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Antigen  peptide  Precursor  Ion (m/z)  Product Ion  (m/z)  Product Ion  Designation  Collision  Energy  Retention  Time  (min)  Window of  Mass  Isolation (Da)  

Light  797.38  622.30  y5+  35  10.60  0.5  

  950.43  y8+  35  10.60  0.5  

  1021.47  y9+  35  10.60  0.5  

Heavy  802.38  632.30  y5+  35  10.60  0.5  

  960.44  y8+  35  10.60  0.5  

  1031.48  y9+  35  10.60  0.5  
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