	Rhabdovirus Nucleocapsid protein 
	Bivens Arm virus
	95
	28.09

	Rhabdo36
	NW_021838421.1
(5054150-5055283)
	1143
	759
(349-1107 RC)
	Rhabdovirus Nucleocapsid protein 
	Mavingoni virus
	67
	33.53

	Rhabdo37
	NW_021838421.1
(5061846-5061800)
	1225
	1164
(43-1206 RC)
	Rhabdovirus Nucleocapsid protein 
	Lantra virus
	80
	30.94

	ChuLike
108
	NW_021838466.1
(7601637-7602926)
	1289
	1017 
(178-1194)
	Glycoprotein
	Gurupi chuvirus-like 1
	86
	61.77

	ChuLike
133
	NW_021838665.1
(2657439-2659336)

	1897
	1119 (103-1221 RC)
	Glycoprotein
	Gurupi chuvirus-like 1
	93
	59.31

	Un40
	NW_021837600.1
(32824398-32826014)
	1617
	1446 (172-1617)
	Glycoprotein
	Kaiowa virus
	82
	99




[bookmark: OLE_LINK2]Supplementary Table 2. Prevalence of selected nrEVEs in Ae. albopictus strains from various geographic localizations (n refers to the number of tested adults).
	
	
	Foshan
(n=40)
	La Reunion
(n=30)
	Rimini
(n=15)
	Crema
(n=30)
	Tapachula
(n=28)

	RdRP-like nrEVEs
	Flavi24
	40%
	30%
	23,08%
	20%
	7,15%

	
	Rhabdo40
	63,33%
	16,67%
	23%
	51,67%
	28,33%

	
	UN136
	57,5%
	0%
	25%
	36,36%
	42,86%

	NS3-like nrEVEs
	Flavi17
	5%
	0%
	13,33%
	0%
	21,43%

	
	Flavi27
	26,67%
	26,67%
	0%
	0%
	10%

	Nucleoprotein-like nrEVEs
	Rhabdo24
	75%
	100%
	93,33%
	87,5%
	39,29%

	
	Rhabdo27
	57,5%
	50%
	20%
	93,75%
	83,33%

	
	Rhabdo37
	71,43%
	100%
	92,3%
	86,67%
	85,71%




Supplementary Table 3. Quantification of the different nrEVEs expression in Foshan population. 
	nrEVEs
	Developmental stage or Female tissue
	Mean ± standard deviation

