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	Supplementary table 1: Beta estimates for genome-wide significant SNPs for early/adult life body size in UK Biobank (overall, men, women)

	Genome-wide significant SNPs for early life body size in UK Biobank (overall)

	SNP
	Chr
	Position
	Closest gene
	EA
	OA
	EAF
	Beta
	SE
	pvalue
	R2
	F statistic

	rs2229330
	1
	6649228
	ZBTB48
	T
	G
	0.93
	-0.020
	0.003
	2.20E-13
	1.19E-04
	54

	rs2175171
	1
	7028842
	CAMTA1
	G
	C
	0.44
	-0.008
	0.001
	3.90E-08
	6.66E-05
	30

	rs6577497
	1
	8605667
	RERE
	A
	T
	0.61
	0.008
	0.001
	1.90E-08
	6.97E-05
	32

	rs12045879
	1
	15817090
	CELA2B
	C
	T
	0.69
	0.010
	0.002
	5.30E-11
	9.51E-05
	43

	rs212517
	1
	21577159
	ECE1
	T
	A
	0.40
	0.009
	0.001
	8.90E-10
	8.29E-05
	38

	rs2356864
	1
	50839740
	DMRTA2
	G
	A
	0.48
	-0.009
	0.001
	8.00E-10
	8.33E-05
	38

	rs630602
	1
	54728864
	SSBP3
	G
	C
	0.39
	-0.010
	0.001
	1.60E-12
	1.10E-04
	50

	rs12140153
	1
	62579891
	INADL
	G
	T
	0.91
	0.022
	0.002
	6.20E-19
	1.74E-04
	79

	rs2767486
	1
	65991203
	LEPR
	A
	G
	0.80
	-0.015
	0.002
	1.10E-18
	1.72E-04
	78

	rs7522014
	1
	66551759
	PDE4B
	A
	G
	0.67
	0.009
	0.002
	8.00E-10
	8.33E-05
	38

	rs2755253
	1
	67470843
	SLC35D1
	C
	T
	0.29
	0.009
	0.002
	1.60E-08
	7.06E-05
	32

	rs11209943
	1
	72750500
	NEGR1
	A
	G
	0.40
	-0.018
	0.001
	9.70E-38
	3.64E-04
	165

	rs12042908
	1
	74997762
	TNNI3K
	A
	G
	0.44
	0.027
	0.001
	2.30E-84
	8.35E-04
	379

	rs34517439
	1
	78450517
	DNAJB4
	C
	A
	0.88
	-0.014
	0.002
	2.20E-10
	8.89E-05
	40

	rs11165687
	1
	97099767
	PTBP2
	C
	T
	0.59
	-0.008
	0.001
	9.40E-09
	7.27E-05
	33

	rs7550711
	1
	110082886
	GPR61
	C
	T
	0.97
	-0.048
	0.004
	4.40E-28
	2.66E-04
	121

	rs3013431
	1
	113242488
	MOV10
	C
	T
	0.39
	0.009
	0.001
	1.40E-09
	8.10E-05
	37

	rs12132598
	1
	115235785
	AMPD1
	A
	G
	0.67
	-0.008
	0.001
	2.10E-08
	6.94E-05
	31

	rs7536458
	1
	118864602
	SPAG17
	T
	G
	0.74
	-0.010
	0.002
	1.80E-10
	8.98E-05
	41

	rs11205303
	1
	149906413
	MTMR11
	T
	C
	0.59
	0.010
	0.001
	1.70E-11
	1.00E-04
	45

	rs35588936
	1
	155950963
	ARHGEF2
	C
	T
	0.94
	0.018
	0.003
	3.00E-10
	8.76E-05
	40

	rs12748436
	1
	177761109
	SEC16B
	C
	G
	0.92
	-0.016
	0.003
	3.50E-09
	7.69E-05
	35

	rs543874
	1
	177889480
	SEC16B
	A
	G
	0.79
	-0.047
	0.002
	8.80E-163
	1.63E-03
	739

	rs78444298
	1
	184672098
	EDEM3
	G
	A
	0.98
	0.042
	0.005
	1.70E-16
	1.50E-04
	68

	rs4074404
	1
	187683956
	PLA2G4A
	T
	A
	0.84
	-0.013
	0.002
	4.30E-11
	9.59E-05
	43

	rs16839832
	1
	196349909
	KCNT2
	G
	T
	0.92
	-0.014
	0.003
	3.30E-08
	6.74E-05
	31

	rs9438393
	1
	205782718
	SLC41A1
	A
	G
	0.59
	0.010
	0.001
	3.10E-13
	1.17E-04
	53

	rs7354849
	1
	232765308
	SIPA1L2
	A
	G
	0.54
	-0.008
	0.001
	7.40E-09
	7.38E-05
	33

	rs62106258
	2
	417167
	FAM150B
	T
	C
	0.95
	0.080
	0.003
	2.40E-134
	1.34E-03
	609

	rs12992672
	2
	632592
	TMEM18
	G
	A
	0.17
	-0.043
	0.002
	5.50E-121
	1.21E-03
	547

	rs2867116
	2
	682363
	TMEM18
	C
	A
	0.86
	-0.012
	0.002
	1.40E-09
	8.09E-05
	37

	rs2141004
	2
	6194359
	DKFZP761K2322
	A
	C
	0.74
	0.010
	0.002
	2.60E-10
	8.82E-05
	40

	rs10182458
	2
	25150641
	ADCY3
	A
	G
	0.51
	-0.036
	0.001
	3.10E-145
	1.45E-03
	659

	rs146910503
	2
	25446473
	DNMT3A
	G
	A
	0.98
	0.033
	0.005
	2.70E-11
	9.79E-05
	44

	rs6719507
	2
	29733801
	ALK
	G
	A
	0.56
	0.008
	0.001
	2.90E-08
	6.79E-05
	31

	rs62134189
	2
	45046339
	CAMKMT
	A
	G
	0.90
	0.014
	0.002
	1.00E-09
	8.22E-05
	37

	rs2902142
	2
	58849805
	FANCL
	C
	T
	0.63
	0.009
	0.001
	1.80E-09
	7.99E-05
	36

	rs2539692
	2
	59841988
	BCL11A
	T
	A
	0.39
	0.008
	0.001
	1.80E-08
	7.01E-05
	32

	rs1177279
	2
	61295122
	KIAA1841
	A
	G
	0.28
	0.009
	0.002
	1.40E-08
	7.10E-05
	32

	rs7565437
	2
	65646966
	SPRED2
	T
	C
	0.59
	0.008
	0.001
	9.50E-09
	7.27E-05
	33

	rs12713889
	2
	77225361
	LRRTM4
	T
	C
	0.67
	0.012
	0.001
	3.70E-15
	1.36E-04
	62

	rs772175
	2
	96944553
	SNRNP200
	G
	A
	0.66
	0.008
	0.001
	5.00E-08
	6.56E-05
	30

	rs1384660
	2
	142299735
	LRP1B
	G
	A
	0.81
	0.016
	0.002
	1.90E-18
	1.69E-04
	77

	rs62175963
	2
	161339964
	RBMS1
	T
	C
	0.58
	0.009
	0.001
	2.20E-10
	8.88E-05
	40

	rs115319174
	2
	207066474
	GPR1
	G
	C
	0.94
	-0.042
	0.003
	4.00E-44
	4.28E-04
	194

	rs11891707
	2
	207120604
	ZDBF2
	T
	C
	0.86
	0.012
	0.002
	3.50E-09
	7.70E-05
	35

	rs3791478
	2
	240064139
	HDAC4
	T
	C
	0.89
	0.012
	0.002
	3.50E-08
	6.71E-05
	30

	rs1476698
	2
	242296449
	FARP2
	A
	G
	0.63
	0.008
	0.001
	1.50E-08
	7.08E-05
	32

	rs2594994
	3
	11339960
	ATG7
	T
	A
	0.18
	0.015
	0.002
	2.50E-17
	1.58E-04
	72

	rs7619139
	3
	25110415
	RARB
	T
	A
	0.41
	-0.010
	0.001
	6.20E-12
	1.04E-04
	47

	rs1402989
	3
	27056851
	NEK10
	C
	T
	0.51
	-0.008
	0.001
	2.60E-08
	6.84E-05
	31

	rs2268762
	3
	38516075
	ACVR2B
	A
	G
	0.39
	-0.008
	0.001
	2.50E-08
	6.85E-05
	31

	rs754635
	3
	42305131
	CCK
	C
	G
	0.11
	-0.016
	0.002
	5.50E-13
	1.15E-04
	52

	rs2034963
	3
	48170802
	CDC25A
	G
	C
	0.35
	0.011
	0.001
	6.50E-14
	1.24E-04
	56

	rs35926495
	3
	50255663
	GNAI2
	C
	T
	0.62
	-0.009
	0.001
	4.80E-10
	8.55E-05
	39

	rs3774604
	3
	53824136
	CACNA1D
	C
	T
	0.63
	0.008
	0.001
	4.60E-08
	6.59E-05
	30

	rs2629881
	3
	59778271
	FHIT
	C
	T
	0.22
	-0.011
	0.002
	3.50E-10
	8.69E-05
	39

	rs538579
	3
	62711674
	CADPS
	G
	C
	0.69
	-0.008
	0.002
	2.50E-08
	6.86E-05
	31

	rs115903965
	3
	66009529
	MAGI1
	G
	A
	0.98
	-0.026
	0.005
	1.60E-08
	7.04E-05
	32

	rs4677156
	3
	72417857
	RYBP
	A
	T
	0.23
	0.009
	0.002
	3.70E-08
	6.68E-05
	30

	rs1666132
	3
	77649190
	ROBO2
	C
	T
	0.42
	0.008
	0.001
	6.90E-09
	7.41E-05
	34

	rs1357798
	3
	83780583
	CADM2
	C
	T
	0.21
	-0.009
	0.002
	4.20E-08
	6.63E-05
	30

	rs6783281
	3
	84791851
	CADM2
	A
	G
	0.71
	-0.010
	0.002
	5.70E-10
	8.47E-05
	38

	rs7355953
	3
	85792137
	CADM2
	T
	C
	0.78
	-0.015
	0.002
	6.60E-19
	1.74E-04
	79

	rs2735556
	3
	88105360
	CGGBP1
	T
	C
	0.89
	0.017
	0.002
	4.80E-15
	1.35E-04
	61

	rs11925138
	3
	131626048
	CPNE4
	G
	A
	0.90
	0.013
	0.002
	3.10E-08
	6.76E-05
	31

	rs7625768
	3
	131774642
	CPNE4
	G
	A
	0.68
	-0.010
	0.002
	1.30E-11
	1.01E-04
	46

	rs1199333
	3
	138091701
	MRAS
	G
	T
	0.18
	0.014
	0.002
	6.10E-14
	1.24E-04
	56

	rs59714050
	3
	141267294
	RASA2
	T
	A
	0.93
	-0.023
	0.003
	5.20E-16
	1.45E-04
	66

	rs355748
	3
	153964496
	ARHGEF26
	G
	T
	0.62
	-0.010
	0.001
	7.30E-12
	1.04E-04
	47

	rs7633995
	3
	180369750
	CCDC39
	A
	G
	0.90
	-0.014
	0.002
	4.70E-09
	7.57E-05
	34

	rs10937241
	3
	185822774
	ETV5
	A
	G
	0.16
	-0.011
	0.002
	1.10E-08
	7.21E-05
	33

	rs34811474
	4
	25408838
	ANAPC4
	G
	A
	0.77
	0.010
	0.002
	8.80E-10
	8.29E-05
	38

	rs7656673
	4
	30840331
	PCDH7
	A
	G
	0.60
	-0.012
	0.001
	6.80E-16
	1.44E-04
	65

	rs34722008
	4
	38659594
	AC021860.1
	G
	A
	0.65
	0.008
	0.001
	1.60E-08
	7.04E-05
	32

	rs7439324
	4
	44501351
	KCTD8
	C
	T
	0.84
	0.011
	0.002
	1.40E-08
	7.10E-05
	32

	rs12641981
	4
	45179883
	GNPDA2
	C
	T
	0.57
	-0.022
	0.001
	2.20E-55
	5.42E-04
	246

	rs788858
	4
	82138300
	PRKG2
	A
	G
	0.71
	0.012
	0.002
	1.50E-15
	1.40E-04
	64

	rs7377083
	4
	102708997
	BANK1
	C
	A
	0.57
	-0.014
	0.001
	6.40E-22
	2.04E-04
	93

	rs72675820
	4
	130746149
	C4orf33
	A
	C
	0.36
	0.010
	0.001
	1.00E-11
	1.02E-04
	46

	rs35189091
	4
	137147696
	PCDH18
	A
	G
	0.63
	0.009
	0.001
	5.50E-10
	8.49E-05
	38

	rs11727676
	4
	145659064
	HHIP
	T
	C
	0.90
	0.013
	0.002
	3.20E-08
	6.75E-05
	31

	rs3936511
	5
	55860781
	AC022431.2
	A
	G
	0.81
	0.011
	0.002
	1.10E-09
	8.19E-05
	37

	rs6449532
	5
	60715446
	ZSWIM6
	C
	T
	0.64
	0.011
	0.001
	3.30E-14
	1.27E-04
	58

	rs9291816
	5
	63932508
	RGS7BP
	C
	T
	0.68
	0.013
	0.001
	3.20E-19
	1.77E-04
	80

	rs39862
	5
	66185151
	MAST4
	T
	C
	0.72
	0.012
	0.002
	7.40E-14
	1.23E-04
	56

	rs2307111
	5
	75003678
	POC5
	T
	C
	0.60
	0.009
	0.001
	1.10E-09
	8.20E-05
	37

	rs1422067
	5
	77424836
	AP3B1
	C
	T
	0.76
	0.011
	0.002
	4.60E-11
	9.56E-05
	43

	rs2115885
	5
	87598818
	TMEM161B
	G
	A
	0.79
	0.011
	0.002
	1.00E-09
	8.23E-05
	37

	rs77960
	5
	103964585
	NUDT12
	G
	A
	0.67
	0.010
	0.001
	2.20E-12
	1.09E-04
	49

	rs4958568
	5
	152016093
	NMUR2
	G
	A
	0.72
	0.010
	0.002
	2.20E-10
	8.88E-05
	40

	rs7719067
	5
	153538241
	MFAP3
	A
	G
	0.43
	0.013
	0.001
	1.40E-21
	2.01E-04
	91

	rs7711823
	5
	158489315
	EBF1
	A
	G
	0.64
	0.008
	0.001
	9.00E-09
	7.29E-05
	33

	rs918472
	5
	170738836
	TLX3
	G
	A
	0.28
	-0.010
	0.002
	2.60E-10
	8.82E-05
	40

	rs12214497
	6
	10015908
	OFCC1
	G
	T
	0.65
	0.011
	0.001
	9.70E-13
	1.12E-04
	51

	rs10498713
	6
	22729300
	HDGFL1
	G
	T
	0.85
	-0.012
	0.002
	2.10E-09
	7.91E-05
	36

	rs35162296
	6
	26318262
	HIST1H4H
	C
	T
	0.89
	-0.020
	0.002
	1.20E-18
	1.72E-04
	78

	rs34196306
	6
	27425644
	ZNF184
	G
	C
	0.89
	-0.020
	0.002
	2.60E-18
	1.68E-04
	76

	rs3131336
	6
	28831611
	TRIM27
	C
	T
	0.88
	-0.019
	0.002
	2.10E-18
	1.69E-04
	77

	rs3129942
	6
	32338283
	C6orf10
	G
	T
	0.74
	-0.014
	0.002
	2.90E-18
	1.68E-04
	76

	rs9366803
	6
	32621132
	HLA-DQB1
	T
	C
	0.68
	-0.011
	0.002
	1.10E-10
	9.17E-05
	42

	rs686431
	6
	35974217
	SLC26A8
	C
	T
	0.98
	-0.030
	0.005
	6.70E-09
	7.42E-05
	34

	rs73422097
	6
	41727740
	PGC
	A
	G
	0.70
	-0.011
	0.002
	3.10E-12
	1.07E-04
	49

	rs76187039
	6
	43233990
	TTBK1
	G
	T
	0.87
	-0.011
	0.002
	3.40E-08
	6.72E-05
	30

	rs3798519
	6
	50788778
	TFAP2B
	A
	C
	0.82
	-0.025
	0.002
	9.70E-43
	4.14E-04
	188

	rs1775255
	6
	51243035
	PKHD1
	G
	T
	0.52
	-0.013
	0.001
	2.30E-21
	1.99E-04
	90

	rs1342831
	6
	54096151
	MLIP
	T
	C
	0.94
	-0.022
	0.003
	8.70E-14
	1.23E-04
	56

	rs12110721
	6
	55190480
	GFRAL
	G
	A
	0.83
	-0.019
	0.002
	1.60E-23
	2.20E-04
	100

	rs9370527
	6
	56245812
	COL21A1
	G
	A
	0.76
	-0.009
	0.002
	6.90E-09
	7.41E-05
	34

	rs435775
	6
	97237609
	GPR63
	A
	G
	0.25
	-0.010
	0.002
	5.20E-10
	8.51E-05
	39

	rs6931604
	6
	98578215
	POU3F2
	C
	T
	0.40
	-0.008
	0.001
	6.20E-09
	7.45E-05
	34

	rs34260097
	6
	100727703
	SIM1
	T
	G
	0.78
	-0.018
	0.002
	2.50E-26
	2.49E-04
	113

	rs7759938
	6
	105378954
	LIN28B
	C
	T
	0.32
	-0.010
	0.001
	3.20E-11
	9.71E-05
	44

	rs7753558
	6
	117523471
	VGLL2
	C
	A
	0.37
	0.009
	0.001
	5.10E-10
	8.53E-05
	39

	rs1452991
	6
	141473363
	NMBR
	G
	A
	0.63
	-0.010
	0.001
	5.40E-12
	1.05E-04
	48

	rs796915
	6
	154304628
	OPRM1
	C
	G
	0.31
	-0.013
	0.002
	2.60E-17
	1.58E-04
	72

	rs62425398
	6
	166416028
	PDE10A
	C
	A
	0.89
	-0.015
	0.002
	1.90E-11
	9.94E-05
	45

	rs2349179
	7
	8404389
	NXPH1
	T
	A
	0.62
	-0.008
	0.001
	5.00E-08
	6.56E-05
	30

	rs2722406
	7
	24306762
	NPY
	C
	T
	0.72
	-0.012
	0.002
	4.60E-15
	1.36E-04
	61

	rs4723263
	7
	33194826
	BBS9
	G
	C
	0.57
	-0.008
	0.001
	3.60E-09
	7.69E-05
	35

	rs10234366
	7
	46743746
	AC011294.3
	G
	A
	0.90
	-0.014
	0.002
	1.10E-09
	8.18E-05
	37

	rs1852006
	7
	77829768
	MAGI2
	G
	A
	0.64
	0.009
	0.001
	1.70E-09
	8.00E-05
	36

	rs6974282
	7
	100098295
	NYAP1
	C
	T
	0.80
	0.010
	0.002
	1.50E-08
	7.06E-05
	32

	rs7808296
	7
	103127620
	RELN
	C
	T
	0.68
	-0.010
	0.002
	2.80E-11
	9.78E-05
	44

	rs262338
	7
	103417134
	RELN
	G
	T
	0.55
	-0.009
	0.001
	4.80E-10
	8.55E-05
	39

	rs10953577
	7
	108263540
	DNAJB9
	T
	C
	0.62
	-0.009
	0.001
	3.40E-09
	7.71E-05
	35

	rs67679818
	7
	110672704
	IMMP2L
	C
	T
	0.42
	0.008
	0.001
	4.70E-08
	6.58E-05
	30

	rs6979832
	7
	127856276
	LEP
	A
	G
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	rs4808961
	19
	19577215
	GATAD2A
	C
	G
	0.63
	0.009
	0.001
	1.20E-09
	8.16E-05
	37

	rs3810304
	19
	30861683
	ZNF536
	A
	G
	0.23
	0.010
	0.002
	8.50E-10
	8.30E-05
	38

	rs1800437
	19
	46181392
	GIPR
	G
	C
	0.81
	0.012
	0.002
	2.90E-11
	9.76E-05
	44

	rs3810291
	19
	47569003
	ZC3H4
	G
	A
	0.32
	-0.015
	0.001
	5.60E-23
	2.15E-04
	97

	rs601338
	19
	49206674
	FUT2
	G
	A
	0.49
	0.009
	0.001
	2.10E-11
	9.90E-05
	45

	rs16996644
	20
	15813475
	MACROD2
	C
	G
	0.87
	-0.019
	0.002
	4.80E-20
	1.85E-04
	84

	rs947088
	20
	17171373
	PCSK2
	G
	T
	0.28
	-0.011
	0.002
	9.50E-12
	1.02E-04
	46

	rs8117463
	20
	17231063
	PCSK2
	G
	A
	0.68
	0.009
	0.001
	3.30E-09
	7.72E-05
	35

	rs73085586
	20
	22430241
	FOXA2
	G
	A
	0.80
	-0.010
	0.002
	3.00E-08
	6.78E-05
	31

	rs2281148
	20
	36433288
	CTNNBL1
	T
	C
	0.75
	-0.010
	0.002
	1.50E-09
	8.06E-05
	37

	rs2207894
	20
	54387343
	CBLN4
	C
	T
	0.81
	0.014
	0.002
	8.00E-16
	1.43E-04
	65

	rs117455294
	20
	57427951
	GNAS
	C
	A
	0.95
	0.019
	0.003
	1.20E-09
	8.17E-05
	37

	rs8130408
	21
	39237138
	KCNJ6
	A
	C
	0.26
	-0.009
	0.002
	2.30E-08
	6.89E-05
	31

	rs13047416
	21
	40309436
	ETS2
	C
	G
	0.62
	0.012
	0.001
	1.40E-17
	1.61E-04
	73

	rs78907487
	22
	22151939
	MAPK1
	A
	C
	0.85
	-0.012
	0.002
	4.10E-10
	8.62E-05
	39

	rs9610387
	22
	36476762
	RBFOX2
	G
	A
	0.91
	0.014
	0.003
	3.90E-08
	6.66E-05
	30

	rs6001872
	22
	40703245
	TNRC6B
	A
	G
	0.65
	0.013
	0.001
	1.50E-17
	1.60E-04
	73

	rs9611560
	22
	41750622
	ZC3H7B
	T
	C
	0.26
	0.009
	0.002
	6.50E-09
	7.43E-05
	34

	Genome-wide significant SNPs for early life body size in UK Biobank (men only)

	SNP
	Chr
	Position
	Closest gene
	EA
	OA
	EAF
	Beta
	SE
	pvalue
	R2
	F statistic

	rs12140153
	1
	62579891
	INADL
	G
	T
	0.905
	0.023
	0.004
	6.4E-11
	2.07E-04
	43

	rs2012697
	1
	72819612
	NEGR1
	T
	C
	0.401
	-0.019
	0.002
	4.5E-20
	4.07E-04
	84

	rs4650277
	1
	74993721
	TNNI3K
	A
	G
	0.435
	0.023
	0.002
	1.4E-27
	5.73E-04
	118

	rs7550711
	1
	110082886
	GPR61
	C
	T
	0.974
	-0.051
	0.006
	5.8E-15
	2.95E-04
	61

	rs539515
	1
	177889025
	SEC16B
	A
	C
	0.795
	-0.039
	0.003
	1.3E-52
	1.13E-03
	233

	rs78444298
	1
	184672098
	EDEM3
	G
	A
	0.981
	0.047
	0.008
	3.5E-10
	1.90E-04
	39

	rs1772143
	1
	205799987
	PM20D1
	T
	A
	0.587
	0.015
	0.002
	2.2E-12
	2.38E-04
	49

	rs77165542
	2
	430975
	FAM150B
	C
	T
	0.965
	0.073
	0.006
	1.7E-38
	8.14E-04
	168

	rs6749422
	2
	25150011
	ADCY3
	C
	G
	0.514
	-0.031
	0.002
	1.4E-52
	1.13E-03
	233

	rs2862874
	2
	58990485
	FANCL
	G
	T
	0.388
	-0.012
	0.002
	1E-08
	1.59E-04
	33

	rs10496885
	2
	142285767
	LRP1B
	G
	A
	0.814
	0.017
	0.003
	3.3E-10
	1.91E-04
	39

	rs115319174
	2
	207066474
	GPR1
	G
	C
	0.942
	-0.043
	0.004
	1.4E-22
	4.63E-04
	96

	rs9880272
	3
	85687785
	CADM2
	T
	G
	0.759
	-0.014
	0.002
	7.8E-09
	1.61E-04
	33

	rs34722008
	4
	38659594
	AC021860.1
	G
	A
	0.646
	0.012
	0.002
	4E-08
	1.46E-04
	30

	rs10938398
	4
	45186139
	GNPDA2
	G
	A
	0.565
	-0.021
	0.002
	1.7E-23
	4.83E-04
	100

	rs13107325
	4
	103188709
	SLC39A8
	C
	T
	0.924
	-0.023
	0.004
	5.2E-09
	1.65E-04
	34

	rs3212519
	5
	52351182
	ITGA2
	A
	G
	0.930
	0.022
	0.004
	2.9E-08
	1.49E-04
	31

	rs75577466
	5
	60605507
	ZSWIM6
	G
	C
	0.823
	0.017
	0.003
	3.6E-10
	1.90E-04
	39

	rs25842
	5
	66163135
	MAST4
	C
	T
	0.723
	0.013
	0.002
	5.4E-09
	1.65E-04
	34

	rs55654862
	5
	77428253
	AP3B1
	A
	G
	0.763
	0.014
	0.002
	1.6E-08
	1.54E-04
	32

	rs4958361
	5
	153545587
	MFAP3
	C
	G
	0.472
	0.012
	0.002
	3.8E-09
	1.68E-04
	35

	rs2240071
	6
	30070932
	TRIM31
	C
	G
	0.747
	-0.013
	0.002
	3E-08
	1.49E-04
	31

	rs62405422
	6
	50796905
	TFAP2B
	T
	C
	0.820
	-0.022
	0.003
	2.5E-16
	3.25E-04
	67

	rs1775255
	6
	51243035
	PKHD1
	G
	T
	0.524
	-0.013
	0.002
	1.1E-10
	2.02E-04
	42

	rs115597956
	6
	54042871
	MLIP
	G
	A
	0.945
	-0.030
	0.005
	3.5E-11
	2.12E-04
	44

	rs12110721
	6
	55190480
	GFRAL
	G
	A
	0.826
	-0.018
	0.003
	5.3E-11
	2.08E-04
	43

	rs2693560
	6
	117523671
	VGLL2
	A
	G
	0.371
	0.012
	0.002
	4.9E-08
	1.44E-04
	30

	rs1452991
	6
	141473363
	NMBR
	G
	A
	0.627
	-0.012
	0.002
	1.5E-08
	1.55E-04
	32

	rs16120
	7
	24334724
	NPY
	A
	G
	0.480
	0.012
	0.002
	1.4E-08
	1.56E-04
	32

	rs7796922
	7
	33171110
	BBS9
	A
	G
	0.906
	0.020
	0.004
	2.9E-08
	1.49E-04
	31

	rs2979139
	8
	8268313
	SGK223
	A
	G
	0.507
	-0.012
	0.002
	4.2E-09
	1.67E-04
	35

	rs12674871
	8
	9979144
	MSRA
	C
	T
	0.799
	-0.014
	0.003
	2.1E-08
	1.52E-04
	31

	rs10504620
	8
	77288303
	ZFHX4
	T
	C
	0.301
	-0.015
	0.002
	1.3E-11
	2.22E-04
	46

	rs10968101
	9
	27772542
	LINGO2
	G
	A
	0.522
	-0.014
	0.002
	2.2E-11
	2.17E-04
	45

	rs11790060
	9
	96202932
	FAM120AOS
	T
	C
	0.669
	-0.013
	0.002
	4.2E-09
	1.67E-04
	35

	rs41310284
	10
	102447647
	PAX2
	C
	A
	0.899
	0.024
	0.003
	1.9E-12
	2.40E-04
	50

	rs11030102
	11
	27681596
	BDNF
	C
	G
	0.740
	-0.018
	0.002
	4.1E-14
	2.76E-04
	57

	rs3817334
	11
	47650993
	MTCH2
	C
	T
	0.593
	-0.014
	0.002
	6E-11
	2.07E-04
	43

	rs10896348
	11
	68357368
	PPP6R3
	T
	C
	0.723
	0.013
	0.002
	6E-09
	1.64E-04
	34

	rs11218734
	11
	122523246
	UBASH3B
	A
	G
	0.743
	-0.013
	0.002
	3.6E-08
	1.47E-04
	30

	rs7978659
	12
	49507127
	LMBR1L
	G
	T
	0.658
	-0.013
	0.002
	7E-10
	1.84E-04
	38

	rs7132908
	12
	50263148
	FAIM2
	G
	A
	0.615
	-0.032
	0.002
	3.6E-51
	1.09E-03
	226

	rs7306710
	12
	66376091
	HMGA2
	T
	C
	0.479
	0.012
	0.002
	2E-09
	1.74E-04
	36

	rs7316962
	13
	28613993
	FLT3
	A
	G
	0.453
	0.013
	0.002
	4E-10
	1.89E-04
	39

	rs9568868
	13
	54107583
	OLFM4
	G
	T
	0.870
	-0.025
	0.003
	7.6E-16
	3.14E-04
	65

	rs1576655
	13
	79587841
	RBM26
	A
	C
	0.404
	-0.012
	0.002
	3.7E-08
	1.47E-04
	30

	rs61978655
	14
	30491807
	PRKD1
	G
	A
	0.961
	-0.030
	0.005
	1.2E-08
	1.57E-04
	32

	rs2143975
	14
	33297398
	AKAP6
	C
	G
	0.466
	0.012
	0.002
	3.2E-09
	1.70E-04
	35

	rs7159126
	14
	93783176
	BTBD7
	T
	C
	0.718
	0.013
	0.002
	3.6E-08
	1.47E-04
	30

	rs3784710
	15
	68072458
	MAP2K5
	T
	C
	0.774
	0.019
	0.002
	5.1E-15
	2.96E-04
	61

	rs7190603
	16
	19928662
	GPRC5B
	T
	C
	0.858
	0.030
	0.003
	1.2E-23
	4.86E-04
	101

	rs56094641
	16
	53806453
	FTO
	A
	G
	0.593
	-0.046
	0.002
	1.2E-108
	2.37E-03
	490

	rs17637472
	17
	47461433
	RP11-81K2.1
	G
	A
	0.602
	-0.012
	0.002
	5.2E-09
	1.65E-04
	34

	rs2250081
	17
	74090700
	EXOC7
	G
	A
	0.552
	0.011
	0.002
	2.7E-08
	1.50E-04
	31

	rs7239114
	18
	45921214
	ZBTB7C
	G
	A
	0.459
	-0.013
	0.002
	8.1E-10
	1.83E-04
	38

	rs3764516
	18
	52494374
	RAB27B
	A
	C
	0.235
	0.013
	0.002
	3.3E-08
	1.48E-04
	31

	rs663129
	18
	57838401
	MC4R
	G
	A
	0.766
	-0.031
	0.002
	2.5E-36
	7.66E-04
	158

	rs1532127
	19
	47571938
	ZC3H4
	G
	A
	0.318
	-0.016
	0.002
	1.2E-12
	2.45E-04
	51

	rs1321434
	20
	6624443
	BMP2
	A
	G
	0.540
	-0.013
	0.002
	5.4E-10
	1.86E-04
	39

	rs73898513
	20
	15806210
	MACROD2
	C
	T
	0.878
	-0.019
	0.003
	3.7E-09
	1.68E-04
	35

	Genome-wide significant SNPs for early life body size in UK Biobank (women only)