	Flavi24
	Larvae
	25.68 ± 36.09

	
	Pupae
	2.15 ± 3.72

	
	Adults
	41.53 ± 39.73

	
	Ovaries (sugar fed)
	0 ± 0

	
	Carcasse (sugar fed)
	268.3 ± 439.9

	
	Ovaries (blood fed)
	46.69 ± 74.8

	
	Carcasse (blood fed)
	50 ± 48.42

	Flavi17
	Larvae
	0.017 ± 0.015

	
	Pupae
	0.008 ± 0.007

	
	Adults
	0.15 ± 0.2

	
	Ovaries (sugar fed)
	0 ± 0

	
	Carcasse (sugar fed)
	0.0041 ± 0.005

	
	Ovaries (blood fed)
	0.025 ± 0.038

	
	Carcasse (blood fed)
	0.0069 ± 0.0044

	Flavi27/19
	Larvae
	55.37 ± 69.06

	
	Pupae
	8.51 ± 9.07

	
	Adults
	2.7 ± 3.34

	
	Ovaries (sugar fed)
	4.89 ± 0

	
	Carcasse (sugar fed)
	1293 ± 65.54

	
	Ovaries (blood fed)
	173.8 ± 211.4

	
	Carcasse (blood fed)
	0.5 ± 0.27

	Rhabdo39/40
	Larvae
	15.27 ± 21.43

	
	Pupae
	26.6 ± 33.86

	
	Adults
	80.67 ± 66.93

	
	Ovaries (sugar fed)
	0 ± 0

	
	Carcasse (sugar fed)
	6.04 ± 6.73

	
	Ovaries (blood fed)
	9.88 ± 15.7

	
	Carcasse (blood fed)
	49.54 ± 68.67

	Rhabdo42
	Larvae
	2.39 ± 3.59

	
	Pupae
	8.77 ± 13.66

	
	Adults
	64.09 ± 82.92

	
	Ovaries (sugar fed)
	0 ± 0

	
	Carcasse (sugar fed)
	5.61 ± 4.45

	
	Ovaries (blood fed)
	0.069 ± 0.06

	
	Carcasse (blood fed)
	4.13 ± 4.69

	Rhabdo24/36
	Larvae
	9.44 ± 0

	
	Pupae
	3.33 ± 1.27

	
	Adults
	1.08 ± 0.25

	
	Ovaries (sugar fed)
	18.54 ± 17.69

	
	Carcasse (sugar fed)
	81.81 ± 116.1

	
	Ovaries (blood fed)
	44.77 ± 38.28

	
	Carcasse (blood fed)
	0.74 ± 0.3

	Rhabdo26/37
	Larvae
	0.063 ± 0.06

	
	Pupae
	2.28 ± 3.89

	
	Adults
	0.026 ± 0.0078

	
	Ovaries (sugar fed)
	0 ± 0

	
	Carcasse (sugar fed)
	12.17 ± 20.46

	
	Ovaries (blood fed)
	0.18 ± 0.1

	
	Carcasse (blood fed)
	0.039 ± 0.022

	Rhabdo27
	Larvae
	45.7 ± 35

	
	Pupae
	18.84 ± 22.2

	
	Adults
	3.07 ± 1.83

	
	Ovaries (sugar fed)
	0 ± 0

	
	Carcasse (sugar fed)
	4.57 ± 4.53

	
	Ovaries (blood fed)
	0.05 ± 0

	
	Carcasse (blood fed)
	0 ± 0

	UN136
	Larvae
	[bookmark: OLE_LINK3]0 ± 0

	
	Pupae
	0 ± 0

	
	Adults
	0.017 ± 0.029

	
	Ovaries (sugar fed)
	0 ± 0

	
	Carcasse (sugar fed)
	0.15 ± 0.26

	
	Ovaries (blood fed)
	0 ± 0

	
	Carcasse (blood fed)
	14.34 ± 15.95

	UN138/162
	Larvae
	0.003 ± 0.0011

	
	Pupae
	0.00053 ± 0.0009

	
	Adults
	0.017 ± 0.015

	
	Ovaries (sugar fed)
	0.29 ± 0.26

	
	Carcasse (sugar fed)
	0.00012 ± 0.00013

	
	Ovaries (blood fed)
	0.0002 ± 0.0002

	
	Carcasse (blood fed)
	0.0007 ± 0.00058



Supplementary Table 4. Response of selected nrEVEs to DENV infection. 
	nrEVEs
	Condition
	Mean ± standard deviation