	SNP
	Chr
	Position
	Closest gene
	EA
	OA
	EAF
	Beta
	SE
	pvalue
	R2
	F statistic

	rs212540
	1
	21593117
	ECE1
	C
	T
	0.393
	0.013
	0.002
	2.3E-10
	1.63E-04
	40

	rs582220
	1
	54724762
	SSBP3
	A
	G
	0.433
	-0.011
	0.002
	4.5E-09
	1.39E-04
	34

	rs12140153
	1
	62579891
	INADL
	G
	T
	0.906
	0.020
	0.003
	5.5E-09
	1.38E-04
	34

	rs2767486
	1
	65991203
	LEPR
	A
	G
	0.798
	-0.020
	0.002
	3.5E-17
	2.88E-04
	71

	rs7522014
	1
	66551759
	PDE4B
	A
	G
	0.673
	0.012
	0.002
	4.2E-08
	1.22E-04
	30

	rs11209943
	1
	72750500
	NEGR1
	A
	G
	0.397
	-0.017
	0.002
	8.1E-19
	3.18E-04
	78

	rs12042908
	1
	74997762
	TNNI3K
	A
	G
	0.438
	0.032
	0.002
	2.1E-59
	1.07E-03
	264

	rs41279738
	1
	110082551
	GPR61
	T
	G
	0.974
	-0.046
	0.006
	2.2E-14
	2.36E-04
	58

	rs543874
	1
	177889480
	SEC16B
	A
	G
	0.795
	-0.055
	0.002
	1.6E-115
	2.11E-03
	522

	rs10798139
	1
	187714179
	PLA2G4A
	C
	T
	0.783
	-0.014
	0.002
	5.9E-09
	1.37E-04
	34

	rs815339
	1
	190116575
	BRINP3
	T
	A
	0.495
	-0.011
	0.002
	3.8E-08
	1.23E-04
	30

	rs4971239
	1
	203491150
	OPTC
	G
	A
	0.831
	-0.015
	0.003
	9.9E-09
	1.33E-04
	33

	rs62106258
	2
	417167
	FAM150B
	T
	C
	0.951
	0.087
	0.004
	3.4E-84
	1.53E-03
	378

	rs12992672
	2
	632592
	TMEM18
	G
	A
	0.172
	-0.044
	0.003
	1.1E-66
	1.21E-03
	298

	rs6738433
	2
	25159501
	DNAJC27
	G
	C
	0.521
	-0.040
	0.002
	7.6E-97
	1.77E-03
	436

	rs146910503
	2
	25446473
	DNMT3A
	G
	A
	0.979
	0.047
	0.007
	1.3E-11
	1.86E-04
	46

	rs1446725
	2
	77222421
	LRRTM4
	T
	G
	0.587
	0.014
	0.002
	4.8E-12
	1.94E-04
	48

	rs1483153
	2
	142358477
	LRP1B
	C
	T
	0.219
	-0.015
	0.002
	5.3E-10
	1.56E-04
	39

	rs55959207
	2
	161016981
	ITGB6
	A
	C
	0.574
	0.011
	0.002
	2E-08
	1.28E-04
	31

	rs17464221
	2
	188278203
	CALCRL
	C
	T
	0.711
	0.012
	0.002
	8.7E-09
	1.34E-04
	33

	rs115319174
	2
	207066474
	GPR1
	G
	C
	0.943
	-0.041
	0.004
	1.3E-22
	3.89E-04
	96

	rs2594989
	3
	11316143
	ATG7
	C
	T
	0.178
	0.019
	0.003
	1.8E-13
	2.20E-04
	54

	rs754635
	3
	42305131
	CCK
	C
	G
	0.113
	-0.017
	0.003
	4.8E-08
	1.21E-04
	30

	rs2034963
	3
	48170802
	CDC25A
	G
	C
	0.351
	0.013
	0.002
	5.1E-11
	1.75E-04
	43

	rs2629881
	3
	59778271
	FHIT
	C
	T
	0.221
	-0.013
	0.002
	1.6E-08
	1.29E-04
	32

	rs79569013
	3
	61218295
	FHIT
	T
	G
	0.847
	0.020
	0.003
	8.6E-14
	2.26E-04
	56

	rs818219
	3
	85374589
	CADM2
	T
	C
	0.541
	-0.013
	0.002
	6.5E-12
	1.91E-04
	47

	rs2735556
	3
	88105360
	CGGBP1
	T
	C
	0.885
	0.018
	0.003
	1.9E-09
	1.46E-04
	36

	rs1199328
	3
	138112107
	MRAS
	G
	A
	0.191
	0.015
	0.002
	3.2E-10
	1.60E-04
	40

	rs76152047
	3
	141183792
	ZBTB38
	A
	G
	0.934
	-0.025
	0.004
	1.3E-10
	1.67E-04
	41

	rs7656673
	4
	30840331
	PCDH7
	A
	G
	0.598
	-0.014
	0.002
	3.5E-12
	1.96E-04
	48

	rs12641981
	4
	45179883
	GNPDA2
	C
	T
	0.566
	-0.023
	0.002
	1.2E-32
	5.74E-04
	142

	rs1349641
	4
	82212652
	PRKG2
	T
	G
	0.603
	0.012
	0.002
	2.9E-10
	1.61E-04
	40

	rs7377083
	4
	102708997
	BANK1
	C
	A
	0.570
	-0.015
	0.002
	4.4E-15
	2.49E-04
	62

	rs3936511
	5
	55860781
	AC022431.2
	A
	G
	0.808
	0.015
	0.002
	4E-10
	1.59E-04
	39

	rs10050620
	5
	63927239
	RGS7BP
	C
	T
	0.675
	0.016
	0.002
	1.3E-14
	2.41E-04
	59

	rs13190020
	5
	65012526
	SGTB
	G
	A
	0.654
	-0.011
	0.002
	1.7E-08
	1.29E-04
	32

	rs9293494
	5
	87204121
	TMEM161B
	T
	G
	0.764
	0.015
	0.002
	3.3E-11
	1.78E-04
	44

	rs4235642
	5
	103818412
	NUDT12
	A
	G
	0.621
	0.012
	0.002
	5.8E-10
	1.56E-04
	38

	rs6860760
	5
	142868379
	NR3C1
	A
	G
	0.434
	0.011
	0.002
	3.6E-08
	1.23E-04
	30

	rs815610
	5
	153517178
	MFAP3
	C
	G
	0.443
	0.015
	0.002
	4.7E-15
	2.49E-04
	61

	rs12214497
	6
	10015908
	OFCC1
	G
	T
	0.656
	0.014
	0.002
	2.7E-11
	1.80E-04
	44

	rs75782365
	6
	26408551
	BTN3A1
	T
	G
	0.893
	-0.025
	0.003
	7.6E-16
	2.63E-04
	65

	rs34196306
	6
	27425644
	ZNF184
	G
	C
	0.893
	-0.026
	0.003
	9.6E-17
	2.80E-04
	69

	rs3749971
	6
	29342775
	OR5V1
	G
	A
	0.878
	-0.024
	0.003
	7.9E-16
	2.63E-04
	65

	rs3131934
	6
	30931844
	DPCR1
	T
	C
	0.831
	-0.023
	0.003
	1.4E-18
	3.14E-04
	77

	rs9268235
	6
	32290208
	C6orf10
	C
	T
	0.869
	-0.021
	0.003
	1.7E-13
	2.20E-04
	54

	rs141127771
	6
	32632200
	HLA-DQB1
	G
	A
	0.741
	-0.016
	0.003
	1.8E-09
	1.47E-04
	36

	rs3798544
	6
	34520267
	SPDEF
	G
	A
	0.867
	-0.016
	0.003
	1.7E-08
	1.29E-04
	32

	rs2206277
	6
	50798526
	TFAP2B
	C
	T
	0.820
	-0.027
	0.003
	1.4E-26
	4.61E-04
	114

	rs1775255
	6
	51243035
	PKHD1
	G
	T
	0.523
	-0.014
	0.002
	1.9E-12
	2.01E-04
	50

	rs12110721
	6
	55190480
	GFRAL
	G
	A
	0.825
	-0.019
	0.003
	1.5E-13
	2.21E-04
	55

	rs34260097
	6
	100727703
	SIM1
	T
	G
	0.776
	-0.025
	0.002
	1.3E-27
	4.80E-04
	119

	rs7759938
	6
	105378954
	LIN28B
	C
	T
	0.322
	-0.012
	0.002
	2.2E-08
	1.27E-04
	31

	rs796915
	6
	154304628
	OPRM1
	C
	G
	0.306
	-0.016
	0.002
	2.6E-14
	2.35E-04
	58

	rs62425122
	6
	166311987
	PDE10A
	G
	A
	0.703
	0.012
	0.002
	4.5E-09
	1.39E-04
	34

	rs983949
	7
	24299013
	NPY
	T
	G
	0.715
	-0.013
	0.002
	1.3E-09
	1.49E-04
	37

	rs7808296
	7
	103127620
	RELN
	C
	T
	0.685
	-0.012
	0.002
	2E-08
	1.28E-04
	31

	rs6979832
	7
	127856276
	LEP
	A
	G
	0.503
	-0.011
	0.002
	5.7E-09
	1.38E-04
	34

	rs13233916
	7
	138874416
	TTC26
	C
	G
	0.911
	0.021
	0.003
	5.8E-10
	1.56E-04
	38

	rs7005216
	8
	8547110
	CLDN23
	G
	C
	0.522
	0.011
	0.002
	8.4E-09
	1.35E-04
	33

	rs351776
	8
	28191306
	PNOC
	A
	C
	0.452
	-0.012
	0.002
	2E-09
	1.46E-04
	36

	rs62515439
	8
	57165417
	CHCHD7
	C
	T
	0.633
	0.013
	0.002
	2.5E-10
	1.62E-04
	40

	rs13254613
	8
	64804804
	YTHDF3
	A
	C
	0.654
	-0.017
	0.002
	3E-16
	2.71E-04
	67

	rs2126474
	8
	76878957
	HNF4G
	G
	T
	0.586
	0.020
	0.002
	1.9E-23
	4.04E-04
	100

	rs10821163
	9
	96343060
	PHF2
	G
	C
	0.659
	-0.018
	0.002
	2.8E-19
	3.27E-04
	81

	rs957512
	9
	120405705
	TLR4
	T
	C
	0.669
	0.012
	0.002
	2.2E-08
	1.27E-04
	31

	rs2275241
	9
	129370576
	LMX1B
	G
	A
	0.628
	-0.014
	0.002
	5.5E-12
	1.93E-04
	48

	rs7084503
	10
	2666859
	PFKP
	T
	C
	0.492
	0.015
	0.002
	2E-15
	2.56E-04
	63

	rs76971642
	10
	87575243
	GRID1
	T
	C
	0.953
	-0.031
	0.005
	1.6E-11
	1.84E-04
	45

	rs962369
	11
	27734420
	BDNF
	T
	C
	0.694
	-0.015
	0.002
	3.5E-13
	2.15E-04
	53

	rs661878
	11
	29188691
	METTL15
	A
	G
	0.867
	0.019
	0.003
	3.4E-11
	1.78E-04
	44

	rs11039307
	11
	47611152
	C1QTNF4
	C
	T
	0.591
	-0.016
	0.002
	1.7E-15
	2.57E-04
	63

	rs678653
	11
	69466737
	CCND1
	C
	G
	0.364
	-0.012
	0.002
	1.3E-09
	1.49E-04
	37

	rs11215403
	11
	115058585
	CADM1
	G
	A
	0.757
	0.016
	0.002
	7.6E-13
	2.08E-04
	51

	rs11611246
	12
	939480
	WNK1
	G
	T
	0.787
	-0.017
	0.002
	2.3E-12
	2.00E-04
	49

	rs2187642
	12
	11855624
	ETV6
	A
	C
	0.376
	-0.012
	0.002
	2.6E-09
	1.44E-04
	35

	rs10876457
	12
	39453689
	CPNE8
	G
	A
	0.775
	0.013
	0.002
	3.2E-08
	1.24E-04
	31

	rs10783302
	12
	49498130
	LMBR1L
	G
	T
	0.635
	-0.013
	0.002
	4.7E-11
	1.76E-04
	43

	rs7132908
	12
	50263148
	FAIM2
	G
	A
	0.616
	-0.031
	0.002
	8E-56
	1.00E-03
	248

	rs76919525
	12
	50541733
	CERS5
	T
	A
	0.342
	-0.011
	0.002
	4.6E-08
	1.21E-04
	30

	rs78607331
	12
	57648644
	R3HDM2
	C
	T
	0.955
	-0.029
	0.005
	6.2E-10
	1.55E-04
	38

	rs10784514
	12
	66452879
	LLPH
	C
	T
	0.320
	-0.012
	0.002
	2.4E-08
	1.26E-04
	31

	rs2364232
	12
	93994827
	SOCS2
	A
	C
	0.741
	0.012
	0.002
	2.8E-08
	1.25E-04
	31

	rs12309017
	12
	99677307
	ANKS1B
	G
	T
	0.747
	-0.012
	0.002
	2.9E-08
	1.25E-04
	31

	rs11111647
	12
	103945224
	STAB2
	G
	A
	0.792
	0.013
	0.002
	4.6E-08
	1.21E-04
	30

	rs7305424
	12
	118399491
	KSR2
	A
	T
	0.658
	-0.012
	0.002
	3.9E-09
	1.41E-04
	35

	rs35202265
	13
	27986069
	GTF3A
	C
	T
	0.378
	-0.012
	0.002
	7.1E-09
	1.36E-04
	33

	rs9551428
	13
	28618462
	FLT3
	C
	T
	0.374
	0.015
	0.002
	2.1E-14
	2.37E-04
	58

	rs1336486
	13
	40784814
	AL133318.1
	T
	G
	0.671
	-0.015
	0.002
	9.3E-13
	2.07E-04
	51

	rs4477562
	13
	54104968
	OLFM4
	C
	T
	0.872
	-0.017
	0.003
	3.7E-09
	1.41E-04
	35

	rs9317002
	13
	59175727
	PCDH17
	C
	A
	0.485
	-0.014
	0.002
	1.2E-12
	2.04E-04
	50

	rs58681688
	13
	62467001
	PCDH20
	C
	G
	0.813
	-0.014
	0.002
	4.7E-08
	1.21E-04
	30

	rs9540493
	13
	66205704
	PCDH9
	A
	G
	0.454
	0.011
	0.002
	2E-08
	1.28E-04
	31

	rs1576655
	13
	79587841
	RBM26
	A
	C
	0.404
	-0.012
	0.002
	5.8E-09
	1.37E-04
	34

	rs61980008
	14
	30464716
	PRKD1
	G
	A
	0.961
	-0.037
	0.005
	2.9E-13
	2.16E-04
	53

	rs1865719
	14
	79923667
	NRXN3
	A
	G
	0.367
	-0.013
	0.002
	4.5E-10
	1.58E-04
	39

	rs8030456
	15
	68076856
	MAP2K5
	C
	T
	0.773
	0.023
	0.002
	4.2E-24
	4.16E-04
	103

	rs4932430
	15
	89363866
	ACAN
	A
	C
	0.521
	0.012
	0.002
	1.5E-09
	1.48E-04
	37

	rs2970356
	15
	90623540
	ZNF710
	C
	G
	0.679
	-0.013
	0.002
	1.2E-09
	1.50E-04
	37

	rs72755233
	15
	100692953
	ADAMTS17
	G
	A
	0.888
	-0.018
	0.003
	7.2E-09
	1.36E-04
	33

	rs2531991
	16
	4023553
	ADCY9
	G
	A
	0.253
	-0.020
	0.002
	2.1E-19
	3.29E-04
	81

	rs148965598
	16
	19975731
	GPR139
	A
	G
	0.861
	0.032
	0.003
	3.1E-30
	5.29E-04
	131

	rs4432271
	16
	20245283
	GP2
	C
	T
	0.131
	-0.022
	0.003
	1.4E-13
	2.22E-04
	55

	rs7189927
	16
	28913787
	ATP2A1
	T
	C
	0.352
	0.016
	0.002
	2.1E-15
	2.56E-04
	63

	rs4889630
	16
	30877544
	BCL7C
	T
	C
	0.200
	0.016
	0.002
	2.1E-11
	1.82E-04
	45

	rs1421085
	16
	53800954
	FTO
	T
	C
	0.599
	-0.049
	0.002
	1.9E-133
	2.45E-03
	604

	rs11863799
	16
	61933401
	CDH8
	C
	T
	0.675
	0.011
	0.002
	3.4E-08
	1.23E-04
	30

	rs34229857
	16
	67434917
	ZDHHC1
	C
	T
	0.971
	-0.045
	0.006
	1E-14
	2.43E-04
	60

	rs11642090
	16
	81730582
	CMIP
	T
	C
	0.627
	-0.013
	0.002
	3.4E-11
	1.78E-04
	44

	rs242922
	17
	43946370
	SPPL2C
	A
	C
	0.406
	-0.011
	0.002
	3.6E-08
	1.23E-04
	30

	rs999493
	17
	46625519
	HOXB3
	G
	A
	0.378
	-0.011
	0.002
	2.2E-08
	1.27E-04
	31

	rs12185242
	17
	47407071
	ZNF652
	A
	C
	0.544
	-0.011
	0.002
	1.5E-08
	1.30E-04
	32

	rs11150745
	17
	78757626
	RPTOR
	A
	G
	0.682
	0.012
	0.002
	7.3E-09
	1.36E-04
	33

	rs1013737
	18
	937050
	ADCYAP1
	G
	C
	0.507
	-0.011
	0.002
	2.2E-08
	1.27E-04
	31

	rs303753
	18
	21074922
	RIOK3
	G
	A
	0.655
	-0.012
	0.002
	1.9E-08
	1.28E-04
	32

	rs7239114
	18
	45921214
	ZBTB7C
	G
	A
	0.458
	-0.014
	0.002
	5E-13
	2.12E-04
	52

	rs12606230
	18
	52492252
	RAB27B
	T
	C
	0.767
	-0.013
	0.002
	3.5E-08
	1.23E-04
	30

	rs2168711
	18
	57848531
	MC4R
	T
	C
	0.767
	-0.035
	0.002
	3.6E-54
	9.73E-04
	240

	rs17066856
	18
	58049656
	MC4R
	T
	C
	0.909
	0.028
	0.003
	6.8E-17
	2.83E-04
	70

	rs16982345
	19
	18500722
	GDF15
	G
	A
	0.750
	-0.012
	0.002
	2.7E-08
	1.25E-04
	31

	rs3810304
	19
	30861683
	ZNF536
	A
	G
	0.225
	0.014
	0.002
	6.7E-10
	1.55E-04
	38

	rs4805881
	19
	33896432
	PEPD
	A
	C
	0.334
	-0.012
	0.002
	1.2E-08
	1.32E-04
	32

	rs3810291
	19
	47569003
	ZC3H4
	G
	A
	0.324
	-0.015
	0.002
	1E-12
	2.06E-04
	51

	rs633372
	19
	49209226
	FUT2
	G
	A
	0.466
	0.011
	0.002
	1.1E-08
	1.33E-04
	33

	rs994308
	20
	6603622
	BMP2
	C
	T
	0.596
	-0.012
	0.002
	3.8E-10
	1.59E-04
	39

	rs7268466
	20
	15810676
	MACROD2
	C
	T
	0.856
	-0.020
	0.003
	4.9E-13
	2.12E-04
	52

	rs947088
	20
	17171373
	PCSK2
	G
	T
	0.282
	-0.013
	0.002
	6.7E-09
	1.36E-04
	34

	rs66469746
	20
	54374063
	CBLN4
	C
	A
	0.714
	0.014
	0.002
	2.6E-11
	1.80E-04
	44

	rs4817973
	21
	40309592
	ETS2
	G
	A
	0.640
	0.014
	0.002
	1.8E-11
	1.83E-04
	45

	rs6001872
	22
	40703245
	TNRC6B
	A
	G
	0.651
	0.014
	0.002
	8.3E-12
	1.89E-04
	47

	Genome-wide significant SNPs for adult body size in UK Biobank (overall)

	SNP
	Chr
	Position
	Closest gene
	EA
	OA
	EAF
	Beta
	SE
	pvalue
	R2
	F statistic

	rs4648450
	1
	2723214
	TTC34
	C
	A
	0.533
	0.010
	0.001
	1.2E-12
	1.11E-04
	50

	rs2076363
	1
	6684906
	THAP3
	C
	G
	0.663
	-0.008
	0.001
	3.1E-08
	6.76E-05
	31

	rs4908677
	1
	7738180
	CAMTA1
	C
	T
	0.520
	-0.008
	0.001
	2.7E-08
	6.83E-05
	31

	rs78886584
	1
	16859325
	FAM231B
	A
	G
	0.509
	-0.008
	0.001
	8.7E-10
	8.30E-05
	38

	rs10799778
	1
	23313353
	LACTBL1
	T
	G
	0.166
	0.013
	0.002
	7.8E-12
	1.03E-04
	47

	rs7511698
	1
	25015638
	SRRM1
	C
	T
	0.694
	0.008
	0.001
	3.2E-08
	6.74E-05
	31

	rs945211
	1
	32191798
	BAI2
	G
	C
	0.384
	-0.008
	0.001
	1.6E-09
	8.03E-05
	36

	rs3737992
	1
	33234128
	KIAA1522
	G
	A
	0.831
	0.014
	0.002
	5.3E-14
	1.25E-04
	57

	rs12031634
	1
	34584393
	CSMD2
	G
	A
	0.703
	0.009
	0.002
	4.8E-09
	7.56E-05
	34

	rs116195355
	1
	39941508
	MACF1
	C
	A
	0.969
	0.026
	0.004
	5.9E-11
	9.46E-05
	43

	rs2744801
	1
	41155486
	NFYC
	C
	T
	0.663
	0.008
	0.001
	4.3E-08
	6.62E-05
	30

	rs4660586
	1
	42407229
	HIVEP3
	C
	T
	0.261
	0.009
	0.002
	1E-08
	7.25E-05
	33

	rs6669341
	1
	47678458
	TAL1
	A
	G
	0.417
	0.011
	0.001
	1.3E-14
	1.31E-04
	59

	rs1167311
	1
	49996959
	AGBL4
	G
	A
	0.319
	0.012
	0.001
	1.2E-16
	1.51E-04
	69

	rs630602
	1
	54728864
	SSBP3
	G
	C
	0.393
	-0.008
	0.001
	4.1E-08
	6.64E-05
	30

	rs12140153
	1
	62579891
	INADL
	G
	T
	0.906
	0.021
	0.002
	4.2E-19
	1.76E-04
	80

	rs11208659
	1
	65979280
	LEPR
	T
	C
	0.917
	-0.014
	0.002
	2.1E-08
	6.93E-05
	31

	rs7519259
	1
	66434743
	PDE4B
	G
	A
	0.472
	-0.009
	0.001
	3.2E-11
	9.73E-05
	44

	rs2613499
	1
	72751552
	NEGR1
	A
	G
	0.809
	0.019
	0.002
	1.2E-26
	2.52E-04
	114

	rs7553158
	1
	75005238
	TNNI3K
	G
	A
	0.438
	0.011
	0.001
	2E-14
	1.29E-04
	58

	rs115778101
	1
	78198554
	USP33
	T
	C
	0.952
	0.018
	0.003
	3.4E-08
	6.72E-05
	30

	rs34517439
	1
	78450517
	DNAJB4
	C
	A
	0.878
	-0.025
	0.002
	1.9E-31
	3.00E-04
	136

	rs651533
	1
	82375561
	LPHN2
	T
	A
	0.244
	0.009
	0.002
	5.6E-09
	7.50E-05
	34

	rs28726372
	1
	84353839
	TTLL7
	T
	C
	0.693
	-0.009
	0.001
	9.4E-10
	8.26E-05
	37

	rs7548936
	1
	91207757
	BARHL2
	G
	C
	0.627
	-0.008
	0.001
	2.1E-09
	7.92E-05
	36

	rs6679458
	1
	96946253
	PTBP2
	G
	T
	0.409
	-0.012
	0.001
	9.1E-17
	1.53E-04
	69

	rs12072739
	1
	98315893
	DPYD
	A
	G
	0.776
	-0.012
	0.002
	1.8E-12
	1.10E-04
	50

	rs41279738
	1
	110082551
	GPR61
	T
	G
	0.974
	-0.043
	0.004
	3.9E-23
	2.16E-04
	98

	rs12033257
	1
	112318484
	KCND3
	A
	G
	0.618
	0.010
	0.001
	4.9E-12
	1.05E-04
	48

	rs7549358
	1
	115252609
	NRAS
	G
	C
	0.356
	0.009
	0.001
	6.5E-10
	8.42E-05
	38

	rs1409158
	1
	119538890
	TBX15
	C
	T
	0.237
	0.009
	0.002
	1E-08
	7.25E-05
	33

	rs142315514
	1
	147050816
	BCL9
	C
	A
	0.965
	-0.021
	0.004
	1.7E-08
	7.03E-05
	32

	rs10749659
	1
	151033979
	MLLT11
	C
	T
	0.228
	0.010
	0.002
	4.4E-10
	8.59E-05
	39

	rs3753639
	1
	154986091
	ZBTB7B
	T
	C
	0.756
	-0.011
	0.002
	7.3E-13
	1.14E-04
	51

	rs61813324
	1
	156049877
	MEX3A
	C
	T
	0.864
	-0.018
	0.002
	1.8E-19
	1.80E-04
	81

	rs1778830
	1
	156489974
	IQGAP3
	G
	A
	0.638
	-0.010
	0.001
	3.8E-12
	1.06E-04
	48

	rs4916229
	1
	171443368
	PRRC2C
	C
	G
	0.904
	-0.015
	0.002
	8.9E-11
	9.28E-05
	42

	rs148137538
	1
	173399677
	PRDX6
	A
	G
	0.977
	0.025
	0.005
	4.4E-08
	6.61E-05
	30

	rs77560793
	1
	175001179
	MRPS14
	G
	A
	0.969
	0.025
	0.004
	7.8E-10
	8.34E-05
	38

	rs539515
	1
	177889025
	SEC16B
	A
	C
	0.795
	-0.030
	0.002
	8.4E-71
	6.98E-04
	316

	rs9425634
	1
	184663581
	EDEM3
	T
	C
	0.542
	-0.008
	0.001
	5.7E-09
	7.49E-05
	34

	rs815163
	1
	190294726
	BRINP3
	T
	C
	0.437
	0.011
	0.001
	6.1E-15
	1.34E-04
	61

	rs76702514
	1
	195148296
	KCNT2
	C
	G
	0.789
	0.010
	0.002
	2E-09
	7.95E-05
	36

	rs2678204
	1
	201800511
	IPO9
	T
	G
	0.660
	-0.015
	0.001
	2.7E-25
	2.38E-04
	108

	rs4971239
	1
	203491150
	OPTC
	G
	A
	0.831
	-0.011
	0.002
	4.5E-10
	8.58E-05
	39

	rs7539903
	1
	209208033
	CAMK1G
	T
	A
	0.385
	0.008
	0.001
	4.6E-08
	6.59E-05
	30

	rs78508049
	1
	210344884
	SYT14
	T
	C
	0.812
	-0.011
	0.002
	2.1E-10
	8.91E-05
	40

	rs12037905
	1
	219628036
	SLC30A10
	C
	T
	0.581
	0.008
	0.001
	1.1E-08
	7.20E-05
	33

	rs7518221
	1
	225561346
	DNAH14
	T
	C
	0.353
	0.008
	0.001
	2.8E-08
	6.80E-05
	31

	rs10779835
	1
	230299949
	GALNT2
	T
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	C
	T
	0.946
	-0.018
	0.003
	6.6E-09
	7.43E-05
	34

	rs6511826
	19
	12706991
	ZNF490
	G
	A
	0.087
	0.014
	0.002
	1.3E-08
	7.15E-05
	32

	rs273505
	19
	18217147
	MAST3
	T
	C
	0.578
	-0.010
	0.001
	3.1E-13
	1.17E-04
	53

	rs113230003
	19
	18460956
	PGPEP1
	G
	A
	0.739
	0.013
	0.002
	1.2E-15
	1.41E-04
	64

	rs10404726
	19
	18834514
	CRTC1
	C
	T
	0.535
	0.012
	0.001
	4.7E-19
	1.76E-04
	80

	rs112253053
	19
	19425145
	SUGP1
	T
	A
	0.839
	0.014
	0.002
	1.8E-13
	1.20E-04
	54

	rs12462975
	19
	30272202
	CCNE1
	G
	A
	0.670
	-0.011
	0.001
	5.9E-15
	1.34E-04
	61

	rs73026723
	19
	31017177
	ZNF536
	C
	T
	0.846
	0.014
	0.002
	1.3E-13
	1.21E-04
	55

	rs7255223
	19
	32824310
	ZNF507
	C
	A
	0.735
	0.009
	0.002
	8.5E-09
	7.32E-05
	33

	rs429358
	19
	45411941
	APOE
	T
	C
	0.846
	0.016
	0.002
	2.9E-17
	1.58E-04
	71

	rs12971645
	19
	45807945
	MARK4
	G
	A
	0.725
	0.009
	0.002
	2.6E-08
	6.84E-05
	31

	rs10423928
	19
	46182304
	GIPR
	T
	A
	0.806
	0.021
	0.002
	4.2E-33
	3.17E-04
	144

	rs3810291
	19
	47569003
	ZC3H4
	G
	A
	0.325
	-0.016
	0.001
	4.1E-27
	2.57E-04
	116

	rs4545921
	19
	49646006
	PPFIA3
	A
	G
	0.400
	0.008
	0.001
	4.3E-08
	6.62E-05
	30

	rs61746970
	19
	51132746
	SYT3
	G
	A
	0.961
	-0.021
	0.004
	3.8E-09
	7.66E-05
	35

	rs8111074
	19
	51776117
	SIGLECL1
	G
	T
	0.714
	0.008
	0.002
	3.2E-08
	6.74E-05
	31

	rs6075658
	20
	2094078
	STK35
	T
	C
	0.531
	0.008
	0.001
	6.8E-10
	8.40E-05
	38

	rs2206925
	20
	6634895
	BMP2
	T
	C
	0.364
	-0.012
	0.001
	2E-16
	1.49E-04
	68

	rs4813224
	20
	16546846
	KIF16B
	T
	C
	0.262
	-0.009
	0.002
	5.4E-09
	7.51E-05
	34

	rs8124896
	20
	21385659
	NKX2-4
	T
	C
	0.899
	-0.013
	0.002
	8.1E-09
	7.34E-05
	33

	rs6050446
	20
	25195509
	ENTPD6
	A
	G
	0.033
	-0.026
	0.004
	1.2E-11
	1.02E-04
	46

	rs201475383
	20
	26273991
	FAM182B
	G
	A
	0.966
	0.024
	0.004
	8.8E-10
	8.29E-05
	38

	rs1987960
	20
	30649834
	HCK
	T
	C
	0.048
	-0.019
	0.003
	1.1E-08
	7.21E-05
	33

	rs4911382
	20
	32553095
	RALY
	C
	T
	0.415
	-0.008
	0.001
	2.6E-09
	7.83E-05
	35

	rs6029180
	20
	39178923
	MAFB
	A
	G
	0.674
	-0.008
	0.001
	3.1E-08
	6.76E-05
	31

	rs6030803
	20
	41986507
	SRSF6
	T
	C
	0.873
	0.013
	0.002
	4.5E-10
	8.58E-05
	39

	rs2425856
	20
	44911954
	CDH22
	A
	G
	0.444
	0.008
	0.001
	1.1E-09
	8.20E-05
	37

	rs112852122
	20
	47498117
	ARFGEF2
	G
	A
	0.842
	0.013
	0.002
	2.7E-12
	1.08E-04
	49

	rs66460909
	20
	51195387
	ZFP64
	G
	A
	0.808
	0.016
	0.002
	2.9E-19
	1.78E-04
	81

	rs559390
	20
	54157546
	CBLN4
	A
	T
	0.658
	-0.008
	0.001
	7.9E-09
	7.35E-05
	33

	rs8134638
	21
	40644170
	BRWD1
	T
	C
	0.624
	-0.008
	0.001
	4E-08
	6.65E-05
	30

	rs2837398
	21
	41427168
	DSCAM
	A
	C
	0.596
	-0.008
	0.001
	4.8E-09
	7.56E-05
	34

	rs1964926
	21
	42653121
	BACE2
	A
	G
	0.354
	-0.008
	0.001
	1.1E-08
	7.21E-05
	33

	rs403694
	21
	46567625
	ADARB1
	C
	T
	0.463
	-0.012
	0.001
	1.3E-18
	1.71E-04
	78

	rs1296685
	22
	18230964
	BID
	A
	G
	0.789
	-0.009
	0.002
	2.2E-08
	6.90E-05
	31

	rs12484438
	22
	40558064
	TNRC6B
	T
	C
	0.661
	0.013
	0.001
	6.7E-19
	1.74E-04
	79

	rs738140
	22
	41884954
	ACO2
	A
	G
	0.690
	0.009
	0.001
	2.6E-09
	7.82E-05
	35

	rs9615723
	22
	48386670
	FAM19A5
	C
	T
	0.441
	0.008
	0.001
	3.8E-08
	6.67E-05
	30

	rs34778589
	22
	50709957
	MAPK11
	A
	C
	0.917
	-0.014
	0.003
	9.8E-09
	7.26E-05
	33

	Genome-wide significant SNPs for adult body size in UK Biobank (men only)