	Flavi24
	Carcasse 4 dpi
	0.27 ± 0.014

	
	Carcasse 21 dpi
	2.28 ± 0.38

	
	Ovaries 4 dpi
	437.2 ± 52.66

	
	Ovaries 21 dpi
	1.47 ± 2.07

	Flavi17
	Carcasse 4 dpi
	-3.07 ± 2.7

	
	Carcasse 21 dpi
	-10.55 ± 13.36

	
	Ovaries 4 dpi
	0 ± 0

	
	Ovaries 21 dpi
	1.91 ± 2.7

	Flavi27/19
	Carcasse 4 dpi
	-3.53 ± 7.86

	
	Carcasse 21 dpi
	69.29 ± 76.87

	
	Ovaries 4 dpi
	5.4 ± 4.08

	
	Ovaries 21 dpi
	-3.78 ± 1.73

	Rhabdo39/40
	Carcasse 4 dpi
	136.6 ± 222.7

	
	Carcasse 21 dpi
	3.01 ± 0.8

	
	Ovaries 4 dpi
	1327 ± 1876

	
	Ovaries 21 dpi
	-2501 ± 3534

	Rhabdo42
	Carcasse 4 dpi
	6.57 ± 12.12

	
	Carcasse 21 dpi
	0.08 ± 4.27

	
	Ovaries 4 dpi
	6147 ± 271.4

	
	Ovaries 21 dpi
	0 ± 0

	Rhabdo24/36
	Carcasse 4 dpi
	2.54 ± 1.85

	
	Carcasse 21 dpi
	-375 ± 3.53

	
	Ovaries 4 dpi
	-13.94 ± 15.64

	
	Ovaries 21 dpi
	-52.38 ± 67.34

	Rhabdo26/37
	Carcasse 4 dpi
	3.87 ± 1.16

	
	Carcasse 21 dpi
	0.75 ± 3.45

	
	Ovaries 4 dpi
	15.65 ± 12.88

	
	Ovaries 21 dpi
	-17.36 ± 6.87

	Rhabdo27
	Carcasse 4 dpi
	-2.71 ± 1.05

	
	Carcasse 21 dpi
	-2.73 ± 1.03

	
	Ovaries 4 dpi
	820.7 ± 100

	
	Ovaries 21 dpi
	-26.35 ± 33.45

	UN136
	Carcasse 4 dpi
	-0.78 ± 2.74

	
	Carcasse 21 dpi
	4.68 ± 0.25

	
	Ovaries 4 dpi
	2.87 ± 1

	
	Ovaries 21 dpi
	3.58 ± 0.007

	UN138/162
	Carcasse 4 dpi
	-1117 ± 1366

	
	Carcasse 21 dpi
	17.56 ± 20.42

	
	Ovaries 4 dpi
	-2.09 ± 7.92

	
	Ovaries 21 dpi
	0.54  ± 0.76



Supplementary Table 5. Response of selected nrEVEs to CHIKV infection. 
	nrEVEs
	Condition
	Mean ± standard deviation

	Flavi24
	Carcasse 4 dpi
	-2.3 ± 0.47

	
	Carcasse 14 dpi
	-31.73 ± 9.52

	
	Ovaries 4 dpi
	825.5 ± 997.4

	
	Ovaries 14 dpi
	-2.95 ± 0.54

	Flavi17
	Carcasse 4 dpi
	0 ± 0

	
	Carcasse 14 dpi
	1.36 ± 0.41

	
	Ovaries 4 dpi
	2.79 ± 3.95

	
	Ovaries 14 dpi
	0.15 ± 1.77

	Flavi27/19
	Carcasse 4 dpi
	-3.54 ± 2.86

	
	Carcasse 14 dpi
	-10.87 ± 15.37

	
	Ovaries 4 dpi
	0 ± 0

	
	Ovaries 14 dpi
	-4.17 ± 5.89

	Rhabdo39/40
	Carcasse 4 dpi
	-1.56 ± 0.66

	
	Carcasse 14 dpi
	-42.98 ± 13.56

	
	Ovaries 4 dpi
	1262 ± 1071

	
	Ovaries 14 dpi
	-1.85 ± 0.53

	Rhabdo42
	Carcasse 4 dpi
	0.055 ± 4.65

	
	Carcasse 14 dpi
	0 ± 0

	
	Ovaries 4 dpi
	31.13 ± 44.02

	
	Ovaries 14 dpi
	0 ± 0

	Rhabdo24/36
	Carcasse 4 dpi
	50.2 ± 66.19

	
	Carcasse 14 dpi
	-5 ± 2.36

	
	Ovaries 4 dpi
	-6.41 ± 7.19

	
	Ovaries 14 dpi
	2.42 ± 6.63

	Rhabdo26/37
	Carcasse 4 dpi
	-6.5 ± 11

	
	Carcasse 14 dpi
	-1.49 ± 0.66

	
	Ovaries 4 dpi
	69.07 ± 97.68

	
	Ovaries 14 dpi
	-1.97 ± 0.35

	Rhabdo27
	Carcasse 4 dpi
	0 ± 0

	
	Carcasse 14 dpi
	-2.13 ± 1.56

	
	Ovaries 4 dpi
	-4.36 ± 0.27

	
	Ovaries 14 dpi
	-3.13 ± 0.14

	UN136
	Carcasse 4 dpi
	0 ± 0

	
	Carcasse 14 dpi
	-7.77 ± 6.7

	
	Ovaries 4 dpi
	0 ± 0

	
	Ovaries 14 dpi
	-8.57 ± 16.17

	UN138/162
	Carcasse 4 dpi
	35.56 ± 60.38

	
	Carcasse 14 dpi
	-416.7 ± 589.3

	
	Ovaries 4 dpi
	-0.91 ± 1.29

	
	Ovaries 14 dpi
	6.71 ± 6.07




Supplementary Table 6. Prediction of Flavi24 localization by DeepLoc2 prediction program.
	nrEVE
	Predicted signals
	Predicted localization
	Probability

	Flavi24
	Nuclear localization signal 
Nuclear export signal
	Cytoplasm 
Nucleus
	0.5261> threshold of 0.4761
0.5136> threshold of 0.5014

	Flavi24_ΔNS3
	None
	Cytoplasm
	0.5522> threshold of 0.4761




Supplementary Table 7. List of primers. 
	Primer name
	Use
	Forward
	Reverse

	Flavi24-qPCR
	Expression of Flavi24
	CGCCACAAATTCGTTTGGTT
	TCCTCCTTCGTCATGATCCG

	Flavi17-qPCR
	Expression of Flavi17
	CCGTCCCATACGCAAGCCAA
	TACCAGCGCGGGCATAGTTC

	Flavi27/19-qPCR
	Expression of Flavi27/19
	TTATGCACGTCACCAGAGGA
	CAAGGCCCACCATACGAAAC

	Rhabdo24/36-qPCR
	Expression of Rhabdo24/36
	ACTGTTCGCCGCCATGGATA
	CCCTCGAAACGCAGGTGTTG

	Rhabdo26/37-qPCR
	Expression of Rhabdo26/37
	TGTTCGCTTCATGGTGCATT
	GGCGAGTTAGTAGTGAGACG

	Rhabdo27-qPCR
	Expression of Rhabdo27
	CGCGTTGGAACACAGCACTT
	CCAACTGGACCCAAGAAGCG

	Rhabdo39/40-qPCR
	Expression of Rhabdo39/40
	ACATAGCAACTGAGCCCACA
	TCTCGTTCCTTGGCTCGTAG

	Rhabdo42-qPCR
	Expression of Rhabdo42
	CCGATTCCCTCTCGATCAGT
	ATCAAGGCCGTAGTCGTTCA

	UN136-qPCR
	Expression of Un136
	ATTCAGTGGATTCTCAAATT
	AAAAACTAAGTGCCTCAGTC

	UN138/162-qPCR
	Expression of UN138/162
	ACTACCAACACACCCTGCAA
	CGGCTGGCCTTGACTTTATC

	RPL34-qPCR
	Expression of Ae. Albopictus housekeeping gene RPL34
	GGGCTCGTCTACCACGTTTACTTGCTCTTGC
	AGAAGCTCAGCGGAATCAAGCCATCGCG

	CFAV_NS3-qPCR
	Detection of the viral RNA load (expression of CFAV NS3) 
	ACACGAGTGAAGCTGGTTGA
	ACATACGTTCCTGGTTCCCG

	Actin-qPCR
	Expression of Aag2 cells housekeeping gene (actin)
	GAACACCCAGTCCTGCTGACA
	TGCGTCATCTTCTCACGGTTAG

	GFP-qPCR
	Expression of GPF in Aag2 cells
	CATTGAGGATGGCTCTGTGC
	ACTGGGTGGACAGGTAATGG

	Flavi17
	Amplification of Flavi17
	GACTCAATTATTTTGGCCCC

	ATTGAGTCTTATACTGGCGCC


	Flavi24
	Amplification of Flavi24
	TTTGCTGGATATCACTGACA

	GGCGTAGCTTGCAAACAAAA


	Flavi27
	Amplification of Flavi27
	AACAACGCGCGTTTTCCATTT
	GTTCGCGATGCTTATCTTCGGA

	Rhabdo40
	Amplification of Rhabdo40
	GAATGTGAGACTCTCGGTGACAG
	CGGCGAAGACCCAGACAGT

	Rhabdo37
	Amplification of Rhabdo37
	AACAGGATTCAAGCAATG
	TAATAGTTCTTCACGAGCT

	Rhabdo24
	Amplification of Rhabdo24
	TTTGCTGGATATCACTGACA

	GGCGTAGCTTGCAAACAAAA


	Rhabdo27
	Amplification of Rhabdo27
	TCGGTTCTATTTCAGTCCAAT

	CGAATTCAACTGTAGCACGA


	UN136
	Amplification of UN136
	ATTCAGTGGATTCTCAAATT

	AAAAACTAAGTGCCTCAGTC