	SNP
	Chr
	Position
	Closest gene
	EA
	OA
	EAF
	Beta
	SE
	pvalue
	R2
	F statistic

	rs3762444
	1
	2427712
	PLCH2
	C
	T
	0.546
	0.012
	0.002
	2.1E-10
	1.95E-04
	40

	rs1284373
	1
	33355923
	HPCA
	C
	T
	0.801
	0.014
	0.002
	6.9E-09
	1.62E-04
	34

	rs34052145
	1
	38824262
	POU3F1
	A
	G
	0.647
	-0.011
	0.002
	1.4E-08
	1.56E-04
	32

	rs1167311
	1
	49996959
	AGBL4
	G
	A
	0.319
	0.012
	0.002
	7E-09
	1.62E-04
	34

	rs12140153
	1
	62579891
	INADL
	G
	T
	0.905
	0.024
	0.003
	1.1E-12
	2.45E-04
	51

	rs11208779
	1
	66417145
	PDE4B
	G
	C
	0.471
	-0.012
	0.002
	1.9E-09
	1.75E-04
	36

	rs61765650
	1
	72753112
	NEGR1
	A
	G
	0.810
	0.022
	0.002
	2.8E-19
	3.90E-04
	81

	rs34517439
	1
	78450517
	DNAJB4
	C
	A
	0.879
	-0.024
	0.003
	3.5E-16
	3.22E-04
	67

	rs2181375
	1
	96940119
	PTBP2
	A
	G
	0.403
	-0.012
	0.002
	2.6E-10
	1.93E-04
	40

	rs17024258
	1
	110147321
	GNAT2
	C
	T
	0.974
	-0.047
	0.006
	1.4E-14
	2.86E-04
	59

	rs984225
	1
	119504284
	TBX15
	G
	A
	0.389
	0.011
	0.002
	3.4E-08
	1.47E-04
	30

	rs61813324
	1
	156049877
	MEX3A
	C
	T
	0.864
	-0.016
	0.003
	2.4E-08
	1.51E-04
	31

	rs543874
	1
	177889480
	SEC16B
	A
	G
	0.794
	-0.022
	0.002
	1.8E-20
	4.16E-04
	86

	rs2125232
	1
	243759210
	AKT3
	C
	T
	0.318
	0.012
	0.002
	2.7E-09
	1.71E-04
	35

	rs1529897
	2
	25086827
	ADCY3
	T
	G
	0.569
	-0.016
	0.002
	1E-16
	3.34E-04
	69

	rs935166
	2
	26949366
	KCNK3
	G
	A
	0.493
	0.013
	0.002
	2.5E-11
	2.16E-04
	45

	rs1861410
	2
	58933591
	FANCL
	C
	T
	0.446
	0.013
	0.002
	1.5E-11
	2.20E-04
	46

	rs3552
	2
	69698158
	AAK1
	G
	A
	0.458
	-0.012
	0.002
	2E-09
	1.74E-04
	36

	rs396354
	2
	86850022
	CHMP3
	T
	C
	0.285
	0.012
	0.002
	3.1E-08
	1.48E-04
	31

	rs6753397
	2
	105466651
	POU3F3
	C
	T
	0.725
	-0.012
	0.002
	3E-08
	1.49E-04
	31

	rs13405033
	2
	113994595
	PAX8
	C
	T
	0.846
	-0.018
	0.003
	5.6E-12
	2.30E-04
	47

	rs1451077
	2
	147901207
	ACVR2A
	G
	A
	0.414
	0.013
	0.002
	2.7E-11
	2.15E-04
	44

	rs7581907
	2
	205385454
	PARD3B
	A
	G
	0.127
	0.016
	0.003
	2E-08
	1.52E-04
	31

	rs6436661
	2
	228056670
	COL4A3
	C
	T
	0.113
	-0.018
	0.003
	2.6E-08
	1.50E-04
	31

	rs7619139
	3
	25110415
	RARB
	T
	A
	0.411
	-0.012
	0.002
	9.2E-10
	1.81E-04
	37

	rs2526389
	3
	50192826
	SEMA3F
	C
	T
	0.573
	-0.019
	0.002
	1E-22
	4.66E-04
	96

	rs2336558
	3
	52886240
	TMEM110
	C
	T
	0.384
	0.012
	0.002
	3.8E-10
	1.90E-04
	39

	rs11708540
	3
	70593081
	FOXP1
	G
	A
	0.843
	-0.015
	0.003
	1.6E-08
	1.55E-04
	32

	rs55782528
	3
	85893825
	CADM2
	C
	A
	0.646
	0.013
	0.002
	1.2E-10
	2.00E-04
	41

	rs9861443
	3
	88196211
	CGGBP1
	A
	C
	0.285
	-0.013
	0.002
	2.8E-09
	1.71E-04
	35

	rs13066686
	3
	94075026
	NSUN3
	C
	A
	0.594
	0.013
	0.002
	1.2E-11
	2.22E-04
	46

	rs2918217
	3
	115546380
	LSAMP
	C
	T
	0.859
	-0.018
	0.003
	5.7E-11
	2.08E-04
	43

	rs73875019
	3
	131521276
	CPNE4
	T
	A
	0.883
	0.019
	0.003
	1.1E-10
	2.02E-04
	42

	rs1320903
	3
	131758077
	CPNE4
	G
	A
	0.681
	-0.016
	0.002
	1.2E-14
	2.88E-04
	60

	rs10935143
	3
	134665159
	EPHB1
	G
	A
	0.551
	0.011
	0.002
	2.2E-08
	1.52E-04
	31

	rs61789562
	3
	135926784
	MSL2
	T
	C
	0.882
	0.017
	0.003
	1.5E-08
	1.55E-04
	32

	rs1568488
	3
	153657951
	ARHGEF26
	G
	C
	0.405
	-0.012
	0.002
	2.7E-09
	1.71E-04
	35

	rs8192675
	3
	170724883
	SLC2A2
	T
	C
	0.712
	-0.014
	0.002
	1.7E-10
	1.98E-04
	41

	rs894000
	3
	183536063
	MAP6D1
	T
	C
	0.372
	0.013
	0.002
	3.7E-11
	2.12E-04
	44

	rs55742087
	3
	185830488
	DGKG
	C
	T
	0.815
	0.019
	0.002
	1.5E-14
	2.86E-04
	59

	rs10938398
	4
	45186139
	GNPDA2
	G
	A
	0.565
	-0.021
	0.002
	2.3E-28
	5.90E-04
	122

	rs2537860
	4
	55484718
	KIT
	A
	C
	0.437
	0.011
	0.002
	6E-09
	1.64E-04
	34

	rs13107325
	4
	103188709
	SLC39A8
	C
	T
	0.924
	-0.029
	0.004
	4.7E-16
	3.19E-04
	66

	rs1296328
	4
	137083193
	PCDH18
	A
	C
	0.440
	0.013
	0.002
	7E-12
	2.28E-04
	47

	rs2307111
	5
	75003678
	POC5
	T
	C
	0.605
	0.013
	0.002
	3.7E-11
	2.12E-04
	44

	rs7703782
	5
	87938557
	MEF2C
	T
	A
	0.868
	-0.024
	0.003
	7.4E-17
	3.37E-04
	70

	rs1459843
	5
	95867223
	CAST
	C
	A
	0.392
	0.012
	0.002
	4.2E-09
	1.67E-04
	35

	rs2591496
	5
	170516965
	RANBP17
	G
	A
	0.270
	-0.013
	0.002
	2.4E-09
	1.72E-04
	36

	rs9379829
	6
	26172219
	HIST1H2BD
	C
	T
	0.782
	0.013
	0.002
	3.1E-08
	1.48E-04
	31

	rs2260051
	6
	31591918
	PRRC2A
	A
	T
	0.439
	-0.012
	0.002
	1.4E-09
	1.77E-04
	37

	rs9277992
	6
	33312455
	DAXX
	G
	A
	0.810
	-0.016
	0.002
	6.8E-11
	2.06E-04
	43

	rs9469899
	6
	34793124
	UHRF1BP1
	G
	A
	0.640
	-0.013
	0.002
	8.2E-11
	2.04E-04
	42

	rs9471333
	6
	40362023
	LRFN2
	C
	T
	0.447
	0.012
	0.002
	3.8E-10
	1.90E-04
	39

	rs3798519
	6
	50788778
	TFAP2B
	A
	C
	0.820
	-0.024
	0.003
	3.8E-21
	4.31E-04
	89

	rs74621225
	6
	97804399
	MMS22L
	A
	G
	0.866
	0.016
	0.003
	8.9E-09
	1.60E-04
	33

	rs9320823
	6
	98429337
	MMS22L
	T
	C
	0.397
	-0.013
	0.002
	1.3E-11
	2.21E-04
	46

	rs9478671
	6
	155987825
	NOX3
	A
	G
	0.789
	-0.014
	0.002
	3.1E-09
	1.70E-04
	35

	rs34714518
	6
	163080778
	PARK2
	G
	A
	0.877
	0.016
	0.003
	2.6E-08
	1.50E-04
	31

	rs12666574
	7
	26526960
	KIAA0087
	G
	A
	0.327
	-0.012
	0.002
	1.7E-08
	1.54E-04
	32

	rs62457529
	7
	32349219
	PDE1C
	A
	G
	0.891
	-0.019
	0.003
	9.4E-10
	1.81E-04
	37

	rs6962280
	7
	44788657
	ZMIZ2
	A
	G
	0.442
	-0.012
	0.002
	3.8E-10
	1.90E-04
	39

	rs17145600
	7
	73994733
	GTF2IRD1
	C
	T
	0.949
	-0.025
	0.004
	2E-08
	1.52E-04
	31

	rs12538826
	7
	99030228
	PTCD1
	T
	C
	0.885
	0.017
	0.003
	2E-08
	1.52E-04
	31

	rs10236214
	7
	150668070
	KCNH2
	C
	T
	0.358
	-0.011
	0.002
	2.1E-08
	1.52E-04
	31

	rs4840941
	8
	8216986
	SGK223
	A
	G
	0.470
	-0.014
	0.002
	2.1E-12
	2.39E-04
	49

	rs9329197
	8
	9259568
	TNKS
	A
	T
	0.380
	0.013
	0.002
	1.8E-10
	1.97E-04
	41

	rs3750310
	8
	10283426
	MSRA
	G
	A
	0.488
	0.012
	0.002
	3.6E-10
	1.90E-04
	39

	rs11780420
	8
	11446421
	BLK
	G
	A
	0.415
	0.014
	0.002
	3.6E-12
	2.34E-04
	48

	rs7827210
	8
	30871656
	PURG
	G
	A
	0.604
	-0.011
	0.002
	1.7E-08
	1.54E-04
	32

	rs35732620
	8
	73445881
	KCNB2
	G
	T
	0.425
	0.012
	0.002
	2.6E-09
	1.71E-04
	35

	rs1812736
	8
	76299138
	HNF4G
	G
	A
	0.174
	-0.014
	0.003
	2.3E-08
	1.51E-04
	31

	rs72674843
	8
	95533000
	KIAA1429
	T
	C
	0.761
	0.015
	0.002
	2.8E-11
	2.14E-04
	44

	rs800526
	8
	116845729
	TRPS1
	A
	C
	0.223
	-0.014
	0.002
	7.1E-10
	1.84E-04
	38

	rs1412239
	9
	28425515
	LINGO2
	C
	G
	0.678
	-0.015
	0.002
	4.2E-14
	2.76E-04
	57

	rs10828247
	10
	21822856
	MLLT10
	A
	G
	0.657
	-0.011
	0.002
	2.7E-08
	1.49E-04
	31

	rs10824218
	10
	76421216
	ADK
	A
	T
	0.563
	0.011
	0.002
	4.7E-08
	1.44E-04
	30

	rs10883026
	10
	99793865
	CRTAC1
	C
	T
	0.479
	0.013
	0.002
	1E-10
	2.02E-04
	42

	rs117597828
	10
	102416055
	PAX2
	C
	T
	0.782
	-0.014
	0.002
	1E-09
	1.80E-04
	37

	rs4962671
	10
	126305434
	LHPP
	T
	C
	0.532
	0.011
	0.002
	2.7E-08
	1.49E-04
	31

	rs72867447
	11
	13301875
	ARNTL
	C
	G
	0.428
	-0.011
	0.002
	9.5E-09
	1.59E-04
	33

	rs6265
	11
	27679916
	BDNF
	C
	T
	0.811
	0.028
	0.002
	3E-31
	6.54E-04
	135

	rs1222216
	11
	30346052
	ARL14EP
	C
	T
	0.773
	0.014
	0.002
	2.6E-09
	1.71E-04
	35

	rs4755726
	11
	43642130
	HSD17B12
	T
	G
	0.310
	0.014
	0.002
	2.5E-11
	2.15E-04
	45

	rs12798028
	11
	47604639
	NDUFS3
	C
	T
	0.592
	-0.015
	0.002
	9.6E-15
	2.90E-04
	60

	rs7940691
	11
	65640906
	EFEMP2
	C
	T
	0.361
	0.013
	0.002
	1.8E-11
	2.19E-04
	45

	rs10898317
	11
	84613479
	DLG2
	C
	T
	0.487
	0.011
	0.002
	3E-08
	1.49E-04
	31

	rs55726687
	12
	991306
	WNK1
	G
	A
	0.792
	-0.013
	0.002
	4.7E-08
	1.44E-04
	30

	rs76895963
	12
	4384844
	CCND2
	T
	G
	0.979
	-0.042
	0.007
	1.3E-08
	1.57E-04
	32

	rs7132908
	12
	50263148
	FAIM2
	G
	A
	0.615
	-0.019
	0.002
	5.3E-22
	4.50E-04
	93

	rs4759228
	12
	56508409
	PA2G4
	G
	C
	0.703
	0.012
	0.002
	2.5E-08
	1.50E-04
	31

	rs7308188
	12
	103701537
	C12orf42
	T
	C
	0.745
	0.014
	0.002
	5.3E-10
	1.87E-04
	39

	rs6490030
	12
	116106755
	MED13L
	C
	A
	0.626
	-0.011
	0.002
	3.8E-08
	1.46E-04
	30

	rs147730268
	12
	123024476
	KNTC1
	G
	T
	0.913
	0.022
	0.003
	6.1E-10
	1.85E-04
	38

	rs11619722
	13
	27998600
	GTF3A
	T
	C
	0.699
	0.012
	0.002
	7.1E-09
	1.62E-04
	34

	rs61954177
	13
	40787036
	AL133318.1
	G
	C
	0.673
	-0.012
	0.002
	2E-08
	1.53E-04
	32

	rs4477562
	13
	54104968
	OLFM4
	C
	T
	0.871
	-0.021
	0.003
	8E-13
	2.48E-04
	51

	rs9317002
	13
	59175727
	PCDH17
	C
	A
	0.486
	-0.015
	0.002
	3E-14
	2.79E-04
	58

	rs7983454
	13
	111850539
	ARHGEF7
	T
	C
	0.477
	0.011
	0.002
	1.2E-08
	1.57E-04
	33

	rs9522279
	13
	112221296
	RP11-65D24.2
	C
	T
	0.577
	-0.013
	0.002
	7.3E-11
	2.05E-04
	42

	rs10132280
	14
	25928179
	STXBP6
	C
	A
	0.698
	0.016
	0.002
	9.9E-15
	2.90E-04
	60

	rs9788550
	14
	29681138
	PRKD1
	G
	C
	0.753
	0.015
	0.002
	2E-11
	2.18E-04
	45

	rs2143975
	14
	33297398
	AKAP6
	C
	G
	0.466
	0.013
	0.002
	4.6E-12
	2.31E-04
	48

	rs10131761
	14
	40752651
	FBXO33
	T
	A
	0.812
	0.014
	0.002
	4E-08
	1.46E-04
	30

	rs4898556
	14
	47299082
	MDGA2
	A
	C
	0.492
	0.013
	0.002
	1.9E-11
	2.18E-04
	45

	rs217669
	14
	62360075
	SYT16
	T
	C
	0.728
	-0.014
	0.002
	3.4E-10
	1.91E-04
	39

	rs8008910
	14
	79944099
	NRXN3
	G
	A
	0.778
	-0.017
	0.002
	2.3E-13
	2.60E-04
	54

	rs8008772
	14
	88321884
	GALC
	A
	T
	0.750
	-0.013
	0.002
	1.6E-08
	1.54E-04
	32

	rs1887197
	14
	94187832
	PRIMA1
	C
	T
	0.347
	-0.014
	0.002
	2.3E-11
	2.16E-04
	45

	rs61992671
	14
	101531854
	AL117190.3
	A
	G
	0.508
	0.011
	0.002
	4.9E-08
	1.44E-04
	30

	rs11631651
	15
	73646487
	HCN4
	A
	C
	0.927
	0.022
	0.004
	1.3E-09
	1.78E-04
	37

	rs57488047
	15
	79403002
	RASGRF1
	T
	C
	0.532
	0.012
	0.002
	3E-09
	1.70E-04
	35

	rs2238435
	16
	4014282
	ADCY9
	C
	G
	0.386
	-0.011
	0.002
	2.5E-08
	1.50E-04
	31

	rs1990573
	16
	9713688
	RP11-297M9.1
	A
	G
	0.306
	-0.013
	0.002
	1.7E-09
	1.76E-04
	36

	rs8054079
	16
	19975407
	GPR139
	C
	T
	0.860
	0.016
	0.003
	8.8E-09
	1.60E-04
	33

	rs27741
	16
	28504181
	CLN3
	G
	A
	0.584
	-0.017
	0.002
	8E-19
	3.80E-04
	78

	rs62048402
	16
	53803223
	FTO
	G
	A
	0.594
	-0.047
	0.002
	6.9E-130
	2.84E-03
	588

	rs12923231
	16
	69572892
	NFAT5
	C
	T
	0.590
	0.014
	0.002
	3.9E-13
	2.55E-04
	53

	rs12149660
	16
	70309237
	AARS
	G
	A
	0.885
	0.020
	0.003
	3E-11
	2.14E-04
	44

	rs3923783
	17
	1843189
	RTN4RL1
	C
	A
	0.815
	0.016
	0.002
	1E-10
	2.02E-04
	42

	rs9901404
	17
	21213782
	MAP2K3
	A
	G
	0.473
	0.016
	0.002
	1.1E-13
	2.67E-04
	55

	rs12941009
	17
	34961051
	MRM1
	C
	T
	0.598
	0.011
	0.002
	1.2E-08
	1.57E-04
	32

	rs11079849
	17
	47090785
	IGF2BP1
	C
	T
	0.672
	0.012
	0.002
	6.4E-09
	1.63E-04
	34

	rs11150745
	17
	78757626
	RPTOR
	A
	G
	0.683
	0.013
	0.002
	6.8E-11
	2.06E-04
	43

	rs1652376
	18
	21109466
	NPC1
	G
	T
	0.538
	0.015
	0.002
	2.6E-14
	2.80E-04
	58

	rs7232171
	18
	31251221
	ASXL3
	G
	T
	0.418
	-0.011
	0.002
	2.2E-08
	1.51E-04
	31

	rs58243949
	18
	52509833
	RAB27B
	C
	T
	0.767
	-0.014
	0.002
	2.3E-09
	1.73E-04
	36

	rs7240682
	18
	57824038
	MC4R
	C
	G
	0.772
	-0.031
	0.002
	8.7E-42
	8.87E-04
	183

	rs8112818
	19
	18812785
	CRTC1
	A
	G
	0.601
	0.012
	0.002
	4.6E-09
	1.66E-04
	34

	rs10423928
	19
	46182304
	GIPR
	T
	A
	0.806
	0.019
	0.002
	1.2E-14
	2.88E-04
	60

	rs3810291
	19
	47569003
	ZC3H4
	G
	A
	0.326
	-0.016
	0.002
	6.3E-15
	2.94E-04
	61

	rs6054427
	20
	6635266
	BMP2
	G
	A
	0.378
	-0.014
	0.002
	8.9E-12
	2.25E-04
	47

	rs6096886
	20
	50951298
	ZFP64
	A
	G
	0.810
	0.016
	0.002
	2.4E-10
	1.94E-04
	40

	rs9977825
	21
	46494995
	ADARB1
	T
	C
	0.361
	0.012
	0.002
	5.8E-09
	1.64E-04
	34

	rs17421586
	22
	40591312
	TNRC6B
	T
	A
	0.660
	0.012
	0.002
	3.4E-09
	1.69E-04
	35

	Genome-wide significant SNPs for adult body size in UK Biobank (women only)

	SNP
	Chr
	Position
	Closest gene
	EA
	OA
	EAF
	Beta
	SE
	pvalue
	R2
	F statistic

	rs74892851
	1
	1563789
	MIB2
	C
	A
	0.623
	0.012
	0.002
	1.9E-08
	1.28E-04
	32

	rs78886584
	1
	16859325
	FAM231B
	A
	G
	0.509
	-0.013
	0.002
	2.6E-11
	1.80E-04
	44

	rs72660086
	1
	39571992
	MACF1
	T
	G
	0.789
	-0.013
	0.002
	3.2E-08
	1.24E-04
	31

	rs12144626
	1
	47670525
	TAL1
	T
	C
	0.417
	0.012
	0.002
	4.4E-09
	1.40E-04
	34

	rs1494461
	1
	49787196
	AGBL4
	C
	T
	0.321
	0.013
	0.002
	1.4E-09
	1.49E-04
	37

	rs12140153
	1
	62579891
	INADL
	G
	T
	0.906
	0.019
	0.003
	2.3E-08
	1.27E-04
	31

	rs2815757
	1
	72764289
	NEGR1
	C
	T
	0.191
	-0.017
	0.002
	2E-11
	1.82E-04
	45

	rs1514173
	1
	74995110
	TNNI3K
	C
	T
	0.598
	-0.013
	0.002
	1.9E-11
	1.83E-04
	45

	rs34517439
	1
	78450517
	DNAJB4
	C
	A
	0.878
	-0.025
	0.003
	8.4E-17
	2.81E-04
	69

	rs10922911
	1
	91205831
	BARHL2
	C
	T
	0.629
	-0.014
	0.002
	1.1E-11
	1.87E-04
	46

	rs653958
	1
	96884006
	PTBP2
	A
	G
	0.629
	-0.012
	0.002
	1.1E-08
	1.33E-04
	33

	rs75641275
	1
	98327133
	DPYD
	A
	C
	0.857
	-0.018
	0.003
	4.7E-11
	1.76E-04
	43

	rs41279738
	1
	110082551
	GPR61
	T
	G
	0.974
	-0.041
	0.006
	3.4E-11
	1.78E-04
	44

	rs12033257
	1
	112318484
	KCND3
	A
	G
	0.618
	0.012
	0.002
	1.9E-09
	1.46E-04
	36

	rs3753639
	1
	154986091
	ZBTB7B
	T
	C
	0.756
	-0.013
	0.002
	3.7E-08
	1.23E-04
	30

	rs61813324
	1
	156049877
	MEX3A
	C
	T
	0.865
	-0.021
	0.003
	7.6E-13
	2.08E-04
	51

	rs539515
	1
	177889025
	SEC16B
	A
	C
	0.795
	-0.038
	0.002
	9.6E-54
	9.65E-04
	238

	rs815163
	1
	190294726
	BRINP3
	T
	C
	0.438
	0.013
	0.002
	2.4E-11
	1.81E-04
	45

	rs2678204
	1
	201800511
	IPO9
	T
	G
	0.659
	-0.013
	0.002
	1.2E-10
	1.68E-04
	42

	rs2994320
	1
	243641247
	SDCCAG8
	A
	G
	0.804
	0.017
	0.002
	2.4E-11
	1.81E-04
	45

	rs62106258
	2
	417167
	FAM150B
	T
	C
	0.951
	0.067
	0.005
	2E-49
	8.85E-04
	218

	rs6548237
	2
	621461
	TMEM18
	A
	C
	0.173
	-0.036
	0.003
	3.4E-44
	7.88E-04
	194

	rs6749422
	2
	25150011
	ADCY3
	C
	G
	0.514
	-0.024
	0.002
	1.2E-34
	6.11E-04
	151

	rs34606703
	2
	47014522
	SOCS5
	G
	A
	0.642
	0.012
	0.002
	1.1E-08
	1.32E-04
	33

	rs13420048
	2
	50751414
	NRXN1
	C
	A
	0.635
	0.012
	0.002
	4.4E-09
	1.40E-04
	34

	rs6545468
	2
	55277641
	RTN4
	C
	G
	0.587
	0.012
	0.002
	2.2E-09
	1.45E-04
	36

	rs4671328
	2
	58935282
	FANCL
	T
	G
	0.448
	0.014
	0.002
	6.5E-12
	1.91E-04
	47

	rs13416992
	2
	59298298
	FANCL
	A
	C
	0.396
	0.015
	0.002
	1.9E-13
	2.19E-04
	54

	rs10192894
	2
	62838936
	EHBP1
	A
	G
	0.562
	-0.011
	0.002
	2.5E-08
	1.26E-04
	31

	rs12477088
	2
	67841326
	ETAA1
	T
	C
	0.590
	0.012
	0.002
	2.7E-09
	1.43E-04
	35

	rs11691869
	2
	100805996
	AFF3
	C
	A
	0.637
	0.016
	0.002
	3.3E-14
	2.33E-04
	58

	rs7602120
	2
	144033069
	ARHGAP15
	C
	T
	0.534
	-0.013
	0.002
	1.2E-11
	1.87E-04
	46

	rs1083472
	2
	147873492
	ACVR2A
	C
	G
	0.386
	0.011
	0.002
	2.1E-08
	1.27E-04
	31

	rs4482463
	2
	205375909
	PARD3B
	C
	A
	0.077
	0.022
	0.004
	3.7E-09
	1.41E-04
	35

	rs4673553
	2
	211608379
	CPS1
	T
	G
	0.552
	-0.012
	0.002
	3.2E-09
	1.42E-04
	35

	rs2433733
	2
	230816703
	FBXO36
	G
	A
	0.322
	0.012
	0.002
	2.3E-08
	1.27E-04
	31

	rs113706999
	3
	44159156
	TOPAZ1
	T
	A
	0.976
	-0.039
	0.007
	1E-08
	1.33E-04
	33

	rs72906474
	3
	47817007
	SMARCC1
	G
	T
	0.416
	0.012
	0.002
	1.1E-08
	1.33E-04
	33

	rs9843653
	3
	49920571
	MST1R
	T
	C
	0.490
	-0.018
	0.002
	4.2E-19
	3.24E-04
	80

	rs6774533
	3
	62471086
	CADPS
	C
	T
	0.296
	-0.012
	0.002
	2.8E-08
	1.25E-04
	31

	rs13066308
	3
	82713150
	GBE1
	C
	G
	0.639
	-0.012
	0.002
	3.7E-09
	1.41E-04
	35

	rs1454687
	3
	94038085
	NSUN3
	C
	G
	0.484
	0.012
	0.002
	4.1E-10
	1.59E-04
	39

	rs13081671
	3
	135876549
	MSL2
	C
	T
	0.728
	-0.013
	0.002
	1.2E-09
	1.50E-04
	37

	rs2035936
	3
	141298124
	RASA2
	G
	T
	0.944
	-0.027
	0.004
	4.4E-10
	1.58E-04
	39

	rs529200
	3
	173114305
	NLGN1
	A
	G
	0.473
	-0.012
	0.002
	4E-09
	1.40E-04
	35

	rs73052033
	3
	185828465
	DGKG
	T
	C
	0.815
	0.017
	0.003
	1.1E-11
	1.87E-04
	46

	rs61218008
	3
	194881130
	XXYLT1
	A
	G
	0.721
	0.012
	0.002
	4.7E-08
	1.21E-04
	30

	rs2643450
	4
	18547417
	LCORL
	A
	G
	0.459
	-0.011
	0.002
	4.5E-08
	1.21E-04
	30

	rs9684942
	4
	20233035
	SLIT2
	G
	A
	0.853
	-0.015
	0.003
	3.8E-08
	1.23E-04
	30

	rs34811474
	4
	25408838
	ANAPC4
	G
	A
	0.770
	0.020
	0.002
	3.2E-17
	2.89E-04
	71

	rs73213484
	4
	28489339
	RP11-180C1.1
	A
	T
	0.858
	0.019
	0.003
	2.3E-11
	1.81E-04
	45

	rs4527444
	4
	30842780
	PCDH7
	A
	G
	0.458
	-0.012
	0.002
	3.3E-10
	1.60E-04
	39

	rs12641981
	4
	45179883
	GNPDA2
	C
	T
	0.566
	-0.017
	0.002
	2.8E-17
	2.90E-04
	71

	rs148712344
	4
	55476318
	KIT
	G
	T
	0.960
	0.030
	0.005
	5.1E-09
	1.38E-04
	34

	rs925422
	4
	60254101
	LPHN3
	T
	G
	0.257
	0.013
	0.002
	2.7E-08
	1.25E-04
	31

	rs1603179
	4
	67805347
	CENPC
	A
	C
	0.356
	0.011
	0.002
	2.9E-08
	1.25E-04
	31

	rs11098965
	4
	80888040
	ANTXR2
	C
	T
	0.293
	0.014
	0.002
	1.6E-09
	1.48E-04
	36

	rs4148155
	4
	89054667
	ABCG2
	A
	G
	0.887
	0.018
	0.003
	3.8E-09
	1.41E-04
	35

	rs13107325
	4
	103188709
	SLC39A8
	C
	T
	0.926
	-0.029
	0.004
	1.9E-14
	2.38E-04
	59

	rs769668
	4
	140858717
	MAML3
	T
	C
	0.653
	0.014
	0.002
	1.8E-11
	1.83E-04
	45

	rs35390852
	4
	143067054
	INPP4B
	G
	A
	0.876
	-0.017
	0.003
	2.4E-08
	1.26E-04
	31

	rs828550
	5
	3539923
	IRX1
	C
	T
	0.355
	-0.012
	0.002
	1.5E-08
	1.30E-04
	32

	rs10514963
	5
	63027870
	HTR1A
	G
	A
	0.519
	-0.014
	0.002
	3E-12
	1.97E-04
	49

	rs34341
	5
	74934009
	ANKDD1B
	A
	T
	0.425
	-0.020
	0.002
	1.1E-23
	4.08E-04
	101

	rs59893724
	5
	80830788
	SSBP2
	A
	G
	0.756
	0.013
	0.002
	2.4E-08
	1.26E-04
	31

	rs7442885
	5
	87682877
	TMEM161B
	C
	G
	0.786
	0.017
	0.002
	1.5E-12
	2.03E-04
	50

	rs1477290
	5
	87988934
	MEF2C
	T
	C
	0.863
	-0.017
	0.003
	1.4E-09
	1.49E-04
	37

	rs10038055
	5
	88783421
	MEF2C
	G
	T
	0.632
	-0.012
	0.002
	8.3E-09
	1.35E-04
	33

	rs288187
	5
	107344426
	FBXL17
	C
	T
	0.827
	0.020
	0.003
	4E-14
	2.32E-04
	57

	rs1366334
	5
	122683163
	CEP120
	C
	G
	0.293
	0.012
	0.002
	4.7E-08
	1.21E-04
	30

	rs13174863
	5
	139080745
	CXXC5
	A
	G
	0.852
	-0.019
	0.003
	1.8E-11
	1.83E-04
	45

	rs251353
	5
	140228164
	PCDHA1
	C
	A
	0.471
	0.012
	0.002
	1.1E-08
	1.33E-04
	33

	rs11134679
	5
	170623391
	RANBP17
	A
	G
	0.315
	-0.013
	0.002
	8E-10
	1.53E-04
	38

	rs9395520
	6
	13183523
	PHACTR1
	C
	T
	0.695
	0.013
	0.002
	4.6E-09
	1.39E-04
	34

	rs35778344
	6
	28599105
	SCAND3
	G
	A
	0.803
	-0.014
	0.002
	1.8E-08
	1.29E-04
	32

	rs3130048
	6
	31613739
	BAG6
	T
	C
	0.720
	-0.016
	0.002
	4.6E-13
	2.12E-04
	52

	rs34298980
	6
	40409243
	LRFN2
	T
	C
	0.492
	0.014
	0.002
	8.8E-12
	1.89E-04
	47

	rs72892910
	6
	50816887
	TFAP2B
	G
	T
	0.828
	-0.026
	0.003
	9.7E-24
	4.09E-04
	101

	rs1547026
	6
	51825622
	PKHD1
	T
	C
	0.709
	-0.012
	0.002
	1.6E-08
	1.29E-04
	32

	rs2253310
	6
	108888593
	FOXO3
	C
	G
	0.374
	-0.012
	0.002
	6.1E-09
	1.37E-04
	34

	rs9387640
	6
	119508871
	MAN1A1
	C
	T
	0.637
	0.012
	0.002
	9.2E-09
	1.34E-04
	33

	rs73046311
	7
	1854159
	MAD1L1
	C
	G
	0.839
	0.016
	0.003
	5.7E-09
	1.38E-04
	34

	rs2866720
	7
	70106310
	AUTS2
	C
	T
	0.615
	-0.012
	0.002
	7E-09
	1.36E-04
	34

	rs11976018
	7
	99122437
	ZKSCAN5
	G
	A
	0.846
	0.015
	0.003
	2.8E-08
	1.25E-04
	31

	rs12375196
	7
	103416541
	RELN
	C
	A
	0.576
	-0.012
	0.002
	5.5E-09
	1.38E-04
	34

	rs2396625
	7
	113028634
	TSRM
	T
	A
	0.578
	0.012
	0.002
	3.4E-09
	1.42E-04
	35

	rs1840661
	7
	114352682
	FOXP2
	T
	A
	0.575
	-0.012
	0.002
	1.2E-09
	1.50E-04
	37

	rs7853
	8
	8890814
	ERI1
	A
	G
	0.553
	-0.012
	0.002
	1.3E-09
	1.50E-04
	37

	rs11250094
	8
	10802001
	XKR6
	G
	C
	0.453
	0.012
	0.002
	1.1E-09
	1.51E-04
	37

	rs6557829
	8
	21973970
	HR
	C
	A
	0.595
	-0.012
	0.002
	6.9E-09
	1.36E-04
	34

	rs117176448
	8
	27261138
	PTK2B
	C
	G
	0.904
	-0.019
	0.003
	2E-08
	1.28E-04
	32

	rs10957605
	8
	73433886
	KCNB2
	C
	T
	0.318
	0.016
	0.002
	9.8E-14
	2.25E-04
	55

	rs17716502
	8
	116659731
	TRPS1
	C
	T
	0.795
	0.018
	0.002
	3.5E-13
	2.15E-04
	53

	rs4740442
	9
	10153245
	PTPRD
	C
	T
	0.715
	-0.012
	0.002
	2.6E-08
	1.26E-04
	31

	rs13292699
	9
	15910044
	CCDC171
	A
	C
	0.567
	0.015
	0.002
	4.3E-14
	2.31E-04
	57

	rs17770336
	9
	28414625
	LINGO2
	C
	T
	0.676
	-0.016
	0.002
	2.5E-14
	2.36E-04
	58

	rs2398851
	9
	96398508
	PHF2
	A
	G
	0.320
	0.012
	0.002
	8E-09
	1.35E-04
	33

	rs7047694
	9
	103141037
	TEX10
	G
	A
	0.681
	-0.012
	0.002
	3.7E-09
	1.41E-04
	35

	rs6478538
	9
	124627012
	TTLL11
	A
	G
	0.323
	0.012
	0.002
	4.6E-08
	1.21E-04
	30

	rs777676
	9
	129691913
	RALGPS1
	T
	A
	0.511
	0.011
	0.002
	3.7E-08
	1.23E-04
	30

	rs3003578
	9
	130994179
	DNM1
	C
	T
	0.441
	0.011
	0.002
	1.8E-08
	1.29E-04
	32

	rs1270799
	10
	21907423
	MLLT10
	T
	G
	0.696
	-0.017
	0.002
	1.2E-14
	2.42E-04
	60

	rs113585475
	10
	33985434
	NRP1
	C
	T
	0.900
	0.022
	0.003
	3.6E-11
	1.78E-04
	44

	rs3125326
	10
	63053788
	TMEM26
	A
	C
	0.391
	-0.011
	0.002
	4.7E-08
	1.21E-04
	30

	rs7090758
	10
	65335315
	REEP3
	T
	C
	0.526
	-0.013
	0.002
	5.7E-11
	1.74E-04
	43

	rs11000942
	10
	76025256
	ADK
	G
	A
	0.876
	-0.016
	0.003
	4E-08
	1.22E-04
	30

	rs1250535
	10
	81016112
	ZMIZ1
	C
	G
	0.325
	-0.012
	0.002
	1.8E-08
	1.28E-04
	32

	rs17399739
	10
	87490850
	GRID1
	A
	G
	0.931
	-0.023
	0.004
	6.1E-09
	1.37E-04
	34

	rs10510025
	10
	118650996
	KIAA1598
	C
	T
	0.753
	-0.013
	0.002
	6.9E-09
	1.36E-04
	34

	rs4962725
	10
	126733321
	CTBP2
	T
	C
	0.572
	-0.011
	0.002
	2E-08
	1.28E-04
	31

	rs11146233
	10
	134000962
	DPYSL4
	G
	A
	0.439
	0.011
	0.002
	9.4E-09
	1.34E-04
	33

	rs7950166
	11
	8642218
	TRIM66
	C
	T
	0.354
	-0.014
	0.002
	3E-12
	1.97E-04
	49

	rs11022766
	11
	13348249
	ARNTL
	T
	G
	0.641
	0.014
	0.002
	2.5E-11
	1.81E-04
	45

	rs1013402
	11
	27712381
	BDNF
	A
	G
	0.681
	-0.021
	0.002
	6E-24
	4.13E-04
	102

	rs34292685
	11
	64049021
	GPR137
	C
	T
	0.839
	0.018
	0.003
	1.6E-11
	1.84E-04
	45

	rs10896012
	11
	65278461
	SCYL1
	T
	C
	0.784
	-0.016
	0.002
	3.7E-11
	1.77E-04
	44

	rs3802858
	11
	115078492
	CADM1
	T
	C
	0.573
	0.012
	0.002
	1.1E-09
	1.51E-04
	37

	rs11218510
	11
	121922587
	BLID
	G
	A
	0.599
	0.011
	0.002
	2.9E-08
	1.25E-04
	31

	rs2512884
	11
	131467856
	NTM
	C
	A
	0.484
	-0.012
	0.002
	3.3E-10
	1.60E-04
	40

	rs11223204
	11
	132652554
	OPCML
	A
	G
	0.565
	-0.011
	0.002
	1.1E-08
	1.32E-04
	33

	rs12364470
	11
	134601012
	AP003062.1
	T
	G
	0.836
	-0.015
	0.003
	2.9E-08
	1.25E-04
	31

	rs55726687
	12
	991306
	WNK1
	G
	A
	0.789
	-0.015
	0.002
	1.3E-09
	1.49E-04
	37

	rs7976757
	12
	19207948
	PLEKHA5
	T
	C
	0.173
	-0.015
	0.003
	6.1E-09
	1.37E-04
	34

	rs7132908
	12
	50263148
	FAIM2
	G
	A
	0.616
	-0.019
	0.002
	8.2E-21
	3.55E-04
	88

	rs2292238
	12
	56493822
	ERBB3
	A
	C
	0.593
	0.012
	0.002
	1.3E-09
	1.50E-04
	37

	rs770082
	12
	89776485
	DUSP6
	G
	A
	0.563
	-0.013
	0.002
	2.1E-11
	1.82E-04
	45

	rs10849900
	12
	110974890
	PPTC7
	T
	C
	0.690
	0.012
	0.002
	1.6E-08
	1.29E-04
	32

	rs111828690
	12
	117576767
	FBXO21
	C
	T
	0.779
	-0.014
	0.002
	1E-08
	1.33E-04
	33

	rs181617194
	12
	122011598
	KDM2B
	T
	C
	0.959
	0.032
	0.005
	4.2E-09
	1.40E-04
	35

	rs3803005
	12
	123110654
	KNTC1
	T
	C
	0.270
	-0.017
	0.002
	3.6E-14
	2.33E-04
	57

	rs9579775
	13
	20616557
	ZMYM2
	A
	C
	0.864
	-0.019
	0.003
	1.4E-10
	1.67E-04
	41

	rs1933440
	13
	28676971
	FLT3
	A
	C
	0.837
	-0.015
	0.003
	1.2E-08
	1.32E-04
	33

	rs2761366
	13
	33011872
	N4BP2L2
	C
	T
	0.358
	-0.011
	0.002
	3.2E-08
	1.24E-04
	31

	rs9568867
	13
	54107352
	OLFM4
	G
	A
	0.871
	-0.019
	0.003
	6.8E-11
	1.73E-04
	43

	rs12866691
	13
	58623783
	PCDH17
	A
	T
	0.773
	0.016
	0.002
	3.9E-11
	1.77E-04
	44

	rs1576655
	13
	79587841
	RBM26
	A
	C
	0.404
	-0.012
	0.002
	2.4E-09
	1.45E-04
	36

	rs7331420
	13
	99236471
	STK24
	G
	A
	0.715
	0.012
	0.002
	4.8E-08
	1.21E-04
	30

	rs9522180
	13
	111970212
	TEX29
	C
	T
	0.447
	0.011
	0.002
	4.4E-08
	1.21E-04
	30

	rs10142359
	14
	73884540
	NUMB
	A
	G
	0.518
	-0.011
	0.002
	1.7E-08
	1.29E-04
	32

	rs8022132
	14
	79955864
	NRXN3
	A
	T
	0.697
	-0.015
	0.002
	1E-11
	1.88E-04
	46

	rs6575340
	14
	94023972
	UNC79
	G
	A
	0.365
	-0.015
	0.002
	1.1E-12
	2.05E-04
	51

	rs7145882
	14
	103255461
	TRAF3
	T
	C
	0.342
	0.012
	0.002
	6E-09
	1.37E-04
	34

	rs12891477
	14
	104332759
	PPP1R13B
	C
	T
	0.631
	-0.013
	0.002
	1.8E-10
	1.65E-04
	41

	rs1466276
	15
	52025950
	LYSMD2
	C
	G
	0.524
	0.011
	0.002
	1.9E-08
	1.28E-04
	32

	rs4776985
	15
	68123021
	SKOR1
	T
	G
	0.774
	0.020
	0.002
	8.9E-17
	2.81E-04
	69

	rs67962220
	15
	74188926
	TBC1D21
	T
	G
	0.831
	-0.015
	0.003
	9.8E-09
	1.33E-04
	33

	rs715724
	15
	80984293
	ABHD17C
	A
	G
	0.649
	0.012
	0.002
	1.4E-08
	1.30E-04
	32

	rs939624
	15
	99480551
	IGF1R
	C
	T
	0.538
	-0.012
	0.002
	4.7E-10
	1.57E-04
	39

	rs7200589
	16
	349331
	AXIN1
	G
	A
	0.727
	0.016
	0.002
	2E-12
	2.01E-04
	49

	rs879620
	16
	4015729
	ADCY9
	C
	T
	0.387
	-0.017
	0.002
	9.7E-18
	2.98E-04
	74

	rs57790054
	16
	20006986
	GPR139
	A
	G
	0.739
	-0.012
	0.002
	3.7E-08
	1.23E-04
	30

	rs11074452
	16
	20370168
	PDILT
	C
	G
	0.492
	0.015
	0.002
	8.3E-14
	2.26E-04
	56

	rs62031562
	16
	28609329
	SULT1A2
	A
	T
	0.626
	-0.018
	0.002
	1.3E-19
	3.33E-04
	82

	rs3814883
	16
	29994922
	TAOK2
	C
	T
	0.517
	-0.015
	0.002
	3.5E-14
	2.33E-04
	57

	rs34898535
	16
	31025641
	STX1B
	C
	T
	0.623
	0.019
	0.002
	2.8E-21
	3.64E-04
	90

	rs56094641
	16
	53806453
	FTO
	A
	G
	0.597
	-0.046
	0.002
	4.3E-114
	2.09E-03
	515

	rs3751859
	16
	81735012
	CMIP
	G
	A
	0.843
	0.017
	0.003
	2.4E-10
	1.63E-04
	40

	rs4790292
	17
	1824305
	RTN4RL1
	C
	A
	0.846
	0.017
	0.003
	1.8E-10
	1.65E-04
	41

	rs1914889
	17
	21267590
	KCNJ12
	G
	A
	0.547
	0.012
	0.002
	7.8E-10
	1.53E-04
	38

	rs2306593
	17
	34866546
	MYO19
	C
	T
	0.510
	0.011
	0.002
	7.2E-09
	1.36E-04
	33

	rs11079849
	17
	47090785
	IGF2BP1
	C
	T
	0.671
	0.013
	0.002
	1.6E-09
	1.48E-04
	36

	rs77706698
	17
	65953348
	BPTF
	G
	A
	0.868
	-0.017
	0.003
	4.2E-09
	1.40E-04
	35

	rs2619976
	17
	71754545
	SDK2
	C
	T
	0.587
	-0.012
	0.002
	5.4E-09
	1.38E-04
	34

	rs11150745
	17
	78757626
	RPTOR
	A
	G
	0.682
	0.014
	0.002
	1.5E-11
	1.85E-04
	46

	rs891386
	18
	21103971
	NPC1
	T
	G
	0.542
	0.012
	0.002
	3.4E-09
	1.42E-04
	35

	rs11660335
	18
	22154235
	HRH4
	T
	C
	0.810
	0.016
	0.003
	2.5E-10
	1.62E-04
	40

	rs784257
	18
	53397199
	TCF4
	T
	C
	0.188
	-0.014
	0.003
	2.9E-08
	1.25E-04
	31

	rs66922415
	18
	57848651
	MC4R
	A
	G
	0.767
	-0.039
	0.002
	7.4E-62
	1.12E-03
	275

	rs17066856
	18
	58049656
	MC4R
	T
	C
	0.909
	0.028
	0.003
	2.9E-16
	2.71E-04
	67

	rs9962947
	18
	72903636
	ZADH2
	C
	T
	0.362
	-0.011
	0.002
	4.6E-08
	1.21E-04
	30

	rs12974664
	19
	1856186
	KLF16
	G
	A
	0.464
	-0.012
	0.002
	6E-10
	1.55E-04
	38

	rs350832
	19
	4069426
	ZBTB7A
	G
	A
	0.229
	-0.014
	0.002
	6.5E-09
	1.37E-04
	34

	rs12986231
	19
	18469017
	PGPEP1
	T
	C
	0.732
	0.015
	0.002
	6.2E-11
	1.73E-04
	43

	rs10404726
	19
	18834514
	CRTC1
	C
	T
	0.534
	0.014
	0.002
	2.5E-12
	1.99E-04
	49

	rs56212061
	19
	19394640
	SUGP1
	C
	T
	0.849
	0.015
	0.003
	3.9E-08
	1.23E-04
	30

	rs111640872
	19
	30290357
	CCNE1
	G
	C
	0.669
	-0.013
	0.002
	1.8E-09
	1.47E-04
	36

	rs11880064
	19
	33964181
	PEPD
	T
	C
	0.636
	-0.011
	0.002
	4.8E-08
	1.21E-04
	30

	rs429358
	19
	45411941
	APOE
	T
	C
	0.846
	0.018
	0.003
	1.4E-10
	1.67E-04
	41

	rs12971645
	19
	45807945
	MARK4
	G
	A
	0.725
	0.012
	0.002
	4.3E-08
	1.22E-04
	30

	rs1800437
	19
	46181392
	GIPR
	G
	C
	0.805
	0.023
	0.002
	1.8E-20
	3.49E-04
	86

	rs3810291
	19
	47569003
	ZC3H4
	G
	A
	0.324
	-0.015
	0.002
	4.7E-13
	2.12E-04
	52

	rs8124896
	20
	21385659
	NKX2-4
	T
	C
	0.899
	-0.020
	0.003
	6.9E-10
	1.54E-04
	38

	rs116948922
	20
	25534854
	NINL
	C
	T
	0.967
	0.034
	0.006
	1.5E-09
	1.48E-04
	37

	rs34966255
	20
	51193862
	ZFP64
	T
	C
	0.808
	0.016
	0.003
	6.2E-11
	1.73E-04
	43

	rs915814
	21
	46493003
	AP001579.1
	G
	A
	0.761
	0.013
	0.002
	1.5E-08
	1.30E-04
	32

	rs400997
	21
	46564154
	ADARB1
	T
	A
	0.441
	-0.014
	0.002
	8E-13
	2.08E-04
	51

	rs738140
	22
	41884954
	ACO2
	A
	G
	0.689
	0.012
	0.002
	1.80E-08
	1.28E-04
	32

	Abbreviations: Chr Chromosome; EA effect allele; EAF effect allele frequency; OA other allele; SE standard error





	Supplementary table 2: Summary information on colorectal cancer risk for the SNPs used in the analysis

	Early life body size SNPs (overall)

	SNP
	EA
	OA
	beta_ca
	se_ca
	beta_co
	se_co
	beta_prox
	se_prox
	beta_dist
	se_dist
	beta_re
	se_re

	rs2229330
	T
	G
	-0.018
	0.021
	-0.024
	0.025
	-0.029
	0.031
	-0.019
	0.032
	-0.019
	0.033

	rs2175171
	G
	C
	0.005
	0.010
	0.000
	0.012
	-0.001
	0.015
	-0.006
	0.015
	-0.001
	0.015

	rs6577497
	A
	T
	-0.007
	0.010
	-0.004
	0.012
	0.009
	0.015
	-0.012
	0.016
	-0.014
	0.016

	rs12045879
	C
	T
	-0.018
	0.010
	-0.014
	0.013
	-0.014
	0.016
	-0.012
	0.016
	-0.014
	0.016

	rs212517
	T
	A
	0.009
	0.010
	0.003
	0.012
	0.013
	0.015
	-0.019
	0.015
	0.011
	0.015

	rs2356864
	G
	A
	0.009
	0.010
	0.022
	0.012
	0.035
	0.015
	0.014
	0.015
	-0.003
	0.015

	rs630602
	G
	C
	-0.004
	0.010
	-0.014
	0.012
	-0.007
	0.015
	-0.017
	0.016
	0.015
	0.016

	rs12140153
	G
	T
	0.015
	0.019
	0.026
	0.022
	0.041
	0.028
	-0.003
	0.029
	-0.024
	0.029

	rs2767486
	A
	G
	-0.013
	0.012
	-0.016
	0.014
	-0.004
	0.018
	-0.029
	0.018
	-0.022
	0.019

	rs7522014
	A
	G
	-0.008
	0.011
	0.007
	0.013
	-0.011
	0.016
	0.025
	0.016
	-0.015
	0.016

	rs2755253
	C
	T
	0.033
	0.011
	0.029
	0.013
	0.026
	0.016
	0.038
	0.017
	0.042
	0.017

	rs11209943
	A
	G
	0.017
	0.010
	0.011
	0.012
	0.009
	0.015
	0.005
	0.016
	0.035
	0.016

	rs12042908
	A
	G
	0.001
	0.010
	0.011
	0.012
	0.010
	0.015
	0.019
	0.015
	0.006
	0.015

	rs34517439
	C
	A
	-0.007
	0.017
	-0.016
	0.020
	-0.011
	0.025
	-0.023
	0.026
	-0.015
	0.026

	rs11165687
	C
	T
	-0.014
	0.010
	-0.016
	0.012
	-0.006
	0.015
	-0.024
	0.015
	-0.015
	0.015

	rs7550711
	C
	T
	0.003
	0.029
	-0.012
	0.034
	-0.014
	0.044
	-0.004
	0.045
	-0.004
	0.044

	rs3013431
	C
	T
	-0.008
	0.010
	-0.003
	0.012
	-0.020
	0.015
	0.013
	0.015
	-0.031
	0.016

	rs12132598
	A
	G
	-0.017
	0.010
	-0.015
	0.012
	-0.005
	0.015
	-0.021
	0.016
	-0.028
	0.016

	rs7536458
	T
	G
	0.031
	0.011
	0.030
	0.013
	0.042
	0.017
	0.012
	0.017
	0.042
	0.017

	rs11205303
	T
	C
	0.011
	0.010
	0.031
	0.012
	0.017
	0.016
	0.037
	0.016
	0.004
	0.016

	rs35588936
	C
	T
	-0.005
	0.019
	-0.002
	0.022
	0.021
	0.028
	-0.026
	0.028
	0.016
	0.029

	rs12748436
	C
	G
	-0.027
	0.018
	-0.006
	0.021
	-0.030
	0.027
	0.007
	0.028
	-0.030
	0.028

	rs543874
	A
	G
	-0.003
	0.012
	0.002
	0.015
	-0.005
	0.019
	0.006
	0.019
	0.002
	0.019

	rs78444298
	G
	A
	0.014
	0.042
	0.038
	0.050
	0.072
	0.063
	0.008
	0.065
	-0.009
	0.065

	rs4074404
	T
	A
	-0.018
	0.013
	-0.015
	0.016
	-0.014
	0.020
	-0.019
	0.020
	-0.025
	0.020

	rs16839832
	G
	T
	0.014
	0.018
	0.009
	0.022
	-0.005
	0.027
	0.029
	0.029
	0.001
	0.029

	rs9438393
	A
	G
	0.033
	0.010
	0.033
	0.012
	0.021
	0.015
	0.043
	0.015
	0.040
	0.015

	rs7354849
	A
	G
	-0.009
	0.010
	-0.005
	0.012
	-0.003
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	rs9610387
	G
	A
	0.011
	0.018
	0.015
	0.021
	0.040
	0.027
	-0.007
	0.028
	-0.006
	0.028

	rs6001872
	A
	G
	0.017
	0.010
	0.008
	0.012
	0.004
	0.015
	0.012
	0.016
	0.021
	0.016

	rs9611560
	T
	C
	-0.018
	0.011
	-0.023
	0.014
	-0.022
	0.017
	-0.015
	0.018
	-0.032
	0.018

	Early life body size SNPs (men only)

	SNP
	EA
	OA
	beta_ca
	se_ca
	beta_co
	se_co
	beta_prox
	se_prox
	beta_dist
	se_dist
	beta_re
	se_re

	rs12140153
	G
	T
	0.000
	0.026
	0.012
	0.032
	-0.008
	0.041
	0.027
	0.040
	-0.034
	0.038

	rs2012697
	T
	C
	0.025
	0.014
	0.023
	0.017
	0.008
	0.022
	0.023
	0.022
	0.033
	0.021

	rs4650277
	A
	G
	0.010
	0.014
	0.023
	0.017
	0.028
	0.022
	0.022
	0.021
	0.016
	0.021

	rs7550711
	C
	T
	0.002
	0.040
	-0.025
	0.049
	-0.008
	0.063
	0.008
	0.062
	-0.030
	0.059

	rs539515
	A
	C
	0.013
	0.017
	0.000
	0.022
	-0.024
	0.028
	0.009
	0.027
	0.031
	0.026

	rs78444298
	G
	A
	-0.004
	0.060
	0.023
	0.073
	0.055
	0.095
	0.037
	0.093
	0.009
	0.090

	rs1772143
	T
	A
	0.036
	0.014
	0.041
	0.017
	0.028
	0.022
	0.049
	0.021
	0.032
	0.021

	rs77165542
	C
	T
	0.033
	0.043
	0.007
	0.051
	0.046
	0.067
	-0.015
	0.065
	0.051
	0.065

	rs6749422
	C
	G
	0.002
	0.014
	-0.016
	0.017
	-0.030
	0.021
	-0.008
	0.021
	0.001
	0.020

	rs2862874
	G
	T
	0.033
	0.014
	0.028
	0.017
	0.001
	0.022
	0.052
	0.021
	0.019
	0.021

	rs10496885
	G
	A
	-0.007
	0.018
	0.021
	0.022
	0.058
	0.028
	-0.011
	0.027
	-0.013
	0.026

	rs115319174
	G
	C
	-0.023
	0.031
	-0.018
	0.037
	0.007
	0.048
	-0.022
	0.046
	-0.046
	0.045

	rs9880272
	T
	G
	0.007
	0.016
	0.016
	0.019
	0.013
	0.025
	0.021
	0.024
	0.011
	0.024

	rs34722008
	G
	A
	-0.017
	0.015
	-0.006
	0.018
	0.007
	0.023
	-0.007
	0.023
	-0.001
	0.022

	rs10938398
	G
	A
	0.017
	0.014
	0.014
	0.017
	0.015
	0.022
	0.014
	0.021
	0.013
	0.020

	rs13107325
	C
	T
	-0.009
	0.026
	-0.003
	0.032
	-0.012
	0.040
	-0.009
	0.039
	0.000
	0.039

	rs3212519
	A
	G
	-0.010
	0.026
	-0.028
	0.032
	-0.018
	0.041
	-0.051
	0.039
	0.025
	0.039

	rs75577466
	G
	C
	0.003
	0.019
	0.017
	0.023
	0.014
	0.029
	0.029
	0.028
	-0.034
	0.027

	rs25842
	C
	T
	0.001
	0.015
	0.003
	0.019
	-0.004
	0.024
	0.000
	0.024
	-0.011
	0.023

	rs55654862
	A
	G
	-0.015
	0.017
	-0.007
	0.020
	0.034
	0.026
	-0.052
	0.025
	-0.021
	0.024

	rs4958361
	C
	G
	0.001
	0.014
	0.010
	0.017
	0.015
	0.021
	0.002
	0.021
	-0.004
	0.020

	rs2240071
	C
	G
	-0.012
	0.016
	-0.013
	0.020
	-0.012
	0.025
	-0.019
	0.025
	0.001
	0.024

	rs62405422
	T
	C
	0.005
	0.017
	0.006
	0.021
	0.018
	0.028
	-0.006
	0.027
	0.005
	0.026

	rs1775255
	G
	T
	-0.030
	0.014
	-0.029
	0.017
	-0.027
	0.022
	-0.030
	0.021
	-0.025
	0.020

	rs115597956
	G
	A
	0.043
	0.026
	0.049
	0.034
	0.064
	0.043
	0.045
	0.042
	0.075
	0.042

	rs12110721
	G
	A
	-0.049
	0.019
	-0.050
	0.023
	-0.068
	0.030
	-0.034
	0.029
	-0.062
	0.028

	rs2693560
	A
	G
	0.015
	0.014
	0.007
	0.018
	0.018
	0.023
	0.005
	0.022
	0.016
	0.021

	rs1452991
	G
	A
	0.003
	0.014
	-0.009
	0.017
	-0.011
	0.022
	-0.005
	0.022
	0.006
	0.021

	rs16120
	A
	G
	0.002
	0.014
	0.017
	0.017
	0.032
	0.021
	0.012
	0.021
	-0.010
	0.020

	rs7796922
	A
	G
	-0.006
	0.024
	-0.011
	0.029
	-0.011
	0.038
	-0.002
	0.037
	0.011
	0.036

	rs2979139
	A
	G
	-0.016
	0.015
	-0.019
	0.018
	-0.031
	0.024
	-0.014
	0.023
	-0.016
	0.022

	rs12674871
	C
	T
	0.003
	0.017
	-0.012
	0.022
	-0.011
	0.028
	-0.006
	0.027
	0.026
	0.027

	rs10504620
	T
	C
	0.008
	0.015
	-0.009
	0.018
	-0.010
	0.024
	-0.011
	0.023
	0.036
	0.022

	rs10968101
	G
	A
	-0.014
	0.014
	-0.025
	0.017
	-0.029
	0.022
	-0.016
	0.021
	-0.007
	0.021

	rs11790060
	T
	C
	0.015
	0.014
	0.008
	0.018
	0.030
	0.023
	-0.009
	0.022
	-0.006
	0.022

	rs41310284
	C
	A
	-0.002
	0.024
	-0.002
	0.029
	0.001
	0.038
	-0.010
	0.037
	0.005
	0.036

	rs11030102
	C
	G
	0.022
	0.016
	0.023
	0.020
	0.007
	0.025
	0.026
	0.025
	0.018
	0.024

	rs3817334
	C
	T
	-0.016
	0.014
	-0.007
	0.017
	-0.010
	0.022
	-0.013
	0.021
	-0.013
	0.021

	rs10896348
	T
	C
	-0.008
	0.015
	-0.011
	0.019
	-0.033
	0.024
	0.016
	0.024
	-0.019
	0.023

	rs11218734
	A
	G
	0.003
	0.016
	0.006
	0.020
	0.031
	0.025
	-0.013
	0.025
	0.003
	0.024

	rs7978659
	G
	T
	0.021
	0.015
	0.024
	0.018
	0.048
	0.023
	0.003
	0.022
	0.030
	0.022

	rs7132908
	G
	A
	0.001
	0.014
	0.005
	0.017
	0.006
	0.022
	0.004
	0.022
	0.018
	0.021

	rs7306710
	T
	C
	-0.010
	0.014
	-0.005
	0.017
	-0.032
	0.022
	0.023
	0.021
	-0.016
	0.021

	rs7316962
	A
	G
	0.006
	0.014
	0.002
	0.017
	0.005
	0.022
	-0.005
	0.021
	0.022
	0.020

	rs9568868
	G
	T
	0.009
	0.020
	0.039
	0.025
	0.063
	0.032
	0.014
	0.031
	-0.007
	0.030

	rs1576655
	A
	C
	-0.018
	0.014
	-0.016
	0.018
	-0.014
	0.023
	-0.021
	0.022
	-0.018
	0.021

	rs61978655
	G
	A
	-0.022
	0.036
	-0.037
	0.051
	-0.054
	0.066
	-0.037
	0.066
	-0.015
	0.066

	rs2143975
	C
	G
	0.021
	0.014
	0.033
	0.020
	0.042
	0.025
	0.025
	0.025
	0.037
	0.025

	rs7159126
	T
	C
	-0.002
	0.015
	-0.003
	0.018
	0.015
	0.024
	-0.023
	0.023
	-0.017
	0.022

	rs3784710
	T
	C
	0.063
	0.016
	0.061
	0.020
	0.074
	0.025
	0.061
	0.025
	0.022
	0.024

	rs7190603
	T
	C
	-0.015
	0.020
	-0.006
	0.024
	0.016
	0.031
	-0.024
	0.030
	-0.017
	0.029

	rs56094641
	A
	G
	0.001
	0.014
	0.002
	0.017
	-0.005
	0.022
	0.010
	0.021
	0.003
	0.020

	rs17637472
	G
	A
	0.006
	0.014
	0.008
	0.017
	0.002
	0.022
	0.022
	0.021
	0.006
	0.021

	rs2250081
	G
	A
	-0.032
	0.014
	-0.037
	0.017
	-0.032
	0.022
	-0.043
	0.022
	-0.032
	0.021

	rs7239114
	G
	A
	-0.014
	0.014
	-0.017
	0.017
	-0.016
	0.022
	-0.014
	0.021
	-0.001
	0.021

	rs3764516
	A
	C
	0.002
	0.016
	-0.002
	0.020
	-0.004
	0.026
	-0.009
	0.025
	-0.019
	0.025

	rs663129
	G
	A
	-0.019
	0.016
	-0.020
	0.020
	-0.021
	0.025
	-0.012
	0.025
	-0.018
	0.024

	rs1532127
	G
	A
	0.020
	0.015
	0.027
	0.018
	0.017
	0.023
	0.044
	0.023
	0.012
	0.022

	rs1321434
	A
	G
	0.050
	0.014
	0.055
	0.017
	0.032
	0.022
	0.075
	0.021
	0.058
	0.021

	rs73898513
	C
	T
	0.052
	0.022
	0.058
	0.027
	0.060
	0.034
	0.074
	0.034
	0.063
	0.032

	Early life body size SNPs (women only)

	SNP
	EA
	OA
	beta_ca
	se_ca
	beta_co
	se_co
	beta_prox
	se_prox
	beta_dist
	se_dist
	beta_re
	se_re

	rs212540
	C
	T
	0.004
	0.014
	0.005
	0.016
	0.016
	0.020
	-0.024
	0.022
	-0.005
	0.023

	rs582220
	A
	G
	0.002
	0.014
	-0.007
	0.016
	0.001
	0.020
	-0.018
	0.022
	0.034
	0.023

	rs12140153
	G
	T
	0.028
	0.027
	0.038
	0.031
	0.080
	0.039
	-0.038
	0.042
	-0.026
	0.044

	rs2767486
	A
	G
	0.005
	0.017
	0.011
	0.020
	0.013
	0.024
	0.021
	0.027
	0.008
	0.028

	rs7522014
	A
	G
	-0.009
	0.015
	0.008
	0.018
	0.002
	0.022
	0.017
	0.024
	-0.035
	0.025

	rs11209943
	A
	G
	0.006
	0.014
	-0.003
	0.017
	0.009
	0.020
	-0.019
	0.023
	0.023
	0.024

	rs12042908
	A
	G
	-0.010
	0.014
	-0.001
	0.016
	-0.003
	0.020
	0.011
	0.022
	-0.006
	0.023

	rs41279738
	T
	G
	0.002
	0.042
	0.002
	0.049
	-0.015
	0.060
	-0.020
	0.066
	0.029
	0.069

	rs543874
	A
	G
	-0.017
	0.017
	0.003
	0.021
	0.006
	0.025
	0.007
	0.028
	-0.038
	0.029

	rs10798139
	C
	T
	0.010
	0.016
	0.010
	0.020
	-0.008
	0.024
	0.024
	0.027
	-0.014
	0.028

	rs815339
	T
	A
	0.006
	0.014
	0.011
	0.016
	0.005
	0.020
	0.023
	0.022
	-0.002
	0.023

	rs4971239
	G
	A
	-0.001
	0.022
	-0.009
	0.027
	-0.017
	0.033
	0.019
	0.037
	0.021
	0.038

	rs62106258
	T
	C
	0.041
	0.036
	0.060
	0.042
	0.027
	0.051
	0.121
	0.058
	0.000
	0.059

	rs12992672
	G
	A
	-0.008
	0.018
	-0.006
	0.021
	-0.030
	0.026
	0.023
	0.028
	0.001
	0.030

	rs6738433
	G
	C
	-0.020
	0.014
	-0.017
	0.016
	-0.019
	0.020
	-0.023
	0.022
	-0.031
	0.023

	rs146910503
	G
	A
	0.119
	0.053
	0.114
	0.062
	0.103
	0.076
	0.114
	0.086
	-0.010
	0.085

	rs1446725
	T
	G
	-0.007
	0.014
	-0.019
	0.016
	-0.039
	0.020
	-0.005
	0.022
	0.020
	0.023

	rs1483153
	C
	T
	0.018
	0.016
	0.027
	0.020
	0.010
	0.024
	0.057
	0.026
	0.037
	0.028

	rs55959207
	A
	C
	0.031
	0.014
	0.052
	0.017
	0.032
	0.020
	0.068
	0.023
	0.016
	0.024

	rs17464221
	C
	T
	0.009
	0.015
	0.001
	0.017
	0.017
	0.021
	-0.011
	0.024
	0.018
	0.025

	rs115319174
	G
	C
	-0.017
	0.031
	-0.001
	0.036
	0.031
	0.044
	-0.053
	0.048
	-0.024
	0.051

	rs2594989
	C
	T
	0.003
	0.018
	-0.002
	0.021
	-0.006
	0.026
	-0.005
	0.028
	0.030
	0.029

	rs754635
	C
	G
	0.004
	0.021
	-0.007
	0.026
	-0.020
	0.031
	0.001
	0.035
	0.018
	0.036

	rs2034963
	G
	C
	0.018
	0.015
	0.022
	0.017
	0.009
	0.021
	0.039
	0.023
	0.031
	0.025

	rs2629881
	C
	T
	0.005
	0.017
	-0.003
	0.020
	-0.012
	0.025
	0.002
	0.028
	-0.014
	0.029

	rs79569013
	T
	G
	-0.009
	0.020
	-0.016
	0.023
	-0.012
	0.028
	-0.024
	0.031
	0.011
	0.033

	rs818219
	T
	C
	-0.017
	0.014
	-0.018
	0.016
	0.000
	0.020
	-0.035
	0.022
	0.028
	0.023

	rs2735556
	T
	C
	-0.031
	0.023
	-0.025
	0.027
	0.001
	0.033
	-0.060
	0.036
	-0.019
	0.039

	rs1199328
	G
	A
	0.029
	0.017
	0.046
	0.020
	0.040
	0.024
	0.050
	0.027
	-0.031
	0.029

	rs76152047
	A
	G
	-0.025
	0.026
	-0.024
	0.033
	-0.077
	0.039
	0.051
	0.045
	-0.081
	0.046

	rs7656673
	A
	G
	0.000
	0.014
	-0.001
	0.017
	0.006
	0.020
	-0.010
	0.022
	-0.017
	0.023

	rs12641981
	C
	T
	-0.019
	0.014
	-0.025
	0.016
	-0.027
	0.020
	-0.013
	0.022
	-0.011
	0.023

	rs1349641
	T
	G
	-0.003
	0.014
	-0.020
	0.017
	-0.030
	0.020
	-0.015
	0.022
	0.024
	0.023

	rs7377083
	C
	A
	0.014
	0.014
	0.005
	0.017
	-0.002
	0.021
	0.016
	0.023
	0.027
	0.024

	rs3936511
	A
	G
	-0.035
	0.018
	-0.049
	0.021
	-0.023
	0.025
	-0.072
	0.027
	0.006
	0.029

	rs10050620
	C
	T
	0.002
	0.014
	0.003
	0.017
	0.000
	0.021
	0.004
	0.023
	0.014
	0.024

	rs13190020
	G
	A
	-0.012
	0.015
	-0.028
	0.017
	-0.016
	0.021
	-0.047
	0.023
	-0.033
	0.024

	rs9293494
	T
	G
	-0.037
	0.016
	-0.039
	0.019
	-0.045
	0.023
	-0.036
	0.025
	-0.025
	0.026

	rs4235642
	A
	G
	0.021
	0.014
	0.020
	0.017
	0.031
	0.020
	0.015
	0.022
	0.016
	0.024

	rs6860760
	A
	G
	-0.003
	0.014
	-0.007
	0.016
	-0.020
	0.020
	0.012
	0.022
	-0.017
	0.023

	rs815610
	C
	G
	0.015
	0.014
	0.021
	0.016
	0.011
	0.020
	0.015
	0.022
	-0.028
	0.023

	rs12214497
	G
	T
	0.016
	0.014
	0.025
	0.017
	0.038
	0.021
	-0.008
	0.023
	-0.015
	0.024

	rs75782365
	T
	G
	-0.092
	0.026
	-0.094
	0.031
	-0.142
	0.037
	-0.034
	0.042
	-0.119
	0.043

	rs34196306
	G
	C
	-0.083
	0.027
	-0.084
	0.031
	-0.140
	0.037
	-0.014
	0.042
	-0.103
	0.043

	rs3749971
	G
	A
	-0.093
	0.024
	-0.091
	0.028
	-0.133
	0.034
	-0.043
	0.038
	-0.112
	0.039

	rs3131934
	T
	C
	-0.031
	0.020
	-0.048
	0.023
	-0.062
	0.028
	-0.027
	0.032
	-0.088
	0.033

	rs9268235
	C
	T
	-0.043
	0.023
	-0.041
	0.027
	-0.055
	0.033
	-0.021
	0.037
	-0.107
	0.038

	rs141127771
	G
	A
	-0.035
	0.025
	-0.017
	0.030
	0.001
	0.037
	-0.048
	0.040
	-0.027
	0.041

	rs3798544
	G
	A
	-0.003
	0.019
	-0.014
	0.023
	0.004
	0.028
	-0.035
	0.031
	0.012
	0.033

	rs2206277
	C
	T
	0.019
	0.017
	0.012
	0.021
	0.026
	0.026
	-0.002
	0.028
	0.060
	0.030

	rs1775255
	G
	T
	0.005
	0.014
	0.005
	0.016
	-0.001
	0.020
	0.020
	0.022
	0.007
	0.023

	rs12110721
	G
	A
	-0.008
	0.019
	-0.033
	0.022
	-0.053
	0.027
	0.001
	0.030
	0.014
	0.032

	rs34260097
	T
	G
	-0.031
	0.016
	-0.035
	0.019
	-0.035
	0.024
	-0.045
	0.026
	-0.017
	0.027

	rs7759938
	C
	T
	0.014
	0.015
	0.010
	0.017
	0.010
	0.021
	0.017
	0.023
	-0.002
	0.025

	rs796915
	C
	G
	0.021
	0.015
	0.023
	0.017
	0.016
	0.021
	0.031
	0.023
	0.028
	0.025

	rs62425122
	G
	A
	-0.022
	0.015
	-0.039
	0.018
	-0.037
	0.022
	-0.048
	0.024
	-0.051
	0.025

	rs983949
	T
	G
	0.009
	0.015
	0.006
	0.018
	-0.002
	0.022
	0.013
	0.024
	0.035
	0.025

	rs7808296
	C
	T
	-0.013
	0.015
	-0.017
	0.017
	-0.008
	0.021
	-0.042
	0.024
	-0.055
	0.025

	rs6979832
	A
	G
	-0.006
	0.014
	-0.016
	0.016
	-0.029
	0.020
	-0.006
	0.022
	0.023
	0.023

	rs13233916
	C
	G
	0.024
	0.025
	0.019
	0.031
	0.021
	0.038
	0.032
	0.043
	0.096
	0.045

	rs7005216
	G
	C
	0.019
	0.015
	-0.001
	0.017
	-0.030
	0.021
	0.045
	0.024
	0.041
	0.025

	rs351776
	A
	C
	-0.034
	0.014
	-0.043
	0.016
	-0.050
	0.020
	-0.046
	0.022
	-0.065
	0.023

	rs62515439
	C
	T
	-0.006
	0.014
	0.007
	0.017
	-0.008
	0.021
	0.033
	0.023
	-0.014
	0.024

	rs13254613
	A
	C
	0.011
	0.014
	0.043
	0.017
	0.065
	0.021
	0.021
	0.023
	0.000
	0.024

	rs2126474
	G
	T
	0.006
	0.014
	0.009
	0.016
	0.021
	0.020
	-0.011
	0.022
	0.026
	0.023

	rs10821163
	G
	C
	0.009
	0.014
	0.021
	0.017
	0.062
	0.021
	-0.025
	0.023
	-0.023
	0.024

	rs957512
	T
	C
	0.003
	0.014
	0.013
	0.017
	0.004
	0.021
	0.019
	0.023
	-0.011
	0.024

	rs2275241
	G
	A
	-0.013
	0.015
	-0.017
	0.017
	-0.012
	0.021
	-0.023
	0.023
	0.003
	0.024

	rs7084503
	T
	C
	0.025
	0.014
	0.018
	0.016
	0.001
	0.020
	0.043
	0.022
	0.048
	0.023

	rs76971642
	T
	C
	0.034
	0.033
	0.053
	0.039
	0.078
	0.048
	0.022
	0.053
	0.039
	0.055

	rs962369
	T
	C
	0.005
	0.015
	-0.010
	0.018
	-0.013
	0.022
	-0.015
	0.024
	0.028
	0.026

	rs661878
	A
	G
	-0.012
	0.019
	-0.014
	0.023
	-0.018
	0.028
	-0.008
	0.031
	-0.013
	0.033

	rs11039307
	C
	T
	0.002
	0.014
	0.001
	0.016
	-0.011
	0.020
	0.011
	0.022
	0.001
	0.023

	rs678653
	C
	G
	-0.011
	0.015
	-0.009
	0.017
	0.003
	0.021
	-0.021
	0.023
	-0.013
	0.024

	rs11215403
	G
	A
	-0.045
	0.016
	-0.032
	0.019
	-0.026
	0.024
	-0.023
	0.026
	-0.061
	0.027

	rs11611246
	G
	T
	-0.017
	0.017
	-0.028
	0.020
	-0.043
	0.025
	-0.004
	0.027
	0.040
	0.029

	rs2187642
	A
	C
	0.012
	0.014
	0.030
	0.017
	0.027
	0.021
	0.036
	0.023
	0.010
	0.024

	rs10876457
	G
	A
	0.004
	0.017
	0.016
	0.019
	0.014
	0.024
	0.016
	0.026
	-0.005
	0.027

	rs10783302
	G
	T
	0.052
	0.014
	0.046
	0.017
	0.037
	0.021
	0.062
	0.023
	0.038
	0.024

	rs7132908
	G
	A
	-0.021
	0.014
	-0.015
	0.017
	0.001
	0.021
	-0.032
	0.023
	-0.033
	0.024

	rs76919525
	T
	A
	-0.047
	0.015
	-0.039
	0.017
	-0.035
	0.021
	-0.045
	0.023
	-0.071
	0.025

	rs78607331
	C
	T
	-0.016
	0.041
	-0.008
	0.048
	-0.041
	0.058
	0.028
	0.065
	-0.028
	0.066

	rs10784514
	C
	T
	0.020
	0.016
	0.022
	0.018
	0.022
	0.023
	0.038
	0.025
	0.033
	0.026

	rs2364232
	A
	C
	0.005
	0.016
	-0.015
	0.018
	0.010
	0.023
	-0.039
	0.025
	0.020
	0.026

	rs12309017
	G
	T
	-0.016
	0.016
	-0.023
	0.019
	-0.054
	0.023
	0.011
	0.026
	0.015
	0.027

	rs11111647
	G
	A
	-0.007
	0.017
	-0.018
	0.020
	-0.016
	0.025
	-0.020
	0.027
	0.000
	0.029

	rs7305424
	A
	T
	0.018
	0.014
	0.029
	0.017
	0.014
	0.021
	0.043
	0.023
	-0.012
	0.024

	rs35202265
	C
	T
	0.010
	0.014
	0.003
	0.017
	0.020
	0.021
	-0.008
	0.023
	0.045
	0.024

	rs9551428
	C
	T
	-0.026
	0.014
	-0.020
	0.016
	-0.009
	0.020
	-0.032
	0.022
	-0.017
	0.023

	rs1336486
	T
	G
	0.015
	0.014
	0.015
	0.017
	0.002
	0.021
	0.028
	0.023
	0.024
	0.025

	rs4477562
	C
	T
	0.003
	0.020
	-0.007
	0.024
	-0.017
	0.029
	-0.002
	0.032
	0.049
	0.034

	rs9317002
	C
	A
	-0.009
	0.014
	-0.008
	0.016
	0.002
	0.020
	-0.023
	0.022
	-0.006
	0.023

	rs58681688
	C
	G
	-0.017
	0.017
	-0.025
	0.021
	-0.015
	0.026
	-0.037
	0.028
	-0.039
	0.030

	rs9540493
	A
	G
	0.019
	0.014
	0.017
	0.016
	0.020
	0.020
	0.012
	0.022
	0.050
	0.023

	rs1576655
	A
	C
	-0.017
	0.014
	-0.026
	0.017
	-0.025
	0.021
	-0.025
	0.023
	0.006
	0.024

	rs61980008
	G
	A
	-0.032
	0.036
	0.011
	0.051
	0.048
	0.062
	-0.030
	0.067
	0.008
	0.073

	rs1865719
	A
	G
	0.006
	0.014
	0.006
	0.018
	0.025
	0.024
	0.017
	0.027
	0.059
	0.029

	rs8030456
	C
	T
	0.030
	0.016
	0.039
	0.019
	0.052
	0.023
	0.006
	0.026
	0.001
	0.027

	rs4932430
	A
	C
	0.016
	0.014
	0.015
	0.017
	0.026
	0.020
	0.005
	0.023
	0.004
	0.024

	rs2970356
	C
	G
	0.002
	0.015
	-0.006
	0.018
	0.008
	0.022
	-0.010
	0.025
	0.019
	0.026

	rs72755233
	G
	A
	0.020
	0.026
	0.017
	0.030
	0.002
	0.037
	0.041
	0.042
	0.014
	0.043

	rs2531991
	G
	A
	-0.026
	0.016
	-0.024
	0.019
	-0.015
	0.023
	-0.043
	0.025
	-0.040
	0.026

	rs148965598
	A
	G
	-0.015
	0.021
	-0.036
	0.024
	-0.014
	0.030
	-0.066
	0.033
	0.033
	0.035

	rs4432271
	C
	T
	-0.018
	0.020
	0.000
	0.024
	-0.004
	0.029
	0.023
	0.032
	0.007
	0.034

	rs7189927
	T
	C
	0.012
	0.015
	0.019
	0.017
	0.027
	0.021
	0.009
	0.023
	0.010
	0.024

	rs4889630
	T
	C
	0.049
	0.017
	0.045
	0.020
	0.049
	0.024
	0.034
	0.027
	0.031
	0.028

	rs1421085
	T
	C
	0.005
	0.014
	-0.011
	0.016
	0.003
	0.020
	-0.032
	0.022
	0.017
	0.023

	rs11863799
	C
	T
	-0.001
	0.015
	-0.016
	0.017
	-0.003
	0.021
	-0.036
	0.023
	0.003
	0.024

	rs34229857
	C
	T
	-0.046
	0.045
	-0.002
	0.052
	-0.024
	0.063
	0.023
	0.072
	-0.136
	0.070

	rs11642090
	T
	C
	-0.001
	0.014
	0.005
	0.017
	0.012
	0.021
	0.003
	0.023
	-0.008
	0.024

	rs242922
	A
	C
	0.009
	0.014
	0.011
	0.017
	-0.013
	0.021
	0.031
	0.023
	-0.004
	0.024

	rs999493
	G
	A
	0.008
	0.014
	0.017
	0.016
	0.026
	0.020
	0.016
	0.022
	0.009
	0.023

	rs12185242
	A
	C
	0.029
	0.014
	0.029
	0.016
	0.022
	0.020
	0.043
	0.022
	0.025
	0.023

	rs11150745
	A
	G
	-0.022
	0.015
	-0.020
	0.017
	-0.008
	0.021
	-0.032
	0.023
	-0.018
	0.025

	rs1013737
	G
	C
	0.020
	0.014
	0.014
	0.016
	0.044
	0.020
	-0.030
	0.022
	0.000
	0.023

	rs303753
	G
	A
	0.001
	0.015
	-0.005
	0.017
	-0.006
	0.021
	-0.008
	0.023
	0.007
	0.024

	rs7239114
	G
	A
	0.010
	0.014
	0.001
	0.016
	-0.002
	0.020
	0.006
	0.022
	0.029
	0.023

	rs12606230
	T
	C
	0.009
	0.016
	0.003
	0.019
	-0.006
	0.024
	0.024
	0.026
	0.014
	0.028

	rs2168711
	T
	C
	-0.022
	0.016
	-0.005
	0.019
	-0.002
	0.023
	-0.008
	0.025
	-0.036
	0.027

	rs17066856
	T
	C
	-0.002
	0.023
	0.003
	0.028
	-0.016
	0.034
	0.043
	0.038
	-0.009
	0.039

	rs16982345
	G
	A
	0.008
	0.016
	0.007
	0.019
	0.038
	0.023
	-0.019
	0.025
	0.006
	0.027

	rs3810304
	A
	G
	-0.006
	0.016
	-0.009
	0.020
	0.001
	0.024
	-0.026
	0.027
	-0.008
	0.028

	rs4805881
	A
	C
	0.020
	0.014
	0.032
	0.017
	0.039
	0.021
	0.012
	0.023
	-0.010
	0.024

	rs3810291
	G
	A
	-0.021
	0.015
	-0.019
	0.018
	-0.023
	0.021
	-0.012
	0.024
	-0.016
	0.025

	rs633372
	G
	A
	-0.027
	0.014
	-0.041
	0.016
	-0.058
	0.020
	-0.026
	0.022
	-0.031
	0.023

	rs994308
	C
	T
	0.091
	0.014
	0.082
	0.016
	0.070
	0.020
	0.097
	0.022
	0.098
	0.023

	rs7268466
	C
	T
	-0.009
	0.020
	0.006
	0.024
	0.034
	0.029
	-0.023
	0.032
	0.026
	0.033

	rs947088
	G
	T
	-0.007
	0.015
	-0.005
	0.018
	-0.023
	0.022
	0.021
	0.024
	-0.011
	0.025

	rs66469746
	C
	A
	-0.011
	0.015
	-0.011
	0.018
	-0.006
	0.022
	-0.020
	0.024
	-0.040
	0.025

	rs4817973
	G
	A
	-0.010
	0.014
	-0.003
	0.017
	0.022
	0.021
	-0.033
	0.023
	-0.019
	0.024

	rs6001872
	A
	G
	0.024
	0.014
	0.021
	0.017
	0.017
	0.021
	0.034
	0.023
	0.043
	0.024

	Adult body size SNPs (overall)

	SNP
	EA
	OA
	beta_ca
	se_ca
	beta_co
	se_co
	beta_prox
	se_prox
	beta_dist
	se_dist
	beta_re
	se_re

	rs4648450
	C
	A
	0.024
	0.010
	0.016
	0.012
	0.018
	0.015
	0.021
	0.015
	0.031
	0.015

	rs2076363
	C
	G
	-0.024
	0.010
	-0.022
	0.012
	-0.026
	0.015
	-0.024
	0.016
	-0.027
	0.016

	rs4908677
	C
	T
	-0.004
	0.010
	-0.001
	0.012
	-0.003
	0.015
	0.000
	0.015
	-0.014
	0.015

	rs78886584
	A
	G
	-0.010
	0.011
	-0.009
	0.013
	-0.008
	0.017
	-0.008
	0.017
	-0.006
	0.018

	rs10799778
	T
	G
	0.027
	0.013
	0.035
	0.015
	0.039
	0.019
	0.031
	0.020
	0.043
	0.020

	rs7511698
	C
	T
	-0.019
	0.011
	-0.031
	0.013
	-0.034
	0.016
	-0.029
	0.017
	-0.013
	0.017

	rs945211
	G
	C
	0.004
	0.010
	0.011
	0.012
	0.026
	0.015
	-0.011
	0.016
	0.009
	0.016

	rs3737992
	G
	A
	0.005
	0.012
	0.002
	0.015
	-0.002
	0.019
	0.002
	0.019
	-0.013
	0.020

	rs12031634
	G
	A
	0.016
	0.011
	0.009
	0.013
	0.030
	0.016
	-0.010
	0.017
	0.009
	0.017

	rs116195355
	C
	A
	0.011
	0.032
	0.002
	0.037
	-0.039
	0.046
	0.027
	0.049
	0.023
	0.049

	rs2744801
	C
	T
	0.011
	0.010
	0.012
	0.012
	-0.009
	0.016
	0.029
	0.016
	0.013
	0.016

	rs4660586
	C
	T
	-0.010
	0.011
	-0.017
	0.013
	-0.024
	0.017
	-0.008
	0.017
	-0.007
	0.017

	rs6669341
	A
	G
	-0.012
	0.010
	-0.018
	0.012
	-0.017
	0.015
	-0.014
	0.015
	-0.033
	0.015

	rs1167311
	G
	A
	0.011
	0.011
	0.010
	0.013
	0.009
	0.016
	0.006
	0.017
	0.016
	0.017

	rs630602
	G
	C
	-0.004
	0.010
	-0.014
	0.012
	-0.007
	0.015
	-0.017
	0.016
	0.015
	0.016

	rs12140153
	G
	T
	0.015
	0.019
	0.026
	0.022
	0.041
	0.028
	-0.003
	0.029
	-0.024
	0.029

	rs11208659
	T
	C
	0.004
	0.016
	-0.005
	0.019
	-0.001
	0.025
	0.002
	0.025
	0.036
	0.026

	rs7519259
	G
	A
	0.010
	0.010
	0.005
	0.012
	0.009
	0.015
	0.004
	0.015
	0.001
	0.015

	rs2613499
	A
	G
	0.013
	0.013
	0.023
	0.015
	0.015
	0.019
	0.039
	0.020
	0.001
	0.020

	rs7553158
	G
	A
	0.001
	0.010
	0.011
	0.012
	0.009
	0.015
	0.019
	0.015
	0.006
	0.015

	rs115778101
	T
	C
	0.029
	0.024
	0.038
	0.029
	0.079
	0.037
	-0.006
	0.037
	0.046
	0.038

	rs34517439
	C
	A
	-0.007
	0.017
	-0.016
	0.020
	-0.011
	0.025
	-0.023
	0.026
	-0.015
	0.026

	rs651533
	T
	A
	0.011
	0.011
	0.023
	0.014
	0.020
	0.017
	0.017
	0.018
	0.011
	0.018

	rs28726372
	T
	C
	0.016
	0.011
	0.023
	0.013
	0.034
	0.017
	0.014
	0.017
	0.003
	0.017

	rs7548936
	G
	C
	0.001
	0.010
	0.003
	0.012
	0.008
	0.015
	-0.004
	0.015
	0.025
	0.016

	rs6679458
	G
	T
	0.001
	0.010
	-0.002
	0.012
	0.005
	0.015
	-0.008
	0.015
	0.013
	0.015

	rs12072739
	A
	G
	0.008
	0.012
	0.008
	0.014
	0.015
	0.018
	0.005
	0.018
	0.014
	0.018

	rs41279738
	T
	G
	0.003
	0.029
	-0.012
	0.034
	-0.015
	0.044
	-0.002
	0.045
	-0.004
	0.045

	rs12033257
	A
	G
	0.015
	0.010
	0.011
	0.012
	0.016
	0.016
	0.001
	0.016
	0.016
	0.016

	rs7549358
	G
	C
	0.015
	0.010
	0.010
	0.012
	0.008
	0.015
	0.017
	0.016
	0.020
	0.016

	rs1409158
	C
	T
	-0.015
	0.011
	-0.018
	0.013
	-0.015
	0.017
	-0.022
	0.017
	-0.011
	0.018

	rs142315514
	C
	A
	0.001
	0.030
	-0.001
	0.036
	0.021
	0.045
	-0.017
	0.046
	0.011
	0.047

	rs10749659
	C
	T
	-0.022
	0.011
	-0.024
	0.014
	-0.035
	0.017
	-0.020
	0.018
	-0.020
	0.018

	rs3753639
	T
	C
	-0.001
	0.012
	-0.003
	0.014
	0.005
	0.017
	-0.017
	0.018
	-0.024
	0.018

	rs61813324
	C
	T
	-0.047
	0.017
	-0.045
	0.020
	-0.041
	0.025
	-0.060
	0.026
	-0.047
	0.027

	rs1778830
	G
	A
	-0.021
	0.010
	-0.020
	0.012
	-0.028
	0.015
	-0.011
	0.016
	-0.024
	0.016

	rs4916229
	C
	G
	-0.022
	0.017
	-0.023
	0.020
	-0.049
	0.025
	0.002
	0.026
	-0.025
	0.026

	rs148137538
	A
	G
	-0.049
	0.036
	-0.058
	0.042
	-0.004
	0.054
	-0.100
	0.055
	-0.033
	0.056

	rs77560793
	G
	A
	-0.027
	0.028
	-0.005
	0.034
	0.009
	0.042
	-0.041
	0.043
	-0.105
	0.043

	rs539515
	A
	C
	-0.003
	0.012
	0.002
	0.015
	-0.004
	0.019
	0.005
	0.019
	0.002
	0.019

	rs9425634
	T
	C
	0.009
	0.010
	0.009
	0.012
	0.015
	0.015
	0.000
	0.015
	0.003
	0.015

	rs815163
	T
	C
	-0.015
	0.010
	-0.015
	0.012
	-0.012
	0.015
	-0.021
	0.015
	-0.018
	0.015

	rs76702514
	C
	G
	0.016
	0.012
	0.023
	0.015
	0.035
	0.018
	0.011
	0.019
	0.007
	0.019

	rs2678204
	T
	G
	-0.027
	0.010
	-0.035
	0.012
	-0.045
	0.016
	-0.029
	0.016
	-0.005
	0.016

	rs4971239
	G
	A
	-0.002
	0.016
	-0.008
	0.019
	-0.047
	0.024
	0.044
	0.025
	0.033
	0.025

	rs7539903
	T
	A
	0.007
	0.010
	-0.001
	0.012
	0.002
	0.015
	-0.011
	0.015
	0.004
	0.016

	rs78508049
	T
	C
	-0.016
	0.012
	-0.018
	0.015
	-0.010
	0.019
	-0.032
	0.019
	-0.027
	0.019

	rs12037905
	C
	T
	0.005
	0.010
	0.001
	0.012
	-0.009
	0.015
	0.013
	0.015
	0.008
	0.015

	rs7518221
	T
	C
	0.009
	0.010
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	A
	0.009
	0.014
	0.007
	0.017
	0.002
	0.021
	0.005
	0.022
	-0.004
	0.022

	rs73982435
	C
	T
	-0.014
	0.011
	-0.022
	0.014
	-0.008
	0.017
	-0.041
	0.018
	0.003
	0.018

	rs113962925
	C
	T
	-0.005
	0.017
	0.002
	0.021
	0.011
	0.026
	-0.004
	0.027
	-0.003
	0.027

	rs11079849
	C
	T
	-0.009
	0.010
	-0.008
	0.012
	-0.019
	0.015
	0.007
	0.016
	-0.013
	0.016

	rs78369934
	T
	C
	-0.010
	0.023
	-0.008
	0.027
	-0.023
	0.034
	-0.006
	0.035
	-0.061
	0.035

	rs11150745
	A
	G
	-0.007
	0.010
	-0.008
	0.012
	0.000
	0.016
	-0.008
	0.016
	0.007
	0.016

	rs2083323
	G
	A
	-0.007
	0.013
	-0.003
	0.015
	-0.030
	0.019
	0.033
	0.020
	0.000
	0.020

	rs512121
	T
	C
	-0.006
	0.012
	0.006
	0.014
	-0.001
	0.018
	0.019
	0.019
	-0.008
	0.019

	rs1788808
	A
	G
	0.017
	0.010
	0.014
	0.012
	0.004
	0.015
	0.026
	0.015
	0.027
	0.015

	rs16940823
	C
	A
	0.006
	0.013
	0.018
	0.016
	0.028
	0.020
	0.012
	0.020
	0.009
	0.020

	rs6507054
	T
	C
	0.009
	0.010
	0.015
	0.012
	0.010
	0.015
	0.027
	0.015
	-0.006
	0.015

	rs559231
	G
	T
	0.005
	0.010
	0.008
	0.012
	0.020
	0.015
	-0.007
	0.016
	-0.002
	0.016

	rs1834144
	C
	A
	0.020
	0.010
	0.032
	0.012
	0.025
	0.015
	0.045
	0.016
	0.015
	0.016

	rs7230240
	C
	T
	-0.008
	0.011
	-0.006
	0.013
	-0.011
	0.016
	0.007
	0.017
	0.004
	0.017

	rs58243949
	C
	T
	0.003
	0.012
	0.003
	0.014
	0.004
	0.018
	0.016
	0.019
	0.016
	0.019

	rs11659764
	T
	A
	0.001
	0.022
	0.006
	0.026
	0.039
	0.033
	-0.027
	0.033
	0.019
	0.034

	rs1517037
	C
	T
	0.005
	0.012
	-0.001
	0.015
	-0.008
	0.019
	0.009
	0.019
	-0.004
	0.019

	rs58084604
	C
	T
	-0.019
	0.011
	-0.011
	0.014
	-0.009
	0.017
	-0.011
	0.018
	-0.026
	0.018

	rs17773370
	G
	A
	0.010
	0.022
	0.006
	0.027
	0.010
	0.034
	0.004
	0.035
	0.019
	0.035

	rs57636386
	T
	C
	0.018
	0.017
	0.012
	0.021
	0.004
	0.026
	0.022
	0.027
	0.031
	0.027

	rs12454712
	T
	C
	-0.006
	0.010
	0.000
	0.013
	0.003
	0.016
	0.002
	0.016
	-0.017
	0.016

	rs1373349
	C
	T
	-0.001
	0.010
	-0.015
	0.012
	-0.006
	0.015
	-0.034
	0.016
	0.002
	0.016

	rs8089514
	T
	A
	-0.024
	0.010
	-0.024
	0.012
	-0.028
	0.015
	-0.021
	0.016
	-0.023
	0.016

	rs45521740
	G
	A
	-0.016
	0.025
	-0.001
	0.030
	-0.021
	0.037
	0.021
	0.039
	0.044
	0.040

	rs72976986
	G
	A
	-0.033
	0.013
	-0.022
	0.015
	0.009
	0.019
	-0.056
	0.019
	-0.048
	0.019

	rs75957461
	C
	T
	-0.023
	0.021
	-0.043
	0.024
	-0.052
	0.031
	-0.037
	0.032
	0.006
	0.032

	rs6511826
	G
	A
	0.006
	0.019
	-0.010
	0.023
	0.012
	0.029
	-0.032
	0.030
	0.021
	0.030

	rs273505
	T
	C
	0.002
	0.010
	0.001
	0.012
	0.001
	0.015
	0.000
	0.015
	-0.007
	0.015

	rs113230003
	G
	A
	0.003
	0.011
	-0.001
	0.013
	0.020
	0.017
	-0.030
	0.017
	0.003
	0.018

	rs10404726
	C
	T
	0.023
	0.010
	0.027
	0.012
	0.039
	0.015
	0.016
	0.015
	0.039
	0.015

	rs112253053
	T
	A
	-0.028
	0.013
	-0.031
	0.016
	-0.038
	0.020
	-0.026
	0.020
	-0.026
	0.020

	rs12462975
	G
	A
	-0.025
	0.010
	-0.028
	0.012
	-0.013
	0.016
	-0.035
	0.016
	-0.028
	0.016

	rs73026723
	C
	T
	0.010
	0.014
	0.014
	0.017
	0.013
	0.021
	0.016
	0.022
	0.009
	0.022

	rs7255223
	C
	A
	0.009
	0.011
	0.004
	0.013
	-0.005
	0.016
	0.016
	0.017
	0.001
	0.017

	rs429358
	T
	C
	0.005
	0.014
	0.017
	0.017
	0.029
	0.022
	-0.001
	0.022
	0.007
	0.022

	rs12971645
	G
	A
	0.009
	0.011
	0.010
	0.013
	0.021
	0.017
	-0.006
	0.017
	0.019
	0.017

	rs10423928
	T
	A
	-0.005
	0.012
	-0.002
	0.014
	-0.002
	0.018
	0.001
	0.018
	-0.007
	0.019

	rs3810291
	G
	A
	0.000
	0.010
	0.003
	0.013
	-0.008
	0.016
	0.017
	0.016
	-0.005
	0.016

	rs4545921
	A
	G
	0.003
	0.010
	-0.003
	0.012
	0.002
	0.015
	-0.006
	0.015
	-0.019
	0.016

	rs61746970
	G
	A
	0.022
	0.029
	0.028
	0.034
	0.011
	0.043
	0.042
	0.045
	0.033
	0.045

	rs8111074
	G
	T
	0.003
	0.011
	0.005
	0.013
	0.009
	0.017
	0.007
	0.017
	-0.004
	0.017

	rs6075658
	T
	C
	-0.004
	0.010
	0.001
	0.011
	0.013
	0.015
	-0.016
	0.015
	-0.015
	0.015

	rs2206925
	T
	C
	0.049
	0.010
	0.031
	0.012
	0.024
	0.015
	0.037
	0.016
	0.061
	0.016

	rs4813224
	T
	C
	0.007
	0.011
	0.002
	0.013
	0.016
	0.017
	-0.009
	0.017
	0.019
	0.017

	rs8124896
	T
	C
	-0.011
	0.016
	-0.020
	0.019
	-0.030
	0.024
	0.000
	0.025
	0.030
	0.025

	rs6050446
	A
	G
	-0.004
	0.032
	-0.017
	0.038
	-0.053
	0.048
	0.030
	0.049
	0.032
	0.049

	rs201475383
	G
	A
	0.008
	0.037
	0.024
	0.044
	0.054
	0.056
	-0.014
	0.056
	-0.028
	0.057

	rs1987960
	T
	C
	-0.015
	0.032
	-0.035
	0.037
	-0.054
	0.047
	-0.020
	0.049
	0.019
	0.050

	rs4911382
	C
	T
	0.011
	0.010
	0.000
	0.012
	-0.012
	0.015
	0.005
	0.015
	0.028
	0.015

	rs6029180
	A
	G
	-0.003
	0.010
	0.011
	0.013
	0.004
	0.016
	0.023
	0.017
	0.005
	0.017

	rs6030803
	T
	C
	0.018
	0.014
	0.022
	0.017
	0.026
	0.022
	0.027
	0.022
	0.028
	0.022

	rs2425856
	A
	G
	0.002
	0.010
	-0.003
	0.012
	0.001
	0.015
	-0.008
	0.015
	0.012
	0.015

	rs112852122
	G
	A
	-0.010
	0.014
	-0.014
	0.017
	-0.016
	0.021
	-0.013
	0.022
	-0.003
	0.022

	rs66460909
	G
	A
	0.024
	0.013
	0.025
	0.015
	0.032
	0.019
	0.017
	0.019
	0.020
	0.020

	rs559390
	A
	T
	-0.008
	0.010
	-0.002
	0.012
	0.005
	0.015
	-0.012
	0.016
	-0.014
	0.016

	rs8134638
	T
	C
	0.000
	0.010
	-0.002
	0.012
	0.000
	0.015
	0.009
	0.016
	0.018
	0.016

	rs2837398
	A
	C
	0.002
	0.010
	0.003
	0.012
	-0.009
	0.015
	0.013
	0.015
	-0.012
	0.015

	rs1964926
	A
	G
	-0.005
	0.010
	-0.003
	0.012
	-0.003
	0.015
	0.005
	0.016
	-0.014
	0.016

	rs403694
	C
	T
	0.003
	0.010
	0.003
	0.012
	0.004
	0.015
	0.004
	0.015
	0.012
	0.015

	rs1296685
	A
	G
	0.017
	0.012
	0.000
	0.015
	-0.003
	0.019
	0.000
	0.019
	0.003
	0.019

	rs12484438
	T
	C
	0.015
	0.010
	0.008
	0.012
	0.004
	0.016
	0.013
	0.016
	0.018
	0.016

	rs738140
	A
	G
	-0.022
	0.011
	-0.032
	0.012
	-0.032
	0.016
	-0.027
	0.016
	-0.008
	0.016

	rs9615723
	C
	T
	-0.019
	0.010
	-0.031
	0.012
	-0.016
	0.015
	-0.042
	0.016
	-0.008
	0.016

	rs34778589
	A
	C
	0.012
	0.019
	0.001
	0.022
	-0.018
	0.028
	0.023
	0.029
	0.055
	0.029

	Adult body size SNPs (men only)

	SNP
	EA
	OA
	beta_ca
	se_ca
	beta_co
	se_co
	beta_prox
	se_prox
	beta_dist
	se_dist
	beta_re
	se_re

	rs3762444
	C
	T
	0.021
	0.014
	0.018
	0.017
	0.027
	0.022
	0.022
	0.022
	0.031
	0.021

	rs1284373
	C
	T
	0.008
	0.016
	0.000
	0.020
	-0.014
	0.026
	0.013
	0.025
	-0.012
	0.024

	rs34052145
	A
	G
	-0.015
	0.015
	-0.036
	0.018
	-0.039
	0.023
	-0.034
	0.022
	-0.012
	0.022

	rs1167311
	G
	A
	0.025
	0.015
	0.035
	0.019
	0.034
	0.024
	0.033
	0.023
	0.037
	0.023

	rs12140153
	G
	T
	0.000
	0.026
	0.012
	0.032
	-0.008
	0.041
	0.027
	0.040
	-0.034
	0.038

	rs11208779
	G
	C
	0.012
	0.014
	0.006
	0.017
	0.015
	0.022
	0.013
	0.021
	-0.013
	0.020

	rs61765650
	A
	G
	0.010
	0.019
	0.022
	0.023
	0.038
	0.029
	0.018
	0.028
	0.010
	0.027

	rs34517439
	C
	A
	-0.008
	0.024
	-0.004
	0.029
	0.014
	0.037
	-0.030
	0.036
	-0.018
	0.035

	rs2181375
	A
	G
	0.022
	0.014
	0.020
	0.017
	0.030
	0.022
	0.010
	0.021
	0.030
	0.020

	rs17024258
	C
	T
	-0.002
	0.039
	-0.029
	0.048
	-0.003
	0.062
	-0.014
	0.060
	-0.037
	0.058

	rs984225
	G
	A
	0.001
	0.014
	-0.004
	0.017
	-0.002
	0.022
	-0.012
	0.021
	-0.027
	0.021

	rs61813324
	C
	T
	-0.037
	0.024
	-0.036
	0.029
	-0.020
	0.037
	-0.066
	0.036
	-0.026
	0.036

	rs543874
	A
	G
	0.013
	0.017
	-0.001
	0.022
	-0.025
	0.028
	0.008
	0.027
	0.031
	0.026

	rs2125232
	C
	T
	-0.008
	0.014
	-0.008
	0.018
	0.013
	0.023
	-0.028
	0.022
	0.001
	0.022

	rs1529897
	T
	G
	0.006
	0.014
	-0.014
	0.017
	-0.025
	0.022
	-0.010
	0.021
	-0.002
	0.021

	rs935166
	G
	A
	0.010
	0.014
	0.006
	0.017
	0.012
	0.021
	0.009
	0.021
	0.026
	0.020

	rs1861410
	C
	T
	-0.009
	0.014
	-0.013
	0.017
	-0.017
	0.021
	-0.016
	0.021
	0.000
	0.020

	rs3552
	G
	A
	0.015
	0.014
	0.023
	0.017
	0.008
	0.022
	0.031
	0.021
	0.001
	0.020

	rs396354
	T
	C
	0.001
	0.015
	-0.012
	0.019
	-0.003
	0.024
	-0.022
	0.024
	0.010
	0.023

	rs6753397
	C
	T
	0.009
	0.015
	0.001
	0.019
	0.001
	0.024
	0.010
	0.024
	0.029
	0.023

	rs13405033
	C
	T
	-0.046
	0.020
	-0.036
	0.024
	-0.006
	0.031
	-0.055
	0.030
	-0.037
	0.029

	rs1451077
	G
	A
	-0.003
	0.014
	0.004
	0.017
	-0.014
	0.022
	0.021
	0.021
	-0.023
	0.021

	rs7581907
	A
	G
	0.020
	0.020
	0.027
	0.025
	0.029
	0.031
	0.029
	0.031
	0.028
	0.030

	rs6436661
	C
	T
	-0.033
	0.024
	-0.013
	0.029
	-0.034
	0.038
	0.015
	0.036
	-0.054
	0.036

	rs7619139
	T
	A
	0.005
	0.014
	0.005
	0.017
	-0.019
	0.022
	0.023
	0.021
	0.001
	0.021

	rs2526389
	C
	T
	0.018
	0.014
	0.015
	0.017
	0.033
	0.022
	0.004
	0.022
	0.024
	0.021

	rs2336558
	C
	T
	-0.007
	0.014
	-0.008
	0.017
	-0.007
	0.022
	-0.002
	0.021
	0.000
	0.021

	rs11708540
	G
	A
	-0.036
	0.020
	-0.046
	0.024
	-0.064
	0.030
	-0.014
	0.030
	-0.037
	0.029

	rs55782528
	C
	A
	-0.029
	0.014
	-0.027
	0.017
	-0.013
	0.022
	-0.034
	0.022
	-0.039
	0.021

	rs9861443
	A
	C
	-0.028
	0.016
	-0.025
	0.019
	-0.022
	0.025
	-0.032
	0.024
	-0.029
	0.023

	rs13066686
	C
	A
	0.006
	0.014
	0.000
	0.017
	-0.002
	0.022
	-0.003
	0.022
	0.016
	0.021

	rs2918217
	C
	T
	0.023
	0.020
	0.052
	0.025
	0.031
	0.032
	0.059
	0.031
	-0.023
	0.030

	rs73875019
	T
	A
	-0.032
	0.022
	-0.045
	0.026
	-0.034
	0.034
	-0.057
	0.033
	-0.055
	0.032

	rs1320903
	G
	A
	-0.003
	0.015
	0.001
	0.018
	-0.005
	0.023
	0.000
	0.022
	-0.022
	0.022

	rs10935143
	G
	A
	-0.006
	0.014
	-0.014
	0.017
	-0.020
	0.021
	-0.015
	0.021
	-0.003
	0.020

	rs61789562
	T
	C
	0.023
	0.022
	0.020
	0.026
	0.037
	0.034
	-0.011
	0.033
	0.021
	0.032

	rs1568488
	G
	C
	0.018
	0.014
	0.024
	0.017
	0.044
	0.022
	0.010
	0.022
	0.016
	0.021

	rs8192675
	T
	C
	0.018
	0.015
	0.026
	0.018
	0.017
	0.023
	0.032
	0.023
	0.004
	0.022

	rs894000
	T
	C
	-0.011
	0.015
	-0.016
	0.018
	-0.010
	0.023
	-0.012
	0.022
	-0.024
	0.021

	rs55742087
	C
	T
	-0.029
	0.018
	-0.022
	0.022
	-0.043
	0.028
	-0.001
	0.028
	0.000
	0.027

	rs10938398
	G
	A
	0.017
	0.014
	0.014
	0.017
	0.015
	0.022
	0.014
	0.021
	0.013
	0.020

	rs2537860
	A
	C
	-0.038
	0.014
	-0.023
	0.017
	-0.033
	0.022
	-0.017
	0.022
	-0.054
	0.021

	rs13107325
	C
	T
	-0.009
	0.026
	-0.003
	0.032
	-0.012
	0.040
	-0.009
	0.039
	0.000
	0.039

	rs1296328
	A
	C
	-0.028
	0.014
	-0.016
	0.017
	-0.013
	0.022
	-0.027
	0.021
	-0.039
	0.021

	rs2307111
	T
	C
	0.023
	0.014
	0.021
	0.017
	0.014
	0.022
	0.032
	0.021
	0.030
	0.021

	rs7703782
	T
	A
	-0.009
	0.019
	-0.010
	0.024
	-0.002
	0.031
	-0.026
	0.030
	0.013
	0.029

	rs1459843
	C
	A
	0.009
	0.014
	0.000
	0.017
	-0.004
	0.022
	-0.002
	0.021
	0.024
	0.020

	rs2591496
	G
	A
	-0.004
	0.015
	-0.005
	0.019
	-0.009
	0.024
	0.002
	0.023
	-0.028
	0.023

	rs9379829
	C
	T
	0.033
	0.016
	0.049
	0.020
	0.055
	0.025
	0.052
	0.025
	0.044
	0.024

	rs2260051
	A
	T
	-0.034
	0.014
	-0.036
	0.017
	-0.036
	0.022
	-0.037
	0.022
	-0.050
	0.021

	rs9277992
	G
	A
	0.011
	0.018
	0.000
	0.021
	-0.004
	0.027
	-0.009
	0.027
	-0.004
	0.026

	rs9469899
	G
	A
	-0.011
	0.014
	-0.001
	0.017
	0.035
	0.022
	-0.025
	0.022
	0.045
	0.021

	rs9471333
	C
	T
	0.020
	0.014
	0.019
	0.017
	0.019
	0.022
	0.023
	0.021
	0.031
	0.021

	rs3798519
	A
	C
	0.005
	0.017
	0.006
	0.021
	0.018
	0.028
	-0.006
	0.027
	0.005
	0.026

	rs74621225
	A
	G
	-0.023
	0.021
	-0.018
	0.025
	-0.007
	0.032
	-0.035
	0.031
	-0.019
	0.030

	rs9320823
	T
	C
	-0.037
	0.014
	-0.032
	0.017
	0.005
	0.022
	-0.065
	0.022
	-0.032
	0.021

	rs9478671
	A
	G
	0.021
	0.017
	0.014
	0.020
	0.036
	0.026
	0.004
	0.026
	0.027
	0.025

	rs34714518
	G
	A
	0.025
	0.021
	0.042
	0.026
	0.048
	0.034
	0.046
	0.033
	0.038
	0.031

	rs12666574
	G
	A
	-0.036
	0.014
	-0.041
	0.018
	-0.030
	0.022
	-0.055
	0.022
	-0.058
	0.021

	rs62457529
	A
	G
	0.018
	0.023
	0.012
	0.028
	-0.017
	0.035
	0.038
	0.035
	0.041
	0.034

	rs6962280
	A
	G
	-0.032
	0.014
	-0.019
	0.017
	0.006
	0.022
	-0.047
	0.021
	-0.030
	0.020

	rs17145600
	C
	T
	0.001
	0.038
	0.006
	0.047
	-0.018
	0.060
	0.005
	0.058
	0.041
	0.057

	rs12538826
	T
	C
	0.000
	0.021
	0.001
	0.026
	-0.007
	0.033
	0.000
	0.033
	-0.005
	0.032

	rs10236214
	C
	T
	-0.011
	0.015
	-0.021
	0.018
	-0.036
	0.023
	-0.004
	0.022
	-0.010
	0.021

	rs4840941
	A
	G
	-0.008
	0.015
	-0.015
	0.018
	-0.025
	0.023
	-0.011
	0.022
	-0.002
	0.022

	rs9329197
	A
	T
	0.009
	0.015
	0.009
	0.019
	0.011
	0.024
	0.003
	0.023
	0.003
	0.023

	rs3750310
	G
	A
	0.009
	0.015
	0.012
	0.019
	0.001
	0.024
	0.018
	0.023
	0.009
	0.023

	rs11780420
	G
	A
	0.006
	0.015
	0.001
	0.019
	0.011
	0.024
	-0.013
	0.023
	-0.001
	0.023

	rs7827210
	G
	A
	-0.022
	0.014
	-0.031
	0.017
	-0.026
	0.022
	-0.038
	0.022
	-0.001
	0.021

	rs35732620
	G
	T
	-0.020
	0.014
	-0.022
	0.017
	-0.008
	0.022
	-0.040
	0.021
	-0.014
	0.021

	rs1812736
	G
	A
	-0.014
	0.018
	-0.003
	0.022
	0.009
	0.028
	-0.026
	0.028
	-0.028
	0.027

	rs72674843
	T
	C
	0.017
	0.015
	0.010
	0.019
	-0.017
	0.024
	0.030
	0.024
	0.002
	0.023

	rs800526
	A
	C
	-0.019
	0.016
	-0.043
	0.021
	0.014
	0.026
	-0.089
	0.026
	0.015
	0.025

	rs1412239
	C
	G
	-0.024
	0.015
	-0.015
	0.018
	-0.023
	0.023
	-0.026
	0.023
	-0.017
	0.022

	rs10828247
	A
	G
	-0.030
	0.015
	-0.029
	0.018
	-0.028
	0.023
	-0.036
	0.022
	-0.041
	0.021

	rs10824218
	A
	T
	0.000
	0.014
	-0.006
	0.017
	0.001
	0.022
	-0.017
	0.021
	0.018
	0.021

	rs10883026
	C
	T
	0.011
	0.014
	-0.008
	0.017
	0.001
	0.022
	-0.013
	0.021
	0.027
	0.021

	rs117597828
	C
	T
	-0.017
	0.016
	-0.011
	0.020
	-0.013
	0.026
	-0.005
	0.025
	-0.014
	0.025

	rs4962671
	T
	C
	0.009
	0.014
	0.002
	0.017
	-0.007
	0.022
	0.019
	0.021
	0.025
	0.021

	rs72867447
	C
	G
	0.018
	0.014
	0.005
	0.017
	-0.002
	0.022
	-0.002
	0.021
	0.050
	0.020

	rs6265
	C
	T
	0.017
	0.017
	0.011
	0.021
	0.015
	0.027
	0.011
	0.026
	0.025
	0.025

	rs1222216
	C
	T
	0.002
	0.017
	0.001
	0.021
	-0.022
	0.026
	0.025
	0.026
	0.013
	0.025

	rs4755726
	T
	G
	0.001
	0.015
	0.012
	0.018
	0.007
	0.023
	0.020
	0.023
	-0.040
	0.022

	rs12798028
	C
	T
	-0.017
	0.014
	-0.009
	0.017
	-0.013
	0.022
	-0.013
	0.021
	-0.013
	0.021

	rs7940691
	C
	T
	0.025
	0.014
	0.035
	0.018
	0.026
	0.022
	0.050
	0.022
	0.028
	0.021

	rs10898317
	C
	T
	0.002
	0.014
	0.003
	0.017
	0.005
	0.022
	-0.013
	0.021
	-0.017
	0.021

	rs55726687
	G
	A
	-0.012
	0.017
	-0.023
	0.021
	-0.017
	0.027
	-0.028
	0.026
	-0.021
	0.026

	rs76895963
	T
	G
	-0.232
	0.056
	-0.252
	0.068
	-0.259
	0.087
	-0.210
	0.085
	-0.242
	0.083

	rs7132908
	G
	A
	0.001
	0.014
	0.005
	0.017
	0.006
	0.022
	0.004
	0.022
	0.018
	0.021

	rs4759228
	G
	C
	0.015
	0.016
	0.024
	0.020
	0.024
	0.025
	0.036
	0.025
	0.006
	0.024

	rs7308188
	T
	C
	0.008
	0.015
	0.011
	0.019
	-0.010
	0.024
	0.021
	0.024
	-0.002
	0.023

	rs6490030
	C
	A
	0.028
	0.014
	0.031
	0.017
	0.029
	0.022
	0.034
	0.022
	0.029
	0.021

	rs147730268
	G
	T
	0.024
	0.028
	0.016
	0.034
	0.026
	0.044
	-0.001
	0.043
	0.021
	0.042

	rs11619722
	T
	C
	0.003
	0.015
	0.000
	0.019
	0.004
	0.024
	-0.006
	0.023
	-0.012
	0.023

	rs61954177
	G
	C
	0.000
	0.015
	0.016
	0.018
	0.019
	0.023
	0.013
	0.023
	0.004
	0.022

	rs4477562
	C
	T
	0.011
	0.020
	0.042
	0.025
	0.066
	0.033
	0.017
	0.031
	-0.007
	0.030

	rs9317002
	C
	A
	-0.009
	0.014
	-0.010
	0.017
	-0.010
	0.021
	-0.020
	0.021
	-0.016
	0.020

	rs7983454
	T
	C
	0.001
	0.014
	0.010
	0.017
	0.013
	0.021
	0.005
	0.021
	-0.005
	0.020

	rs9522279
	C
	T
	-0.019
	0.014
	-0.029
	0.017
	-0.029
	0.022
	-0.039
	0.021
	-0.008
	0.021

	rs10132280
	C
	A
	-0.012
	0.015
	-0.031
	0.021
	-0.034
	0.027
	-0.020
	0.027
	0.003
	0.027

	rs9788550
	G
	C
	0.008
	0.016
	0.045
	0.023
	0.033
	0.029
	0.058
	0.029
	-0.018
	0.029

	rs2143975
	C
	G
	0.021
	0.014
	0.033
	0.020
	0.042
	0.025
	0.025
	0.025
	0.037
	0.025

	rs10131761
	T
	A
	0.005
	0.018
	0.037
	0.025
	0.034
	0.033
	0.016
	0.033
	-0.023
	0.033

	rs4898556
	A
	C
	-0.005
	0.014
	-0.002
	0.020
	0.005
	0.025
	-0.011
	0.025
	-0.039
	0.025

	rs217669
	T
	C
	0.012
	0.015
	0.010
	0.023
	0.060
	0.029
	-0.021
	0.025
	0.018
	0.029

	rs8008910
	G
	A
	0.001
	0.017
	0.007
	0.023
	0.039
	0.032
	-0.022
	0.031
	-0.006
	0.029

	rs8008772
	A
	T
	0.003
	0.016
	0.016
	0.024
	0.014
	0.030
	0.018
	0.030
	0.001
	0.030

	rs1887197
	C
	T
	0.002
	0.014
	0.008
	0.019
	-0.019
	0.025
	0.001
	0.026
	0.017
	0.023

	rs61992671
	A
	G
	0.016
	0.015
	0.026
	0.022
	0.022
	0.027
	0.021
	0.027
	0.029
	0.027

	rs11631651
	A
	C
	0.013
	0.027
	0.023
	0.033
	0.060
	0.042
	-0.004
	0.041
	-0.027
	0.039

	rs57488047
	T
	C
	0.021
	0.014
	0.031
	0.017
	0.028
	0.022
	0.033
	0.021
	0.006
	0.020

	rs2238435
	C
	G
	-0.010
	0.014
	-0.004
	0.017
	-0.014
	0.022
	-0.002
	0.021
	-0.015
	0.021

	rs1990573
	A
	G
	0.022
	0.015
	0.025
	0.018
	0.026
	0.023
	0.029
	0.023
	0.040
	0.022

	rs8054079
	C
	T
	-0.005
	0.020
	-0.001
	0.025
	0.023
	0.032
	-0.021
	0.031
	0.002
	0.030

	rs27741
	G
	A
	0.002
	0.014
	-0.006
	0.017
	0.003
	0.022
	-0.017
	0.022
	0.007
	0.021

	rs62048402
	G
	A
	0.000
	0.014
	0.002
	0.017
	-0.005
	0.022
	0.009
	0.021
	0.003
	0.020

	rs12923231
	C
	T
	0.016
	0.014
	0.012
	0.017
	0.015
	0.022
	0.011
	0.021
	0.009
	0.021

	rs12149660
	G
	A
	-0.014
	0.023
	0.009
	0.028
	0.027
	0.037
	-0.007
	0.036
	-0.002
	0.035

	rs3923783
	C
	A
	0.029
	0.018
	0.029
	0.022
	0.032
	0.028
	0.018
	0.028
	0.052
	0.027

	rs9901404
	A
	G
	0.017
	0.016
	0.015
	0.019
	0.035
	0.025
	0.013
	0.024
	0.005
	0.023

	rs12941009
	C
	T
	0.001
	0.014
	-0.004
	0.017
	0.004
	0.022
	-0.015
	0.022
	0.021
	0.021

	rs11079849
	C
	T
	-0.003
	0.015
	0.002
	0.018
	-0.014
	0.023
	0.021
	0.022
	-0.007
	0.022

	rs11150745
	A
	G
	0.011
	0.015
	0.006
	0.018
	0.009
	0.023
	0.018
	0.023
	0.030
	0.022

	rs1652376
	G
	T
	0.017
	0.014
	0.016
	0.017
	-0.001
	0.022
	0.024
	0.021
	0.029
	0.021

	rs7232171
	G
	T
	0.013
	0.014
	0.013
	0.017
	0.014
	0.022
	0.016
	0.021
	-0.013
	0.020

	rs58243949
	C
	T
	-0.002
	0.017
	0.002
	0.021
	0.012
	0.027
	0.003
	0.026
	0.013
	0.025

	rs7240682
	C
	G
	-0.019
	0.016
	-0.020
	0.020
	-0.022
	0.025
	-0.012
	0.025
	-0.016
	0.024

	rs8112818
	A
	G
	0.035
	0.014
	0.051
	0.017
	0.065
	0.022
	0.036
	0.022
	0.020
	0.021

	rs10423928
	T
	A
	0.006
	0.017
	-0.006
	0.020
	-0.012
	0.026
	0.001
	0.026
	0.007
	0.025

	rs3810291
	G
	A
	0.020
	0.015
	0.028
	0.018
	0.015
	0.023
	0.048
	0.023
	0.008
	0.022

	rs6054427
	G
	A
	0.025
	0.014
	0.015
	0.017
	-0.002
	0.022
	0.027
	0.022
	0.032
	0.021

	rs6096886
	A
	G
	0.028
	0.017
	0.025
	0.021
	0.028
	0.027
	0.019
	0.027
	0.026
	0.026

	rs9977825
	T
	C
	-0.015
	0.014
	-0.032
	0.018
	-0.034
	0.023
	-0.025
	0.022
	-0.017
	0.021

	rs17421586
	T
	A
	0.007
	0.014
	-0.006
	0.018
	-0.019
	0.023
	-0.003
	0.022
	0.003
	0.022

	Adult body size SNPs (women only)

	SNP
	EA
	OA
	beta_ca
	se_ca
	beta_co
	se_co
	beta_prox
	se_prox
	beta_dist
	se_dist
	beta_re
	se_re

	rs74892851
	C
	A
	0.008
	0.017
	0.020
	0.021
	0.042
	0.025
	-0.017
	0.028
	0.004
	0.028

	rs78886584
	A
	G
	-0.024
	0.016
	-0.006
	0.019
	-0.007
	0.023
	-0.009
	0.025
	-0.060
	0.027

	rs72660086
	T
	G
	0.005
	0.017
	0.028
	0.020
	0.027
	0.024
	0.037
	0.027
	-0.018
	0.028

	rs12144626
	T
	C
	-0.013
	0.014
	-0.009
	0.017
	-0.009
	0.020
	-0.010
	0.022
	-0.066
	0.023

	rs1494461
	C
	T
	-0.002
	0.015
	-0.012
	0.017
	-0.011
	0.021
	-0.015
	0.024
	-0.005
	0.025

	rs12140153
	G
	T
	0.028
	0.027
	0.038
	0.031
	0.080
	0.039
	-0.038
	0.042
	-0.026
	0.044

	rs2815757
	C
	T
	-0.016
	0.018
	-0.022
	0.021
	0.005
	0.026
	-0.055
	0.029
	0.005
	0.030

	rs1514173
	C
	T
	0.009
	0.014
	0.010
	0.016
	0.007
	0.020
	0.002
	0.022
	-0.010
	0.023

	rs34517439
	C
	A
	-0.007
	0.024
	-0.028
	0.028
	-0.035
	0.034
	-0.019
	0.038
	-0.015
	0.039

	rs10922911
	C
	T
	0.009
	0.014
	0.006
	0.017
	-0.008
	0.020
	0.017
	0.022
	0.030
	0.023

	rs653958
	A
	G
	-0.025
	0.014
	-0.027
	0.017
	-0.013
	0.021
	-0.035
	0.023
	-0.019
	0.025

	rs75641275
	A
	C
	0.025
	0.020
	0.015
	0.024
	0.031
	0.029
	0.007
	0.032
	0.029
	0.033

	rs41279738
	T
	G
	0.002
	0.042
	0.002
	0.049
	-0.015
	0.060
	-0.020
	0.066
	0.029
	0.069

	rs12033257
	A
	G
	0.017
	0.014
	0.007
	0.017
	0.025
	0.021
	-0.013
	0.023
	0.039
	0.024

	rs3753639
	T
	C
	-0.004
	0.016
	-0.008
	0.019
	0.000
	0.023
	-0.025
	0.026
	-0.041
	0.027

	rs61813324
	C
	T
	-0.063
	0.024
	-0.055
	0.028
	-0.058
	0.034
	-0.058
	0.038
	-0.076
	0.040

	rs539515
	A
	C
	-0.017
	0.017
	0.003
	0.021
	0.007
	0.025
	0.005
	0.028
	-0.039
	0.029

	rs815163
	T
	C
	0.001
	0.014
	-0.008
	0.016
	-0.001
	0.020
	-0.022
	0.022
	0.016
	0.023

	rs2678204
	T
	G
	-0.027
	0.015
	-0.037
	0.017
	-0.043
	0.021
	-0.033
	0.024
	-0.003
	0.025

	rs2994320
	A
	G
	-0.019
	0.017
	-0.042
	0.020
	-0.013
	0.025
	-0.083
	0.027
	0.002
	0.029

	rs62106258
	T
	C
	0.041
	0.036
	0.060
	0.042
	0.027
	0.051
	0.121
	0.058
	0.000
	0.059

	rs6548237
	A
	C
	-0.004
	0.018
	-0.007
	0.021
	-0.033
	0.026
	0.027
	0.028
	0.006
	0.030

	rs6749422
	C
	G
	-0.009
	0.014
	-0.003
	0.016
	-0.006
	0.020
	-0.006
	0.022
	-0.027
	0.023

	rs34606703
	G
	A
	-0.009
	0.014
	-0.016
	0.017
	-0.028
	0.021
	-0.009
	0.023
	-0.022
	0.024

	rs13420048
	C
	A
	0.021
	0.015
	0.022
	0.017
	0.033
	0.021
	0.012
	0.023
	0.033
	0.024

	rs6545468
	C
	G
	0.001
	0.014
	0.004
	0.016
	-0.014
	0.020
	0.017
	0.022
	0.008
	0.023

	rs4671328
	T
	G
	-0.002
	0.014
	-0.001
	0.016
	0.002
	0.020
	0.000
	0.022
	0.024
	0.023

	rs13416992
	A
	C
	0.006
	0.014
	0.007
	0.017
	-0.003
	0.020
	0.020
	0.022
	0.027
	0.023

	rs10192894
	A
	G
	-0.014
	0.014
	-0.026
	0.016
	-0.036
	0.020
	-0.017
	0.022
	-0.025
	0.023

	rs12477088
	T
	C
	-0.004
	0.014
	-0.014
	0.016
	-0.032
	0.020
	0.011
	0.022
	-0.025
	0.023

	rs11691869
	C
	A
	0.015
	0.014
	0.018
	0.017
	-0.008
	0.021
	0.043
	0.023
	0.019
	0.024

	rs7602120
	C
	T
	-0.016
	0.014
	-0.016
	0.016
	-0.015
	0.020
	-0.021
	0.022
	-0.012
	0.023

	rs1083472
	C
	G
	0.028
	0.014
	0.030
	0.016
	0.034
	0.020
	0.023
	0.022
	0.034
	0.023

	rs4482463
	C
	A
	-0.024
	0.024
	-0.021
	0.029
	-0.030
	0.036
	-0.018
	0.040
	-0.082
	0.042

	rs4673553
	T
	G
	0.004
	0.014
	0.004
	0.016
	0.004
	0.020
	0.013
	0.022
	0.010
	0.023

	rs2433733
	G
	A
	-0.009
	0.014
	-0.007
	0.017
	-0.005
	0.021
	-0.009
	0.023
	-0.014
	0.024

	rs113706999
	T
	A
	-0.047
	0.056
	-0.028
	0.065
	-0.114
	0.078
	0.065
	0.091
	-0.219
	0.089

	rs72906474
	G
	T
	0.015
	0.015
	0.019
	0.017
	0.011
	0.021
	0.030
	0.024
	0.027
	0.025

	rs9843653
	T
	C
	-0.015
	0.014
	-0.010
	0.016
	-0.005
	0.020
	-0.011
	0.022
	-0.046
	0.023

	rs6774533
	C
	T
	-0.001
	0.015
	-0.006
	0.018
	-0.028
	0.022
	0.029
	0.025
	-0.007
	0.026

	rs13066308
	C
	G
	-0.010
	0.014
	-0.015
	0.017
	-0.002
	0.021
	-0.026
	0.023
	-0.013
	0.024

	rs1454687
	C
	G
	-0.009
	0.014
	-0.008
	0.016
	0.006
	0.020
	-0.019
	0.022
	0.001
	0.023

	rs13081671
	C
	T
	-0.001
	0.016
	-0.012
	0.018
	-0.029
	0.022
	0.004
	0.025
	-0.007
	0.026

	rs2035936
	G
	T
	-0.033
	0.029
	-0.041
	0.037
	-0.089
	0.044
	0.028
	0.051
	-0.123
	0.051

	rs529200
	A
	G
	0.013
	0.014
	0.012
	0.016
	-0.009
	0.020
	0.037
	0.022
	-0.003
	0.023

	rs73052033
	T
	C
	-0.011
	0.018
	-0.017
	0.021
	-0.014
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	0.003
	0.028
	-0.016
	0.034
	0.043
	0.038
	-0.009
	0.039

	rs9962947
	C
	T
	0.021
	0.014
	0.022
	0.017
	0.015
	0.021
	0.024
	0.023
	0.025
	0.024

	rs12974664
	G
	A
	-0.015
	0.014
	-0.020
	0.016
	-0.037
	0.020
	-0.007
	0.022
	-0.019
	0.023

	rs350832
	G
	A
	0.050
	0.017
	0.029
	0.019
	-0.012
	0.024
	0.080
	0.026
	0.072
	0.027

	rs12986231
	T
	C
	0.025
	0.016
	0.025
	0.019
	0.062
	0.023
	-0.020
	0.025
	0.026
	0.026

	rs10404726
	C
	T
	0.018
	0.014
	0.008
	0.016
	0.009
	0.020
	-0.003
	0.022
	0.040
	0.023

	rs56212061
	C
	T
	-0.037
	0.019
	-0.040
	0.022
	-0.042
	0.027
	-0.047
	0.030
	-0.029
	0.031

	rs111640872
	G
	C
	-0.023
	0.015
	-0.039
	0.017
	-0.026
	0.021
	-0.053
	0.023
	-0.018
	0.024

	rs11880064
	T
	C
	0.028
	0.014
	0.033
	0.017
	0.042
	0.020
	0.017
	0.022
	0.028
	0.024

	rs429358
	T
	C
	0.019
	0.020
	0.024
	0.024
	0.050
	0.030
	-0.017
	0.032
	0.021
	0.034

	rs12971645
	G
	A
	0.014
	0.016
	0.003
	0.018
	0.022
	0.023
	-0.027
	0.025
	0.034
	0.026

	rs1800437
	G
	C
	-0.010
	0.017
	0.003
	0.020
	0.008
	0.024
	0.000
	0.027
	-0.032
	0.028

	rs3810291
	G
	A
	-0.021
	0.015
	-0.019
	0.018
	-0.023
	0.021
	-0.012
	0.024
	-0.016
	0.025

	rs8124896
	T
	C
	-0.008
	0.022
	-0.011
	0.026
	-0.017
	0.032
	0.011
	0.036
	0.032
	0.038

	rs116948922
	C
	T
	0.008
	0.046
	0.064
	0.054
	0.081
	0.067
	0.041
	0.073
	-0.049
	0.075

	rs34966255
	T
	C
	0.010
	0.018
	0.022
	0.021
	0.034
	0.026
	0.007
	0.028
	-0.010
	0.030

	rs915814
	G
	A
	-0.022
	0.016
	-0.002
	0.019
	-0.007
	0.024
	0.016
	0.026
	-0.036
	0.027

	rs400997
	T
	A
	0.007
	0.014
	0.004
	0.016
	0.010
	0.020
	0.002
	0.022
	0.022
	0.023

	rs738140
	A
	G
	-0.029
	0.015
	-0.034
	0.017
	-0.030
	0.021
	-0.038
	0.023
	-0.017
	0.024

	Abbreviations: ca cancer; co colon; dist distal; EA effect allele; OA other allele; prox proximal; re rectal; se standard error





	Supplementary table 3: Number of cancer cases by sex and subsite

	Cancer
	Men & women
	Men
	Women

	Overall colorectal
	52,775
	28,207
	24,568

	Colon
	27,817
	14,120
	14,616

	Proximal colon
	12,360
	6,510
	7,906

	Distal colon
	14,016
	6,853
	6,026

	Rectal
	13,713
	8,385
	5,765





	Supplementary Table 4: Power calculations for each phenotype and group in the Mendelian randomization study of early and adult life body size and risk of colorectal cancer 

	Exposure/Group
	Sample size
	Proportion of cases
	Power (%) given selected scenarios (Type 1 error of 5%)

	
	
	
	OR=1.10
	OR=1.15
	OR=1.20
	OR=1.25

	Early life body size

	Men and women (r2=4.1%)

	Overall
	98,715
	0.47
	0.86
	0.99
	1.00
	1.00

	Colon
	80,592
	0.35
	0.76
	0.97
	1.00
	1.00

	Proximal colon
	65,135
	0.19
	0.49
	0.82
	0.97
	1.00

	Distal colon
	66,791
	0.21
	0.55
	0.87
	0.98
	1.00

	Rectal
	66,488
	0.21
	0.55
	0.87
	0.98
	1.00

	Men (r2=2%)

	Overall
	43,457
	0.52
	0.29
	0.54
	0.76
	0.91

	Colon
	35,072
	0.40
	0.24
	0.45
	0.67
	0.84

	Proximal colon
	27,462
	0.24
	0.16
	0.31
	0.48
	0.66

	Distal colon
	27,805
	0.25
	0.17
	0.32
	0.50
	0.68

	Rectal
	29,337
	0.29
	0.19
	0.35
	0.55
	0.73

	Women (r2=3.5%)

	Overall
	42,181
	0.48
	0.45
	0.77
	0.94
	0.99

	Colon
	36,416
	0.40
	0.39
	0.70
	0.90
	0.98

	Proximal colon
	29,706
	0.27
	0.29
	0.54
	0.78
	0.92

	Distal colon
	27,826
	0.22
	0.24
	0.47
	0.70
	0.87

	Rectal
	27,565
	0.21
	0.24
	0.45
	0.68
	0.86

	

	Adult life body size

	Men and women (r2=5.5%)

	Overall
	98,715
	0.47
	0.94
	1.00
	1.00
	1.00

	Colon
	80,592
	0.35
	0.87
	1.00
	1.00
	1.00

	Proximal colon
	65,135
	0.19
	0.61
	0.92
	0.99
	1.00

	Distal colon
	66,791
	0.21
	0.68
	0.95
	1.00
	1.00

	Rectal
	66,488
	0.21
	0.68
	0.95
	1.00
	1.00

	Men (r2=3.2%)

	Overall
	43,457
	0.52
	0.43
	0.74
	0.92
	0.99

	Colon
	35,072
	0.40
	0.35
	0.64
	0.86
	0.96

	Proximal colon
	27,462
	0.24
	0.24
	0.45
	0.68
	0.85

	Distal colon
	27,805
	0.25
	0.24
	0.46
	0.69
	0.86

	Rectal
	29,337
	0.29
	0.27
	0.52
	0.75
	0.90

	Women (r2=3.6%)

	Overall
	42,181
	0.48
	0.46
	0.78
	0.95
	0.99

	Colon
	36,416
	0.40
	0.40
	0.71
	0.91
	0.98

	Proximal colon
	29,706
	0.27
	0.29
	0.55
	0.79
	0.93

	Distal colon
	27,826
	0.22
	0.25
	0.48
	0.71
	0.88

	Rectal
	27,565
	0.21
	0.24
	0.46
	0.70
	0.86

	Abbreviations: OR, odds ratio






	[bookmark: _Hlk87874391]Supplementary table 5: Beta estimates for early/adult life body size in UK Biobank for the SNPs included in the MVMR analysis (overall, men, women)

	Overall

	SNP
	EA
	OA
	beta_early
	se_early
	pval_early
	beta_adult
	se_adult
	pval_adult

	rs2229330
	T
	G
	-0.01976
	0.002694
	2.20E-13
	-0.00347
	0.002635
	0.19

	rs2175171
	G
	C
	-0.00775
	0.00141
	3.90E-08
	-0.00193
	0.001379
	0.16

	rs78886584
	A
	G
	-0.00155
	0.001416
	0.27
	-0.00849
	0.001385
	8.70E-10

	rs212517
	T
	A
	0.00877
	0.001431
	8.90E-10
	0.001562
	0.0014
	0.26

	rs10799778
	T
	G
	0.007021
	0.00188
	0.00019
	0.012582
	0.001839
	7.80E-12

	rs3737992
	G
	A
	0.003099
	0.001866
	0.097
	0.013732
	0.001825
	5.30E-14

	rs12031634
	G
	A
	0.003598
	0.001538
	0.019
	0.008806
	0.001505
	4.80E-09

	rs6669341
	A
	G
	0.006292
	0.001418
	9.10E-06
	0.010685
	0.001387
	1.30E-14

	rs1167311
	G
	A
	0.004807
	0.001512
	0.0015
	0.012253
	0.001479
	1.20E-16

	rs12140153
	G
	T
	0.021814
	0.002454
	6.20E-19
	0.021447
	0.002401
	4.20E-19

	rs2767486
	A
	G
	-0.01538
	0.001743
	1.10E-18
	-0.00136
	0.001705
	0.42

	rs12042908
	A
	G
	0.027464
	0.001411
	2.30E-84
	0.010443
	0.00138
	3.90E-14

	rs34517439
	C
	A
	-0.01374
	0.002164
	2.20E-10
	-0.0247
	0.002117
	1.90E-31

	rs6679458
	G
	T
	-0.00669
	0.00142
	2.50E-06
	-0.01156
	0.00139
	9.10E-17

	rs12072739
	A
	G
	-0.00087
	0.00168
	0.6
	-0.01159
	0.001643
	1.80E-12

	rs7550711
	C
	T
	-0.04848
	0.004412
	4.40E-28
	-0.04264
	0.004316
	5.10E-23

	rs12033257
	A
	G
	-0.00072
	0.001451
	0.62
	0.009803
	0.001419
	4.90E-12

	rs7549358
	G
	C
	0.003618
	0.001461
	0.013
	0.00883
	0.001429
	6.50E-10

	rs142315514
	C
	A
	-0.01387
	0.003874
	0.00034
	-0.02139
	0.00379
	1.70E-08

	rs61813324
	C
	T
	-0.00536
	0.002073
	0.0097
	-0.0183
	0.002027
	1.80E-19

	rs1778830
	G
	A
	-0.00371
	0.001459
	0.011
	-0.00991
	0.001427
	3.80E-12

	rs4916229
	C
	G
	0.000356
	0.002385
	0.88
	-0.01513
	0.002333
	8.90E-11

	rs543874
	A
	G
	-0.04709
	0.001732
	8.80E-163
	-0.03012
	0.001694
	1.00E-70

	rs815163
	T
	C
	0.005829
	0.001409
	3.50E-05
	0.010754
	0.001378
	6.10E-15

	rs76702514
	C
	G
	0.003874
	0.001727
	0.025
	0.010137
	0.001689
	2.00E-09

	rs2678204
	T
	G
	-0.00575
	0.001477
	9.80E-05
	-0.01502
	0.001445
	2.70E-25

	rs9438393
	A
	G
	0.01036
	0.001422
	3.10E-13
	0.005266
	0.001391
	0.00015

	rs12037905
	C
	T
	0.000746
	0.001419
	0.6
	0.007927
	0.001388
	1.10E-08

	rs7354849
	A
	G
	-0.00815
	0.00141
	7.40E-09
	-0.00426
	0.00138
	0.002

	rs10927006
	T
	C
	0.000898
	0.001997
	0.65
	0.011993
	0.001954
	8.30E-10

	rs4658403
	C
	T
	0.000129
	0.001881
	0.95
	0.013642
	0.00184
	1.20E-13

	rs62106258
	T
	C
	0.080258
	0.003254
	2.40E-134
	0.059139
	0.003182
	4.20E-77

	rs12992672
	G
	A
	-0.04332
	0.001852
	5.50E-121
	-0.03595
	0.001811
	1.20E-87

	rs2867116
	C
	A
	-0.01228
	0.002028
	1.40E-09
	-0.00694
	0.001983
	0.00047

	rs10182458
	A
	G
	-0.03592
	0.0014
	3.10E-145
	-0.01995
	0.001369
	4.10E-48

	rs146910503
	G
	A
	0.033464
	0.005025
	2.70E-11
	0.014782
	0.004914
	0.0026

	rs10169594
	T
	C
	-0.00048
	0.001459
	0.74
	-0.00788
	0.001427
	3.30E-08

	rs35809007
	G
	A
	0.004337
	0.001459
	0.003
	0.010592
	0.001427
	1.20E-13

	rs6761463
	G
	C
	0.003653
	0.0019
	0.054
	0.012581
	0.001858
	1.30E-11

	rs4671328
	T
	G
	0.005629
	0.001417
	7.20E-05
	0.01317
	0.001386
	2.10E-21

	rs4672338
	C
	T
	-0.00458
	0.001481
	0.002
	-0.00835
	0.001448
	8.00E-09

	rs12713889
	T
	C
	0.011692
	0.001487
	3.70E-15
	0.005705
	0.001454
	8.70E-05

	rs6752979
	G
	A
	-0.00366
	0.001503
	0.015
	-0.00896
	0.00147
	1.10E-09

	rs396354
	T
	C
	0.001351
	0.001555
	0.38
	0.010398
	0.00152
	8.00E-12

	rs11691869
	C
	A
	-0.00034
	0.001459
	0.82
	0.011231
	0.001427
	3.50E-15

	rs1451533
	G
	A
	-0.00383
	0.001581
	0.015
	-0.01097
	0.001546
	1.30E-12

	rs1384660
	G
	A
	0.015794
	0.001802
	1.90E-18
	0.007457
	0.001763
	2.30E-05

	rs409696
	G
	A
	0.001534
	0.001418
	0.28
	0.011422
	0.001387
	1.80E-16

	rs62175963
	T
	C
	0.008974
	0.001415
	2.20E-10
	-0.00263
	0.001383
	0.057

	rs788163
	A
	C
	-0.00359
	0.001571
	0.022
	-0.01006
	0.001536
	5.90E-11

	rs1704190
	G
	A
	-0.00121
	0.001452
	0.41
	-0.00833
	0.001421
	4.50E-09

	rs115319174
	G
	C
	-0.0423
	0.003036
	4.00E-44
	-0.01131
	0.002969
	0.00014

	rs13427822
	A
	G
	-0.0006
	0.001591
	0.71
	0.009449
	0.001556
	1.30E-09

	rs55658481
	G
	A
	-0.00815
	0.001477
	3.30E-08
	-0.00897
	0.001444
	5.30E-10

	rs2433733
	G
	A
	0.000678
	0.001497
	0.65
	0.010504
	0.001464
	7.30E-13

	rs1476698
	A
	G
	0.008209
	0.00145
	1.50E-08
	0.001385
	0.001418
	0.33

	rs2594994
	T
	A
	0.015494
	0.00183
	2.50E-17
	0.002107
	0.00179
	0.24

	rs34373881
	G
	A
	0.001937
	0.001571
	0.22
	0.008833
	0.001537
	9.00E-09

	rs7619139
	T
	A
	-0.00981
	0.001427
	6.20E-12
	-0.00884
	0.001395
	2.40E-10

	rs80082536
	A
	G
	-0.00712
	0.002173
	0.001
	-0.01289
	0.002125
	1.30E-09

	rs754635
	C
	G
	-0.01591
	0.002206
	5.50E-13
	-0.01502
	0.002158
	3.30E-12

	rs28350
	A
	G
	0.009691
	0.001832
	1.20E-07
	0.012636
	0.001791
	1.70E-12

	rs9843653
	T
	C
	-0.00405
	0.001402
	0.0038
	-0.01755
	0.001371
	1.50E-37

	rs6445198
	G
	T
	0.012532
	0.001424
	1.40E-18
	0.010961
	0.001393
	3.50E-15

	rs6445258
	T
	C
	0.001297
	0.001725
	0.45
	0.009711
	0.001687
	8.60E-09

	rs538579
	G
	C
	-0.00841
	0.001509
	2.50E-08
	-0.00799
	0.001476
	6.30E-08

	rs11708540
	G
	A
	0.002044
	0.001933
	0.29
	-0.01062
	0.001891
	2.00E-08

	rs4677156
	A
	T
	0.009241
	0.00168
	3.70E-08
	0.003783
	0.001642
	0.021

	rs1598121
	A
	G
	-0.00322
	0.001455
	0.027
	-0.00896
	0.001423
	3.00E-10

	rs6783281
	A
	G
	-0.00955
	0.001541
	5.70E-10
	-0.00331
	0.001507
	0.028

	rs4858940
	T
	C
	-0.01696
	0.002199
	1.30E-14
	-0.01331
	0.002151
	6.00E-10

	rs1454687
	C
	G
	0.001216
	0.0014
	0.39
	0.012283
	0.00137
	3.00E-19

	rs1436348
	A
	G
	-0.00445
	0.00142
	0.0017
	-0.00966
	0.001389
	3.50E-12

	rs9814758
	T
	G
	0.004915
	0.00147
	0.00082
	0.008387
	0.001437
	5.40E-09

	rs1320903
	G
	A
	-0.01003
	0.001502
	2.50E-11
	-0.01462
	0.001469
	2.60E-23

	rs2343681
	G
	A
	-0.00449
	0.001715
	0.0089
	-0.01236
	0.001678
	1.80E-13

	rs59714050
	T
	A
	-0.02282
	0.002815
	5.20E-16
	-0.01937
	0.002753
	2.00E-12

	rs1568488
	G
	C
	-0.00388
	0.001438
	0.007
	-0.01103
	0.001406
	4.40E-15

	rs8192675
	T
	C
	-0.00076
	0.001543
	0.62
	-0.0117
	0.001509
	8.70E-15

	rs7633995
	A
	G
	-0.0145
	0.002476
	4.70E-09
	-0.00725
	0.002421
	0.0027

	rs869400
	T
	G
	-0.00922
	0.001806
	3.30E-07
	-0.01831
	0.001766
	3.50E-25

	rs6583310
	G
	C
	-0.00323
	0.001415
	0.022
	-0.00878
	0.001384
	2.20E-10

	rs2051559
	T
	C
	-0.01031
	0.002073
	6.70E-07
	-0.01386
	0.002029
	8.30E-12

	rs34811474
	G
	A
	0.010192
	0.001663
	8.80E-10
	0.016596
	0.001627
	2.00E-24

	rs73213484
	A
	T
	0.001239
	0.002014
	0.54
	0.014638
	0.001971
	1.10E-13

	rs7439324
	C
	T
	0.010792
	0.001903
	1.40E-08
	0.007527
	0.001862
	5.30E-05

	rs12641981
	C
	T
	-0.02219
	0.001415
	2.20E-55
	-0.01867
	0.001385
	1.90E-41

	rs2237025
	T
	C
	-0.00029
	0.001422
	0.84
	0.010243
	0.001391
	1.80E-13

	rs28462076
	A
	G
	0.006227
	0.001656
	0.00017
	0.009393
	0.00162
	6.70E-09

	rs788858
	A
	G
	0.012315
	0.001543
	1.50E-15
	0.000576
	0.00151
	0.7

	rs4148155
	A
	G
	0.00639
	0.002205
	0.0038
	0.014349
	0.002158
	2.90E-11

	rs4419475
	A
	T
	0.001147
	0.001426
	0.42
	-0.0081
	0.001395
	6.50E-09

	rs1229984
	T
	C
	0.000533
	0.004256
	0.9
	-0.02304
	0.004164
	3.20E-08

	rs13107325
	C
	T
	-0.0215
	0.002663
	6.80E-16
	-0.02871
	0.002606
	3.10E-28

	rs72675820
	A
	C
	0.009938
	0.001461
	1.00E-11
	0.008039
	0.001429
	1.90E-08

	rs1296328
	A
	C
	0.008046
	0.001418
	1.40E-08
	0.011738
	0.001387
	2.60E-17

	rs11727676
	T
	C
	0.013114
	0.002371
	3.20E-08
	0.007291
	0.00232
	0.0017

	rs6843852
	C
	T
	-0.00477
	0.001401
	0.00066
	-0.00872
	0.001371
	2.00E-10

	rs698147
	A
	G
	0.001409
	0.001407
	0.32
	0.00878
	0.001377
	1.80E-10

	rs67913249
	C
	G
	0.003096
	0.001482
	0.037
	0.009346
	0.00145
	1.20E-10

	rs10805383
	G
	A
	-0.00154
	0.001404
	0.27
	-0.01047
	0.001374
	2.60E-14

	rs9291816
	C
	T
	0.013423
	0.001498
	3.20E-19
	0.007976
	0.001466
	5.30E-08

	rs2307111
	T
	C
	0.008736
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	1.30E-08

	rs8030456
	C
	T
	0.021323
	0.001671
	2.60E-37
	0.018343
	0.001636
	3.70E-29

	rs34994596
	T
	C
	0.004793
	0.001533
	0.0018
	0.011151
	0.001502
	1.10E-13

	rs8038574
	T
	C
	0.004853
	0.001481
	0.001
	0.009074
	0.001451
	4.00E-10

	rs72755233
	G
	A
	-0.01765
	0.002225
	2.10E-15
	-0.00968
	0.002179
	8.80E-06

	rs2238435
	C
	G
	-0.01648
	0.001442
	2.90E-30
	-0.01415
	0.001412
	1.20E-23

	rs39674
	C
	G
	-0.00069
	0.00153
	0.65
	-0.00871
	0.001498
	6.00E-09

	rs55880046
	T
	G
	0.029859
	0.002005
	3.70E-50
	0.016863
	0.001963
	8.70E-18

	rs9922288
	A
	G
	0.010499
	0.001672
	3.40E-10
	0.009389
	0.001637
	9.80E-09

	rs3814883
	C
	T
	-0.00608
	0.001406
	1.50E-05
	-0.01476
	0.001376
	8.10E-27

	rs4783789
	T
	C
	0.009546
	0.001683
	1.40E-08
	0.001654
	0.001648
	0.32

	rs56094641
	A
	G
	-0.04723
	0.001427
	3.00E-240
	-0.04652
	0.001397
	4.00E-243

	rs862320
	C
	T
	0.006198
	0.001426
	1.40E-05
	0.014399
	0.001396
	6.20E-25

	rs12149660
	G
	A
	0.003994
	0.002207
	0.07
	0.016218
	0.002161
	6.20E-14

	rs9673839
	A
	G
	-0.0032
	0.001408
	0.023
	-0.0083
	0.001379
	1.70E-09

	rs11642090
	T
	C
	-0.01173
	0.001459
	9.20E-16
	-0.00728
	0.001428
	3.40E-07

	rs11150462
	T
	A
	0.003116
	0.001455
	0.032
	0.008444
	0.001425
	3.10E-09

	rs7206608
	C
	G
	4.60E-05
	0.0015
	0.98
	-0.00979
	0.001469
	2.60E-11

	rs4790292
	C
	A
	0.007803
	0.001951
	6.30E-05
	0.016329
	0.001911
	1.30E-17

	rs67603370
	G
	A
	-0.01586
	0.002684
	3.40E-09
	-0.00046
	0.002629
	0.86

	rs1320251
	C
	T
	-0.00037
	0.001412
	0.79
	0.012393
	0.001383
	3.20E-19

	rs1017529
	C
	A
	-0.00094
	0.001878
	0.62
	-0.01062
	0.00184
	7.70E-09

	rs73982435
	C
	T
	0.007541
	0.001703
	9.50E-06
	0.009429
	0.001668
	1.60E-08

	rs11079849
	C
	T
	0.001425
	0.001495
	0.34
	0.012234
	0.001464
	6.40E-17

	rs78369934
	T
	C
	-0.00342
	0.003111
	0.27
	0.019936
	0.003047
	6.00E-11

	rs12941038
	C
	T
	-0.00956
	0.001669
	1.00E-08
	-0.00475
	0.001634
	0.0037

	rs11150745
	A
	G
	0.012163
	0.001507
	7.00E-16
	0.013795
	0.001476
	9.20E-21

	rs7503580
	C
	T
	-0.01112
	0.001933
	8.70E-09
	-0.00488
	0.001893
	0.01

	rs1013737
	G
	C
	-0.01064
	0.001403
	3.30E-14
	-0.00585
	0.001374
	2.10E-05

	rs2083323
	G
	A
	-0.00502
	0.001838
	0.0063
	-0.01041
	0.0018
	7.30E-09

	rs1788808
	A
	G
	0.008793
	0.001404
	3.70E-10
	0.01274
	0.001375
	1.90E-20

	rs6507054
	T
	C
	0.000855
	0.001422
	0.55
	-0.00928
	0.001393
	2.70E-11

	rs7239114
	G
	A
	-0.01349
	0.001417
	1.80E-21
	-0.00644
	0.001388
	3.40E-06

	rs58084604
	C
	T
	-0.03316
	0.001656
	3.90E-89
	-0.03519
	0.001622
	2.60E-104

	rs17773370
	G
	A
	-0.01192
	0.002819
	2.30E-05
	-0.01589
	0.002761
	8.70E-09

	rs57636386
	T
	C
	0.023458
	0.002537
	2.30E-20
	0.024702
	0.002485
	2.70E-23

	rs8089514
	T
	A
	-0.00733
	0.00147
	6.20E-07
	-0.00817
	0.001439
	1.40E-08

	rs8096658
	C
	G
	0.008994
	0.001419
	2.30E-10
	0.004288
	0.00139
	0.002

	rs72976986
	G
	A
	0.000618
	0.001803
	0.73
	0.013851
	0.001766
	4.40E-15

	rs62621197
	C
	T
	-0.02349
	0.003848
	1.00E-09
	-0.0065
	0.003769
	0.085

	rs113230003
	G
	A
	0.006983
	0.00161
	1.40E-05
	0.012616
	0.001577
	1.20E-15

	rs10404726
	C
	T
	0.00655
	0.001407
	3.20E-06
	0.012293
	0.001378
	4.70E-19

	rs112253053
	T
	A
	0.010125
	0.001909
	1.10E-07
	0.013771
	0.00187
	1.80E-13

	rs12462975
	G
	A
	-0.00516
	0.001501
	0.00058
	-0.01148
	0.00147
	5.90E-15

	rs73026723
	C
	T
	0.00949
	0.00194
	1.00E-06
	0.014068
	0.0019
	1.30E-13

	rs429358
	T
	C
	-0.00346
	0.001941
	0.075
	0.016069
	0.001902
	2.90E-17

	rs12971645
	G
	A
	0.00037
	0.001576
	0.81
	0.008594
	0.001543
	2.60E-08

	rs10423928
	T
	A
	0.011763
	0.001769
	2.90E-11
	0.020764
	0.001732
	4.20E-33

	rs6075658
	T
	C
	0.00244
	0.001404
	0.082
	0.008489
	0.001376
	6.80E-10

	rs2206925
	T
	C
	-0.01062
	0.00146
	3.40E-13
	-0.01176
	0.00143
	2.00E-16

	rs16996644
	C
	G
	-0.01935
	0.00211
	4.80E-20
	-0.0106
	0.002068
	2.90E-07

	rs8124896
	T
	C
	-0.00576
	0.002331
	0.013
	-0.01317
	0.002284
	8.10E-09

	rs6050446
	A
	G
	-0.00668
	0.003975
	0.093
	-0.02642
	0.003895
	1.20E-11

	rs4911382
	C
	T
	-0.00223
	0.001426
	0.12
	-0.00832
	0.001397
	2.60E-09

	rs6029180
	A
	G
	-0.00454
	0.001509
	0.0026
	-0.00819
	0.001479
	3.10E-08

	rs6030803
	T
	C
	0.004327
	0.002116
	0.041
	0.012927
	0.002074
	4.50E-10

	rs2425856
	A
	G
	0.003461
	0.00141
	0.014
	0.008422
	0.001381
	1.10E-09

	rs66460909
	G
	A
	0.005294
	0.001785
	0.003
	0.015693
	0.001749
	2.90E-19

	rs2207894
	C
	T
	0.014344
	0.001781
	8.00E-16
	0.007601
	0.001745
	1.30E-05

	rs13047416
	C
	G
	0.012376
	0.001451
	1.40E-17
	0.008657
	0.001422
	1.10E-09

	rs8134638
	T
	C
	0.000773
	0.001449
	0.59
	-0.0078
	0.00142
	4.00E-08

	rs403694
	C
	T
	-0.00185
	0.001411
	0.19
	-0.01218
	0.001383
	1.30E-18

	rs78907487
	A
	C
	-0.01236
	0.001977
	4.10E-10
	-0.00677
	0.001937
	0.00047

	rs12484438
	T
	C
	0.011798
	0.001481
	1.60E-15
	0.012887
	0.001451
	6.70E-19

	rs738140
	A
	G
	0.000927
	0.001518
	0.54
	0.00886
	0.001488
	2.60E-09

	rs9615723
	C
	T
	0.002284
	0.001431
	0.11
	0.007715
	0.001403
	3.80E-08

	rs34778589
	A
	C
	-0.0103
	0.002551
	5.40E-05
	-0.01434
	0.0025
	9.80E-09

	Men

	SNP
	EA
	OA
	beta_early
	se_early
	pval_early
	beta_adult
	se_adult
	pval_adult

	rs3762444
	C
	T
	0.005117
	0.002078
	0.014
	0.012328
	0.00194
	2.10E-10

	rs1284373
	C
	T
	0.00329
	0.002566
	0.2
	0.013881
	0.002396
	6.90E-09

	rs34052145
	A
	G
	0.000152
	0.00216
	0.94
	-0.01144
	0.002017
	1.40E-08

	rs1167311
	G
	A
	0.007996
	0.00222
	0.00032
	0.012003
	0.002073
	7.00E-09

	rs12140153
	G
	T
	0.023436
	0.003586
	6.40E-11
	0.023817
	0.003348
	1.10E-12

	rs11208779
	G
	C
	-0.00411
	0.002057
	0.046
	-0.01154
	0.00192
	1.90E-09

	rs61765650
	A
	G
	0.022662
	0.002608
	3.70E-18
	0.021859
	0.002435
	2.80E-19

	rs4650277
	A
	G
	0.022507
	0.002068
	1.40E-27
	0.007296
	0.00193
	0.00016

	rs2181375
	A
	G
	-0.00552
	0.00209
	0.0082
	-0.01233
	0.001951
	2.60E-10

	rs7550711
	C
	T
	-0.05069
	0.006492
	5.80E-15
	-0.04405
	0.006061
	3.60E-13

	rs61813324
	C
	T
	-0.00516
	0.003035
	0.089
	-0.01581
	0.002833
	2.40E-08

	rs539515
	A
	C
	-0.03876
	0.002539
	1.30E-52
	-0.02195
	0.00237
	2.00E-20

	rs1772143
	T
	A
	0.014627
	0.002084
	2.20E-12
	0.008697
	0.001945
	7.80E-06

	rs2125232
	C
	T
	0.00216
	0.002205
	0.33
	0.012243
	0.002058
	2.70E-09

	rs77165542
	C
	T
	0.072978
	0.005625
	1.70E-38
	0.049509
	0.005251
	4.20E-21

	rs6749422
	C
	G
	-0.0313
	0.002051
	1.40E-52
	-0.01524
	1.91E-03
	1.70E-15

	rs1861410
	C
	T
	0.010484
	0.002073
	4.20E-07
	0.013057
	0.001935
	1.50E-11

	rs3552
	G
	A
	-0.00616
	0.002059
	0.0028
	-0.01152
	0.001922
	2.00E-09

	rs396354
	T
	C
	-0.00047
	0.002279
	0.83
	0.011772
	0.002127
	3.10E-08

	rs6753397
	C
	T
	-0.00305
	0.002316
	0.19
	-0.01198
	0.002162
	3.00E-08

	rs13405033
	C
	T
	-0.00429
	0.002848
	0.13
	-0.01832
	0.002659
	5.60E-12

	rs10496885
	G
	A
	0.016558
	0.002636
	3.30E-10
	0.00783
	0.002461
	0.0015

	rs1451077
	G
	A
	0.004218
	0.002085
	0.043
	0.012968
	0.001946
	2.70E-11

	rs115319174
	G
	C
	-0.04345
	0.004443
	1.40E-22
	-0.01618
	0.004148
	9.50E-05

	rs6436661
	C
	T
	-0.00542
	0.003545
	0.13
	-0.01842
	0.00331
	2.60E-08

	rs7619139
	T
	A
	-0.00907
	0.002093
	1.50E-05
	-0.01196
	0.001953
	9.20E-10

	rs2526389
	C
	T
	-0.01011
	0.002077
	1.10E-06
	-0.01902
	0.001938
	1.00E-22

	rs11708540
	G
	A
	0.002594
	0.002837
	0.36
	-0.01497
	0.002648
	1.60E-08

	rs55782528
	C
	A
	0.008063
	0.002148
	0.00017
	0.012902
	0.002005
	1.20E-10

	rs13066686
	C
	A
	0.000651
	0.002098
	0.76
	0.013265
	0.001958
	1.20E-11

	rs2918217
	C
	T
	-0.00696
	0.00298
	0.019
	-0.01822
	0.002781
	5.70E-11

	rs73875019
	T
	A
	0.009583
	0.003228
	0.003
	0.019461
	0.003013
	1.10E-10

	rs1320903
	G
	A
	-0.00867
	0.002206
	8.60E-05
	-0.01588
	0.002059
	1.20E-14

	rs61789562
	T
	C
	0.006658
	0.003178
	0.036
	0.016787
	0.002966
	1.50E-08

	rs1568488
	G
	C
	-0.00525
	0.002107
	0.013
	-0.01169
	0.001966
	2.70E-09

	rs8192675
	T
	C
	-0.00343
	0.002266
	0.13
	-0.01351
	2.11E-03
	1.70E-10

	rs55742087
	C
	T
	0.013365
	0.002647
	4.40E-07
	0.018996
	0.002471
	1.50E-14

	rs10938398
	G
	A
	-0.02074
	0.002076
	1.70E-23
	-0.02143
	0.00194
	2.30E-28

	rs2537860
	A
	C
	-0.00104
	0.002093
	0.62
	0.011371
	0.001955
	6.00E-09

	rs13107325
	C
	T
	-0.02266
	0.003879
	5.20E-09
	-0.02942
	0.003623
	4.70E-16

	rs1296328
	A
	C
	0.006762
	0.002078
	0.0011
	0.013313
	0.001941
	7.00E-12

	rs3212519
	A
	G
	0.02244
	0.004047
	2.90E-08
	-0.00368
	0.003781
	0.33

	rs75577466
	G
	C
	0.016931
	0.0027
	3.60E-10
	0.003922
	0.002523
	0.12

	rs2307111
	T
	C
	0.009023
	0.002103
	1.80E-05
	0.012999
	0.001965
	3.70E-11

	rs7703782
	T
	A
	-0.01218
	0.003016
	5.30E-05
	-0.0235
	0.002818
	7.40E-17

	rs4958361
	C
	G
	0.012105
	0.002054
	3.80E-09
	0.007696
	0.001919
	6.10E-05

	rs2591496
	G
	A
	-0.0063
	0.002312
	0.0064
	-0.01289
	0.002161
	2.40E-09

	rs9379829
	C
	T
	-0.00172
	0.002486
	0.49
	0.01286
	0.002324
	3.10E-08

	rs9277992
	G
	A
	0.00026
	0.002628
	0.92
	-0.01603
	0.002457
	6.80E-11

	rs9469899
	G
	A
	-0.00559
	0.00214
	0.009
	-0.013
	0.002
	8.20E-11

	rs3798519
	A
	C
	-0.02178
	0.002675
	3.90E-16
	-0.0236
	0.0025
	3.80E-21

	rs1775255
	G
	T
	-0.0133
	0.00206
	1.10E-10
	-0.00925
	0.001925
	1.60E-06

	rs115597956
	G
	A
	-0.02993
	0.004519
	3.50E-11
	-0.00957
	0.004224
	0.023

	rs74621225
	A
	G
	-0.00034
	0.003024
	0.91
	0.016257
	0.002827
	8.90E-09

	rs9320823
	T
	C
	0.003715
	0.002099
	0.077
	-0.01327
	0.001962
	1.30E-11

	rs2693560
	A
	G
	0.011595
	0.002126
	4.90E-08
	0.004703
	0.001987
	0.018

	rs1452991
	G
	A
	-0.0121
	0.002139
	1.50E-08
	-0.00359
	0.002
	0.073

	rs9478671
	A
	G
	-0.00827
	0.002527
	0.0011
	-0.01399
	0.002362
	3.10E-09

	rs34714518
	G
	A
	0.003403
	0.003126
	0.28
	0.016269
	0.002922
	2.60E-08

	rs16120
	A
	G
	0.01167
	0.002058
	1.40E-08
	0.005929
	0.001923
	0.0021

	rs62457529
	A
	G
	-0.00738
	0.003294
	0.025
	-0.01884
	0.003078
	9.40E-10

	rs6962280
	A
	G
	-0.00546
	0.002074
	0.0084
	-0.01214
	0.001938
	3.80E-10

	rs17145600
	C
	T
	-0.00693
	0.004676
	0.14
	-0.0245
	0.00437
	2.00E-08

	rs12538826
	T
	C
	-0.00028
	0.003216
	0.93
	0.016863
	0.003005
	2.00E-08

	rs10236214
	C
	T
	-0.00462
	0.002153
	0.032
	-0.01128
	0.002012
	2.10E-08

	rs4840941
	A
	G
	-0.01132
	0.002081
	5.30E-08
	-0.01367
	0.001945
	2.10E-12

	rs7827210
	G
	A
	-0.00057
	0.002104
	0.79
	-0.0111
	0.001966
	1.70E-08

	rs10504620
	T
	C
	-0.01516
	0.00224
	1.30E-11
	-0.0048
	0.002093
	0.022

	rs72674843
	T
	C
	0.003086
	0.002409
	0.2
	0.014987
	0.002252
	2.80E-11

	rs800526
	A
	C
	-0.00662
	0.002464
	0.0072
	-0.0142
	0.002303
	7.10E-10

	rs1412239
	C
	G
	-0.00483
	0.00219
	0.027
	-0.01546
	0.002047
	4.20E-14

	rs11790060
	T
	C
	-0.01283
	0.002183
	4.20E-09
	-0.00016
	0.00204
	0.94

	rs10828247
	A
	G
	0.002681
	0.002163
	0.22
	-0.01124
	0.002022
	2.70E-08

	rs10824218
	A
	T
	0.005328
	0.002085
	0.011
	0.010646
	0.001949
	4.70E-08

	rs41310284
	C
	A
	0.024196
	0.003437
	1.90E-12
	0.018066
	0.003213
	1.90E-08

	rs4962671
	T
	C
	0.00038
	0.002067
	0.85
	0.010738
	0.001932
	2.70E-08

	rs72867447
	C
	G
	-0.00392
	0.002072
	0.059
	-0.01111
	0.001936
	9.50E-09

	rs6265
	C
	T
	0.013661
	0.002623
	1.90E-07
	0.028497
	0.002451
	3.00E-31

	rs1222216
	C
	T
	0.002611
	0.002449
	0.29
	0.013622
	0.002289
	2.60E-09

	rs4755726
	T
	G
	-0.00133
	0.002221
	0.55
	0.013849
	0.002076
	2.50E-11

	rs12798028
	C
	T
	-0.01362
	0.002082
	6.20E-11
	-0.01507
	0.001946
	9.60E-15

	rs7940691
	C
	T
	0.011448
	0.002134
	8.10E-08
	0.013405
	0.001994
	1.80E-11

	rs10896348
	T
	C
	0.013309
	0.002288
	6.00E-09
	0.007009
	0.002138
	0.001

	rs10898317
	C
	T
	0.003485
	0.002057
	0.09
	0.010653
	0.001922
	3.00E-08

	rs11218734
	A
	G
	-0.01293
	0.002347
	3.60E-08
	-0.00518
	0.002193
	0.018

	rs55726687
	G
	A
	-0.01203
	0.002523
	1.80E-06
	-0.01289
	0.002359
	4.70E-08

	rs76895963
	T
	G
	-0.01649
	0.007934
	0.038
	-0.04219
	0.007417
	1.30E-08

	rs7978659
	G
	T
	-0.01334
	0.002163
	7.00E-10
	-0.00359
	0.002022
	0.076

	rs7132908
	G
	A
	-0.03173
	0.002109
	3.60E-51
	-0.01901
	0.001971
	5.30E-22

	rs7306710
	T
	C
	0.012402
	0.002069
	2.00E-09
	0.003971
	0.001934
	0.04

	rs7308188
	T
	C
	0.010013
	0.002354
	2.10E-05
	0.013666
	0.002201
	5.30E-10

	rs6490030
	C
	A
	-0.00641
	0.00213
	0.0026
	-0.01095
	0.001991
	3.80E-08

	rs147730268
	G
	T
	-0.00359
	0.003731
	0.34
	0.021582
	0.003488
	6.10E-10

	rs7316962
	A
	G
	0.01291
	0.002064
	4.00E-10
	0.008924
	0.001929
	3.70E-06

	rs61954177
	G
	C
	-0.01089
	0.002195
	7.00E-07
	-0.01152
	0.002052
	2.00E-08

	rs9568868
	G
	T
	-0.02484
	0.003081
	7.60E-16
	-0.02052
	0.00288
	1.00E-12

	rs1576655
	A
	C
	-0.01177
	0.002137
	3.70E-08
	-0.01056
	0.001998
	1.20E-07

	rs7983454
	T
	C
	0.004195
	0.002056
	0.041
	0.010963
	0.001922
	1.20E-08

	rs9522279
	C
	T
	-0.00091
	0.002083
	0.66
	-0.01269
	0.001947
	7.30E-11

	rs10132280
	C
	A
	0.009174
	0.002247
	4.50E-05
	0.016259
	0.002101
	9.90E-15

	rs10131761
	T
	A
	0.003587
	0.002632
	0.17
	0.013511
	0.00246
	4.00E-08

	rs4898556
	A
	C
	0.002789
	0.002054
	0.17
	0.012895
	0.00192
	1.90E-11

	rs217669
	T
	C
	-0.00034
	0.002311
	0.88
	-0.01357
	0.00216
	3.40E-10

	rs8008910
	G
	A
	-0.01042
	0.002476
	2.60E-05
	-0.01697
	0.002314
	2.30E-13

	rs1887197
	C
	T
	-0.00451
	0.002185
	0.039
	-0.01365
	0.002043
	2.30E-11

	rs61992671
	A
	G
	0.010267
	0.002148
	1.80E-06
	0.010958
	0.002008
	4.90E-08

	rs3784710
	T
	C
	0.019152
	0.002448
	5.10E-15
	0.016403
	0.002289
	7.80E-13

	rs11631651
	A
	C
	0.008112
	0.003961
	0.041
	0.022476
	0.003705
	1.30E-09

	rs1990573
	A
	G
	-0.00368
	0.002228
	0.098
	-0.01255
	0.002082
	1.70E-09

	rs7190603
	T
	C
	0.029545
	0.002947
	1.20E-23
	0.015601
	0.002753
	1.50E-08

	rs62048402
	G
	A
	-0.04616
	0.002089
	3.40E-108
	-0.04733
	0.001952
	6.90E-130

	rs12923231
	C
	T
	0.001105
	0.002092
	0.6
	0.014188
	0.001954
	3.90E-13

	rs12149660
	G
	A
	0.004733
	0.003236
	0.14
	0.02009
	0.003023
	3.00E-11

	rs3923783
	C
	A
	0.005273
	0.002646
	0.046
	0.015984
	0.002474
	1.00E-10

	rs9901404
	A
	G
	-0.00158
	0.002232
	0.48
	0.015503
	0.002087
	1.10E-13

	rs12941009
	C
	T
	0.009935
	0.002113
	2.60E-06
	0.011248
	0.001975
	1.20E-08

	rs17637472
	G
	A
	-0.01237
	0.002118
	5.20E-09
	-0.00503
	0.00198
	0.011

	rs11150745
	A
	G
	0.011506
	0.002206
	1.80E-07
	0.01346
	0.002063
	6.80E-11

	rs1652376
	G
	T
	0.007491
	0.002061
	0.00028
	0.014672
	0.001927
	2.60E-14

	rs7232171
	G
	T
	-8.73E-05
	0.002081
	0.97
	-0.01088
	0.001946
	2.20E-08

	rs7239114
	G
	A
	-0.01276
	0.002077
	8.10E-10
	-0.00393
	0.001942
	0.043

	rs7240682
	C
	G
	-0.03027
	0.002456
	6.30E-35
	-0.0311
	0.002296
	8.70E-42

	rs8112818
	A
	G
	0.00502
	0.002104
	0.017
	0.011532
	0.001968
	4.60E-09

	rs3810291
	G
	A
	-0.01526
	0.002188
	3.10E-12
	-0.01596
	0.002047
	6.30E-15

	rs6054427
	G
	A
	-0.01217
	0.002127
	1.10E-08
	-0.01357
	0.001989
	8.90E-12

	rs73898513
	C
	T
	-0.01877
	0.003182
	3.70E-09
	-0.0112
	0.002976
	0.00017

	rs6096886
	A
	G
	0.006625
	0.002617
	0.011
	0.015501
	0.002447
	2.40E-10

	rs9977825
	T
	C
	0.005075
	0.002144
	0.018
	0.011679
	0.002006
	5.80E-09

	rs17421586
	T
	A
	0.010896
	0.002168
	5.00E-07
	0.011985
	0.002028
	3.40E-09

	Women

	SNP
	EA
	OA
	beta_early
	se_early
	pval_early
	beta_adult
	se_adult
	pval_adult

	rs74892851
	C
	A
	0.000122
	0.002026
	0.95
	0.011586
	0.00206
	1.90E-08

	rs78886584
	A
	G
	-0.00212
	0.001958
	0.28
	-0.01327
	0.00199
	2.60E-11

	rs212540
	C
	T
	0.012688
	0.002001
	2.30E-10
	0.001562
	0.002034
	0.44

	rs12144626
	T
	C
	0.008272
	0.001964
	2.50E-05
	0.011716
	0.001997
	4.40E-09

	rs1494461
	C
	T
	0.001819
	0.002068
	0.38
	0.012736
	0.002102
	1.40E-09

	rs582220
	A
	G
	-0.01148
	0.001958
	4.50E-09
	-0.00797
	0.001991
	6.20E-05

	rs2767486
	A
	G
	-0.02032
	0.002411
	3.50E-17
	-0.00124
	0.00245
	0.61

	rs7522014
	A
	G
	0.011509
	0.0021
	4.20E-08
	0.00772
	0.002134
	3.00E-04

	rs12042908
	A
	G
	0.031709
	0.001951
	2.10E-59
	0.013067
	0.001983
	4.40E-11

	rs34517439
	C
	A
	-0.01249
	0.002984
	2.80E-05
	-0.02525
	0.003033
	8.40E-17

	rs10922911
	C
	T
	0.000466
	0.002004
	0.82
	-0.01383
	0.002037
	1.10E-11

	rs75641275
	A
	C
	0.002059
	0.002765
	0.46
	-0.01849
	0.00281
	4.70E-11

	rs41279738
	T
	G
	-0.04643
	0.006081
	2.20E-14
	-0.04097
	0.006181
	3.40E-11

	rs61813324
	C
	T
	-0.00474
	0.002867
	0.098
	-0.02089
	0.002914
	7.60E-13

	rs543874
	A
	G
	-0.05471
	0.002395
	1.60E-115
	-0.03753
	0.002434
	1.20E-53

	rs10798139
	C
	T
	-0.01371
	0.002355
	5.90E-09
	-0.00876
	0.002394
	0.00025

	rs815163
	T
	C
	0.009194
	0.001947
	2.30E-06
	0.01322
	0.001979
	2.40E-11

	rs2678204
	T
	G
	-0.00556
	0.00204
	0.0065
	-0.01336
	0.002073
	1.20E-10

	rs2994320
	A
	G
	-0.00027
	0.002448
	0.91
	0.016622
	0.002488
	2.40E-11

	rs62106258
	T
	C
	0.087151
	0.004482
	3.40E-84
	0.067317
	0.004555
	2.00E-49

	rs12992672
	G
	A
	-0.04416
	0.00256
	1.10E-66
	-0.0361
	0.002601
	8.40E-44

	rs6738433
	G
	C
	-0.04047
	0.001938
	7.60E-97
	-0.02355
	0.001969
	5.90E-33

	rs146910503
	G
	A
	0.046977
	0.006936
	1.30E-11
	0.022138
	0.007048
	0.0017

	rs34606703
	G
	A
	0.005027
	0.002023
	0.013
	0.011743
	0.002056
	1.10E-08

	rs13420048
	C
	A
	0.000699
	0.002012
	0.73
	0.011999
	0.002044
	4.40E-09

	rs4671328
	T
	G
	0.001651
	0.001956
	0.4
	0.013654
	0.001988
	6.50E-12

	rs13416992
	A
	C
	0.004401
	0.001978
	0.026
	0.014785
	0.00201
	1.90E-13

	rs1446725
	T
	G
	0.013563
	0.001962
	4.80E-12
	0.008481
	0.001994
	2.10E-05

	rs11691869
	C
	A
	0.001026
	0.002015
	0.61
	0.015537
	0.002048
	3.30E-14

	rs7602120
	C
	T
	-0.00271
	0.001946
	0.16
	-0.01341
	0.001977
	1.20E-11

	rs55959207
	A
	C
	0.010936
	0.001949
	2.00E-08
	-0.00286
	0.00198
	0.15

	rs17464221
	C
	T
	0.012296
	0.002137
	8.70E-09
	0.002653
	0.002171
	0.22

	rs115319174
	G
	C
	-0.04113
	0.004202
	1.30E-22
	-0.00738
	0.00427
	0.084

	rs2433733
	G
	A
	0.001038
	0.002068
	0.62
	0.011736
	0.002101
	2.30E-08

	rs754635
	C
	G
	-0.01662
	0.003046
	4.80E-08
	-0.01603
	0.003096
	2.30E-07

	rs9843653
	T
	C
	-0.00397
	0.001936
	0.04
	-0.01758
	0.001968
	4.20E-19

	rs79569013
	T
	G
	0.020058
	0.002689
	8.60E-14
	0.014564
	0.002733
	9.90E-08

	rs6774533
	C
	T
	-0.00562
	0.002159
	0.0092
	-0.01218
	0.002195
	2.80E-08

	rs818219
	T
	C
	-0.01337
	0.001946
	6.50E-12
	-0.00391
	0.001978
	0.048

	rs76152047
	A
	G
	-0.02505
	0.0039
	1.30E-10
	-0.02331
	0.003965
	4.10E-09

	rs529200
	A
	G
	-0.00302
	0.00194
	0.12
	-0.0116
	0.001971
	4.00E-09

	rs73052033
	T
	C
	0.006666
	0.002495
	0.0076
	0.017216
	0.002537
	1.10E-11

	rs34811474
	G
	A
	0.008539
	0.002296
	2.00E-04
	0.019703
	0.002335
	3.20E-17

	rs73213484
	A
	T
	0.002482
	0.002781
	0.37
	0.018902
	0.002828
	2.30E-11

	rs12641981
	C
	T
	-0.02326
	0.001955
	1.20E-32
	-0.01681
	0.001988
	2.80E-17

	rs148712344
	G
	T
	0.007041
	0.005019
	0.16
	0.029824
	0.005104
	5.10E-09

	rs1603179
	A
	C
	-0.0036
	0.002025
	0.076
	0.011425
	0.002059
	2.90E-08

	rs11098965
	C
	T
	0.000651
	0.00222
	0.77
	0.013621
	0.002258
	1.60E-09

	rs1349641
	T
	G
	0.01249
	0.001982
	2.90E-10
	0.00239
	0.002015
	0.24

	rs7377083
	C
	A
	-0.01545
	0.00197
	4.40E-15
	-0.01084
	0.002003
	6.20E-08

	rs769668
	T
	C
	0.000197
	0.002043
	0.92
	0.013957
	0.002077
	1.80E-11

	rs35390852
	G
	A
	-0.00205
	0.002943
	0.49
	-0.01669
	0.002993
	2.40E-08

	rs828550
	C
	T
	-0.00156
	0.002039
	0.44
	-0.01173
	0.002073
	1.50E-08

	rs10514963
	G
	A
	-0.0028
	0.001934
	0.15
	-0.01372
	0.001967
	3.00E-12

	rs10050620
	C
	T
	0.015942
	0.002069
	1.30E-14
	0.009684
	0.002103
	4.10E-06

	rs34341
	A
	T
	-0.00743
	0.001958
	0.00015
	-0.01998
	0.001991
	1.10E-23

	rs7442885
	C
	G
	0.011526
	0.002364
	1.10E-06
	0.016992
	0.002403
	1.50E-12

	rs1477290
	T
	C
	-0.00588
	0.002841
	0.039
	-0.01749
	0.002889
	1.40E-09

	rs4235642
	A
	G
	0.012363
	0.001996
	5.80E-10
	-0.0059
	0.002029
	0.0037

	rs288187
	C
	T
	0.003295
	0.002577
	0.2
	0.019809
	0.00262
	4.00E-14

	rs1366334
	C
	G
	0.006107
	0.00213
	0.0041
	0.011828
	0.002165
	4.70E-08

	rs13174863
	A
	G
	-0.00348
	0.002741
	0.2
	-0.01872
	0.002787
	1.80E-11

	rs815610
	C
	G
	0.015263
	0.001948
	4.70E-15
	0.008674
	0.001981
	1.20E-05

	rs11134679
	A
	G
	-0.00842
	0.002093
	5.70E-05
	-0.01307
	0.002128
	8.00E-10

	rs12214497
	G
	T
	0.01355
	0.002033
	2.70E-11
	0.006348
	0.002068
	0.0021

	rs3131934
	T
	C
	-0.0227
	0.002581
	1.40E-18
	-0.00853
	0.002625
	0.0012

	rs141127771
	G
	A
	-0.01563
	0.002601
	1.80E-09
	-0.00887
	0.002645
	8.00E-04

	rs34298980
	T
	C
	0.007357
	0.002038
	0.00031
	0.014147
	0.002073
	8.80E-12

	rs2206277
	C
	T
	-0.02688
	0.00252
	1.40E-26
	-0.02533
	0.002563
	4.90E-23

	rs1775255
	G
	T
	-0.01366
	0.00194
	1.90E-12
	-0.0096
	0.001973
	1.20E-06

	rs34260097
	T
	G
	-0.02522
	0.002317
	1.30E-27
	-0.00362
	0.002357
	0.12

	rs9387640
	C
	T
	0.003055
	0.002011
	0.13
	0.011752
	0.002045
	9.20E-09

	rs796915
	C
	G
	-0.01602
	0.002104
	2.60E-14
	-0.0086
	0.00214
	5.80E-05

	rs62425122
	G
	A
	0.012421
	0.002118
	4.50E-09
	0.003302
	0.002154
	0.13

	rs73046311
	C
	G
	0.001704
	0.002646
	0.52
	0.015674
	0.002691
	5.70E-09

	rs983949
	T
	G
	-0.01301
	0.002146
	1.30E-09
	-0.00559
	0.002182
	0.01

	rs2866720
	C
	T
	-0.0016
	0.002001
	0.42
	-0.01179
	0.002036
	7.00E-09

	rs7808296
	C
	T
	-0.01168
	0.002082
	2.00E-08
	-0.00317
	0.002117
	0.13

	rs12375196
	C
	A
	-0.01016
	0.001972
	2.60E-07
	-0.0117
	0.002005
	5.50E-09

	rs1840661
	T
	A
	0.003183
	0.001965
	0.11
	-0.01216
	0.001999
	1.20E-09

	rs6979832
	A
	G
	-0.01135
	0.001948
	5.70E-09
	-0.00309
	0.001981
	0.12

	rs13233916
	C
	G
	0.021026
	0.003394
	5.80E-10
	0.014913
	0.003452
	1.60E-05

	rs11250094
	G
	C
	0.009432
	0.001948
	1.30E-06
	0.012082
	0.001982
	1.10E-09

	rs351776
	A
	C
	-0.01166
	0.001943
	2.00E-09
	-0.0039
	0.001977
	0.049

	rs62515439
	C
	T
	0.012691
	0.002007
	2.50E-10
	0.003678
	0.002041
	0.072

	rs13254613
	A
	C
	-0.01664
	0.002035
	3.00E-16
	0.008559
	0.00207
	3.60E-05

	rs10957605
	C
	T
	0.000868
	0.002085
	0.68
	0.015787
	0.002121
	9.80E-14

	rs2126474
	G
	T
	0.019629
	0.001967
	1.90E-23
	0.009625
	0.002001
	1.50E-06

	rs17716502
	C
	T
	0.002814
	0.002417
	0.24
	0.017884
	0.002459
	3.50E-13

	rs13292699
	A
	C
	-0.00266
	0.001956
	0.17
	0.015023
	0.00199
	4.30E-14

	rs17770336
	C
	T
	-0.00289
	0.002067
	0.16
	-0.01603
	0.002103
	2.50E-14

	rs10821163
	G
	C
	-0.01843
	0.002053
	2.80E-19
	0.002148
	0.002089
	0.3

	rs7047694
	G
	A
	-0.00851
	0.002076
	4.10E-05
	-0.01245
	0.002112
	3.70E-09

	rs957512
	T
	C
	0.011541
	0.002061
	2.20E-08
	0.008541
	0.002097
	4.60E-05

	rs2275241
	G
	A
	-0.0138
	0.002002
	5.50E-12
	-0.00674
	0.002037
	0.00094

	rs3003578
	C
	T
	0.002253
	0.001962
	0.25
	0.011246
	0.001997
	1.80E-08

	rs7084503
	T
	C
	0.015422
	0.001942
	2.00E-15
	0.005656
	0.001975
	0.0042

	rs1270799
	T
	G
	-0.00276
	0.002106
	0.19
	-0.01653
	0.002142
	1.20E-14

	rs113585475
	C
	T
	0.001865
	0.003267
	0.57
	0.022
	0.003323
	3.60E-11

	rs3125326
	A
	C
	-0.00442
	0.002004
	0.027
	-0.01113
	0.002038
	4.70E-08

	rs7090758
	T
	C
	-0.00572
	0.00194
	0.0032
	-0.01293
	0.001973
	5.70E-11

	rs11000942
	G
	A
	-0.00641
	0.002934
	0.029
	-0.01638
	0.002983
	4.00E-08

	rs76971642
	T
	C
	-0.03092
	0.004586
	1.60E-11
	-0.02338
	0.004664
	5.30E-07

	rs10510025
	C
	T
	0.000228
	0.00225
	0.92
	-0.01326
	0.002288
	6.90E-09

	rs11146233
	G
	A
	0.002245
	0.001952
	0.25
	0.011397
	0.001985
	9.40E-09

	rs7950166
	C
	T
	-0.00699
	0.002022
	0.00054
	-0.01435
	0.002057
	3.00E-12

	rs1013402
	A
	G
	-0.01408
	0.002072
	1.10E-11
	-0.02127
	0.002108
	6.00E-24

	rs661878
	A
	G
	0.018891
	0.00285
	3.40E-11
	0.006176
	0.002898
	0.033

	rs11039307
	C
	T
	-0.01564
	0.001964
	1.70E-15
	-0.01543
	0.001998
	1.10E-14

	rs34292685
	C
	T
	0.004459
	0.002626
	0.09
	0.017997
	0.002671
	1.60E-11

	rs10896012
	T
	C
	-0.00869
	0.002353
	0.00022
	-0.01583
	0.002394
	3.70E-11

	rs678653
	C
	G
	-0.01224
	0.002018
	1.30E-09
	-0.00964
	0.002053
	2.70E-06

	rs11215403
	G
	A
	0.016158
	0.002254
	7.60E-13
	0.006712
	0.002293
	0.0034

	rs11218510
	G
	A
	0.00291
	0.00198
	0.14
	0.011176
	0.002014
	2.90E-08

	rs2512884
	C
	A
	-0.01008
	0.001942
	2.10E-07
	-0.01241
	0.001975
	3.30E-10

	rs11223204
	A
	G
	-0.00488
	0.001955
	0.013
	-0.01135
	0.001989
	1.10E-08

	rs11611246
	G
	T
	-0.01658
	0.002364
	2.30E-12
	-0.01396
	0.002406
	6.50E-09

	rs2187642
	A
	C
	-0.01187
	0.001994
	2.60E-09
	-0.00051
	0.00203
	0.8

	rs7976757
	T
	C
	-0.00322
	0.00257
	0.21
	-0.01521
	0.002616
	6.10E-09

	rs10876457
	G
	A
	0.012849
	0.002324
	3.20E-08
	0.006149
	0.002365
	0.0093

	rs10783302
	G
	T
	-0.01322
	0.00201
	4.70E-11
	-0.00607
	0.002045
	0.003

	rs7132908
	G
	A
	-0.03133
	0.00199
	8.00E-56
	-0.01895
	0.002025
	8.20E-21

	rs2292238
	A
	C
	0.001211
	0.00197
	0.54
	0.012178
	0.002005
	1.30E-09

	rs770082
	G
	A
	-0.00423
	0.00196
	0.031
	-0.01336
	0.001995
	2.10E-11

	rs2364232
	A
	C
	0.012294
	0.002213
	2.80E-08
	0.001021
	0.002252
	0.65

	rs11111647
	G
	A
	0.013084
	0.002394
	4.60E-08
	0.00548
	0.002437
	0.025

	rs10849900
	T
	C
	0.004161
	0.002093
	0.047
	0.012032
	0.00213
	1.60E-08

	rs7305424
	A
	T
	-0.01206
	0.002048
	3.90E-09
	-0.00379
	0.002084
	0.069

	rs3803005
	T
	C
	-0.00278
	0.002181
	0.2
	-0.01681
	0.00222
	3.60E-14

	rs35202265
	C
	T
	-0.01159
	0.002003
	7.10E-09
	-0.00797
	0.002038
	9.10E-05

	rs9551428
	C
	T
	0.015294
	0.002001
	2.10E-14
	0.006264
	0.002035
	0.0021

	rs1336486
	T
	G
	-0.01472
	0.002062
	9.30E-13
	-0.00646
	0.002098
	0.0021

	rs9317002
	C
	A
	-0.01384
	0.00195
	1.20E-12
	-0.00876
	0.001984
	1.00E-05

	rs9540493
	A
	G
	0.010968
	0.001954
	2.00E-08
	0.008035
	0.001988
	5.30E-05

	rs1576655
	A
	C
	-0.01171
	0.002012
	5.80E-09
	-0.01222
	0.002047
	2.40E-09

	rs7331420
	G
	A
	-0.00024
	0.002151
	0.91
	0.01195
	0.002189
	4.80E-08

	rs9522180
	C
	T
	0.002222
	0.001948
	0.25
	0.010849
	0.001982
	4.40E-08

	rs61980008
	G
	A
	-0.03658
	0.005012
	2.90E-13
	-0.02221
	0.005099
	1.30E-05

	rs8022132
	A
	T
	-0.00402
	0.00211
	0.057
	-0.01461
	0.002147
	1.00E-11

	rs6575340
	G
	A
	-0.00492
	0.002016
	0.015
	-0.01459
	0.002051
	1.10E-12

	rs12891477
	C
	T
	-0.00048
	0.002016
	0.81
	-0.01308
	0.002051
	1.80E-10

	rs1466276
	C
	G
	0.004675
	0.001947
	0.016
	0.011134
	0.001981
	1.90E-08

	rs8030456
	C
	T
	0.023354
	0.002306
	4.20E-24
	0.019398
	0.002346
	1.40E-16

	rs67962220
	T
	G
	-0.00814
	0.002582
	0.0016
	-0.01507
	0.002627
	9.80E-09

	rs4932430
	A
	C
	0.011803
	0.001953
	1.50E-09
	0.004887
	0.001987
	0.014

	rs939624
	C
	T
	-0.0003
	0.001943
	0.88
	-0.01231
	0.001977
	4.70E-10

	rs2531991
	G
	A
	-0.02012
	0.002233
	2.10E-19
	-0.01323
	0.002272
	5.90E-09

	rs148965598
	A
	G
	0.032288
	0.002826
	3.10E-30
	0.018625
	0.002876
	9.40E-11

	rs7189927
	T
	C
	0.016043
	0.002021
	2.10E-15
	0.017294
	0.002056
	4.10E-17

	rs34898535
	C
	T
	0.006972
	0.001995
	0.00047
	0.01922
	0.00203
	2.80E-21

	rs1421085
	T
	C
	-0.04852
	0.001974
	1.90E-133
	-0.04548
	0.002008
	1.50E-113

	rs34229857
	C
	T
	-0.04469
	0.005779
	1.00E-14
	-0.01802
	0.005881
	0.0022

	rs11642090
	T
	C
	-0.01336
	0.002015
	3.40E-11
	-0.00949
	0.002051
	3.70E-06

	rs4790292
	C
	A
	0.009329
	0.002689
	0.00052
	0.017458
	0.002737
	1.80E-10

	rs1914889
	G
	A
	-0.00016
	0.00195
	0.94
	0.0122
	0.001984
	7.80E-10

	rs2306593
	C
	T
	0.004413
	0.001939
	0.023
	0.011415
	0.001973
	7.20E-09

	rs11079849
	C
	T
	-0.0021
	0.002063
	0.31
	0.012664
	0.002099
	1.60E-09

	rs77706698
	G
	A
	-0.00342
	0.002869
	0.23
	-0.01716
	0.002919
	4.20E-09

	rs11150745
	A
	G
	0.012046
	0.002083
	7.30E-09
	0.014302
	0.00212
	1.50E-11

	rs1013737
	G
	C
	-0.01086
	0.001939
	2.20E-08
	-0.00575
	0.001973
	0.0036

	rs11660335
	T
	C
	0.003653
	0.002473
	0.14
	0.015916
	0.002516
	2.50E-10

	rs7239114
	G
	A
	-0.01414
	0.001957
	5.00E-13
	-0.00876
	0.001991
	1.10E-05

	rs66922415
	A
	G
	-0.03538
	0.002285
	4.60E-54
	-0.03858
	0.002325
	7.40E-62

	rs17066856
	T
	C
	0.028217
	0.003379
	6.80E-17
	0.028109
	0.003438
	2.90E-16

	rs9962947
	C
	T
	-0.00712
	0.002014
	0.00041
	-0.0112
	0.002049
	4.60E-08

	rs12974664
	G
	A
	-0.00127
	0.00195
	0.51
	-0.01228
	0.001985
	6.00E-10

	rs350832
	G
	A
	0.000372
	0.002319
	0.87
	-0.0137
	0.00236
	6.50E-09

	rs12986231
	T
	C
	0.007625
	0.002207
	0.00055
	0.014685
	0.002246
	6.20E-11

	rs10404726
	C
	T
	0.008036
	0.001942
	3.50E-05
	0.013847
	0.001976
	2.50E-12

	rs56212061
	C
	T
	0.012033
	0.002712
	9.10E-06
	0.01517
	0.00276
	3.90E-08

	rs111640872
	G
	C
	-0.00536
	0.002064
	0.0094
	-0.01264
	0.0021
	1.80E-09

	rs3810304
	A
	G
	0.014315
	0.002319
	6.70E-10
	0.00019
	0.00236
	0.94

	rs429358
	T
	C
	-0.00248
	0.002682
	0.35
	0.017504
	0.002729
	1.40E-10

	rs12971645
	G
	A
	0.000424
	0.002177
	0.85
	0.012137
	0.002215
	4.30E-08

	rs1800437
	G
	C
	0.011905
	0.002442
	1.10E-06
	0.023047
	0.002485
	1.80E-20

	rs994308
	C
	T
	-0.01235
	0.001973
	3.80E-10
	-0.0093
	0.002008
	3.60E-06

	rs7268466
	C
	T
	-0.02006
	0.002776
	4.90E-13
	-0.00836
	0.002825
	0.0031

	rs8124896
	T
	C
	-0.00599
	0.003209
	0.062
	-0.02014
	0.003266
	6.90E-10

	rs116948922
	C
	T
	0.002828
	0.005517
	0.61
	0.03396
	0.005616
	1.50E-09

	rs34966255
	T
	C
	0.004118
	0.002464
	0.095
	0.016399
	0.002508
	6.20E-11

	rs66469746
	C
	A
	0.014331
	0.002149
	2.60E-11
	0.002351
	0.002187
	0.28

	rs4817973
	G
	A
	0.013563
	0.002019
	1.80E-11
	0.008633
	0.002055
	2.70E-05

	rs915814
	G
	A
	0.001038
	0.002272
	0.65
	0.013082
	0.002313
	1.50E-08

	rs400997
	T
	A
	-0.00231
	0.001962
	0.24
	-0.0143
	0.001998
	8.00E-13

	rs6001872
	A
	G
	0.013892
	0.002033
	8.30E-12
	0.012798
	0.00207
	6.30E-10

	rs738140
	A
	G
	0.00113
	0.002094
	0.59
	0.011998
	0.002132
	1.80E-08

	Abbreviations: Chr Chromosome; EA effect allele; OA other allele; se standard error





Supplementary table 6: STROBE-MR checklist of recommended items to address in reports of Mendelian randomization studies1,2 
	Item No.
	Section
	Checklist item 
	Page No.
	Relevant text from manuscript

	1
	TITLE and ABSTRACT
	Indicate Mendelian randomization (MR) as the study’s design in the title and/or the abstract if that is a main purpose of the study
	1
	Title: Separating the effects of early and later life adiposity on colorectal cancer risk: a Mendelian randomization study

	
	INTRODUCTION
	
	
	

	2
	Background
	Explain the scientific background and rationale for the reported study. What is the exposure? Is a potential causal relationship between exposure and outcome plausible? Justify why MR is a helpful method to address the study question
	2
	“Two recent meta-analyses of observational studies have reported positive associations between early life body size measures (in adolescence and early adulthood) and later life colorectal cancer risk in both men and women (7, 8). Despite these associations, causal inference of the health effects of early life adiposity on later life disease risk can be challenging, as individuals who are obese in childhood often remain so during adulthood (9). Consequently, it is currently unknown if the prior positive associations between early life adiposity and colorectal cancer risk are a direct effect of early life obesity or to what extent they are mediated by later life adiposity. 
“Univariable MR can be used to estimate the total effect of early life body size on colorectal cancer (Figure 1A). Whereas multivariable MR can be used to estimate the effect of childhood obesity specifically on later life chronic disease risk, independently of adult body size (15, 16). Under the multivariable framework, we hypothesize three scenarios in which early life body size affects colorectal cancer risk after considering adult body size (Figures 1B-D): Firstly, early life body size solely has direct effects on colorectal cancer, which are not influenced by adult body size (Figure 1B); secondly, early life body size has only indirect effects on colorectal cancer through adult body size (Figure 1C); thirdly, early life body size can have both direct and indirect effects on colorectal cancer risk (Figure 1D). “


	3
	Objectives
	State specific objectives clearly, including pre-specified causal hypotheses (if any). State that MR is a method that, under specific assumptions, intends to estimate causal effects
	3
	“We used a two-sample multivariable MR framework to examine potential causal associations between early life body size and colorectal cancer risk, independent of adult body size. We combined genetic variants associated with recalled early life and measured adult body size from a recent genome-wide association study (GWAS) of 453,169 adults (15), and then examined the association of these variants with colorectal cancer risk in a large consortium of up to 125,478 adults (58,131 cases and 67,347 controls) (17, 18).


	
	METHODS
	
	
	

	4
	Study design and data sources
	Present key elements of the study design early in the article. Consider including a table listing sources of data for all phases of the study. For each data source contributing to the analysis, describe the following: 
	
	Study design presented in Figure 1

	
	a)
	Setting: Describe the study design and the underlying population, if possible. Describe the setting, locations, and relevant dates, including periods of recruitment, exposure, follow-up, and data collection, when available.
	3&4
	“Genetic variants associated with early life and adult body size were identified from a recent GWAS of 453,169 participants of European descent from the UK Biobank (15). For early life body size, participants were asked at baseline: “When you were 10 years old, compared to average would you describe yourself as thinner, plumper, or about average?”. For adult body size, body mass index (BMI) was derived using height (centimeters) and weight (kilograms) measured at baseline.”
“Summary data for the associations of the early life and adult body size related genetic variants with colorectal cancer (overall and by site: colon, proximal colon, distal colon, rectum) were obtained from a GWAS of 125,478 adults (58,131 cancer cases and 67,347 controls) within the ColoRectal Transdisciplinary Study (CORECT), the Colon Cancer Family Registry (CCFR), and the Genetics and Epidemiology of Colorectal Cancer (GECCO) consortium (17). Imputation was performed using the Haplotype Reference Consortium (HRC) r1.0 reference panel and regression models were further adjusted for age, sex, genotyping platform and genomic principal components as detailed here (17). Subsite specific estimates by sex were obtained from a GWAS of 112,373 adults (48,214 cancer cases and 64,159 controls) within the same consortia (18)”

	
	b)
	Participants: Give the eligibility criteria, and the sources and methods of selection of participants. Report the sample size, and whether any power or sample size calculations were carried out prior to the main analysis 
	5
	“The a priori statistical power was calculated using an online tool at http://cnsgenomics.com/shiny/mRnd/ (21). For early life body size, given a type 1 error of 5%, there was sufficient power (> 80%) to detect an odds ratio (OR) ≥1.10 for overall colorectal cancer per increase in odds conferred for each category change for both sexes combined while, an OR ≥ 1.15 was needed for the cancer sub-site analyses. In sex specific analyses, there was 80% power to detect an OR ≥ 1.21 and 1.16 or men and women, respectively. For adult body size, given a type 1 error of 5%, there was > 80% power to detect an OR ≥ 1.09 for overall colorectal cancer increase in odds conferred for each category change and an OR ≥ 1.17 in sex specific analyses. Supplementary Table 4 presents in more detail the statistical power for the two exposures and all outcomes in sex combined and specific analyses.”

	
	c)
	Describe measurement, quality control and selection of genetic variants
	4
	“The genome-wide significant (P<5x10-8) variants identified in this GWAS were pruned based on a linkage disequilibrium (LD) level of R2<0.001 using genotype data from European individuals from phase 3 (version 5) enrolled in the 1000 genomes project as a reference panel (15). The resulting instruments for early life body size (305 SNPs) and adult body size (557 SNPs) explained 4.5% and 6.4% of variability in these traits, respectively. Early life and adult body size genetic instruments were comprised of 138 and 215 SNPs for women and 68 and 159 SNPs for men, respectively (Additional file 1: Table S1).”

	
	d)
	For each exposure, outcome, and other relevant variables, describe methods of assessment and diagnostic criteria for diseases
	
	-

	
	e)
	Provide details of ethics committee approval and participant informed consent, if relevant
	17
	“Ethics were approved by respective institutional review boards.”

	5
	Assumptions

	Explicitly state the three core IV assumptions for the main analysis (relevance, independence and exclusion restriction) as well assumptions for any additional or sensitivity analysis
	9,10
	F-statistics for genetic instruments indicated sufficient strength to satisfy the ”relevance” assumption - we found little evidence of weak instrument bias under the univariable framework (F statistics were > 10 for all SNPs included in the analysis). In multivariable MR ,  statistics were all over 10 with the exception of the analysis in men where  was equal to 8, and  was equal to 10 suggesting that weak instrument bias may influence the analyses for men (Additional file 1: Tables S1, S8). We evaluated estimate heterogeneity and pleiotropy to test the “exchangeability” and “exclusion restriction” assumptions (that the instrument does not share a common cause with the outcome and that any effect of the instrument on the outcome is exclusively through its potential effect on the exposure, respectively). There was evidence of heterogeneity in most of the analyses as denoted by the Q statistics (Additional file 1: Tables S7, S8). Under the univariable framework, based on Egger’s intercept test, evidence of directional pleiotropy was found for the effect of early life body size on colorectal cancer (overall, women only) and proximal colon cancer (overall), with stronger positive effect estimates observed for the MR Egger regression models (overall colorectal cancer , OR 1.46, 95% CI: 1.09, 1.93; colorectal cancer women only, OR 1.84, 95% CI: 1.16, 2.92; and overall proximal colon cancer, OR 1.60, 95% CI: 1.09, 2.34) (Additional file 1: Table S7). Finally, the multivariable MR Egger’s intercept test identified some evidence of pleiotropy in the analyses of adult body size on colorectal, colon and proximal colon risk, but the related effect estimates replicated the positive direct effects of adult body size observed in the main analysis (Additional file 1: Table. S9).


	6
	Statistical methods: main analysis
	Describe statistical methods and statistics used
	5-7
	Univariable MR analysis to estimate the total effect of early and adult body size on CRC
A two-sample MR approach using summary data and the fixed-effect inverse-variance weighted method was implemented. Where Cochran’s Q statistics identified heterogeneity across the individual SNPs in the early life and adult body size instruments, random-effect inverse-variance weighted analyses were conducted (22-24). Univariable MR analyses for men and women combined were conducted to estimate the effect of both early life and adult body size independently on colorectal cancer risk. Analyses according to sex and tumor anatomical subsite were also conducted. Heterogeneity of associations according to sex and colorectal anatomical subsites was assessed by calculating the statistic (25). The strength of each instrument was measured by calculating the F-statistic using the following formula: , where R2 is the proportion of the variability of the phenotype explained by each instrument and N the sample size of the GWAS for the exposures, with values below 10 denoting the presence of weak instrument bias (26,27).

Multivariable MR analysis to estimate the independent (direct) effects of early and adult body size on CRC
Due to the correlation between genetic determinants of early life and adult body size, any difference between the total and independent (direct) effects of later life body size is likely driven by pleiotropy if there is also a direct effect of early body size on colorectal cancer (15). Consequently, the focus of our analyses was on the total effect of early body size and the direct effects of early and adult body size. We therefore conducted multivariable MR analyses to estimate the direct effects of early and later life body size on colorectal cancer risk. For multivariable MR, we calculated three quantities: the conditional ,  and .  and  to examine the variance explained by the genetic variants on the main (i.e., early life body size) and secondary exposures (i.e., adult body size); again values over 10 were interpreted to suggest little evidence of weak instrument bias (13).  is a generalisation of the Q statistic for the multivariable scenario, where high values based again on a  distribution denote heterogeneity and potential pleiotropy even when corrected for adult body size (13). 

Sensitivity analyses
Sensitivity analyses were used to check and correct for the presence of pleiotropy in the estimates. To evaluate the extent to which directional pleiotropy may have affected the causal estimates for the early and adult body size and colorectal cancer association, we used MR-Egger regression (28,29). We also computed OR estimates using the complementary weighted-median method which can give valid MR estimates under the presence of horizontal pleiotropy when up to 50% of the included instruments are invalid (30). 

	
	a)
	Describe how quantitative variables were handled in the analyses (i.e., scale, units, model)
	7
	Odds ratio (OR) from MR analyses reflect the increase in odds conferred for each category change (i.e. thinner to average and average to plumper) in the early and adult life body size phenotypes.

	
	b)
	Describe how genetic variants were handled in the analyses and, if applicable, how their weights were selected
	3,4
	For early life body size, participants were asked at baseline: “When you were 10 years old, compared to average would you describe yourself as thinner, plumper, or about average?”. For adult body size, body mass index (BMI) was derived using height (centimeters) and weight (kilograms) measured at baseline. To improve comparability between the different body size traits, BMI in adults was converted into a categorical variable with three groups like early life body size. A linear regression model was applied, assuming similar effects of a given single nucleotide polymorphism (SNP) on moving from the lowest to the middle and from the middle to the highest category of the body size variables.

	
	c)
	Describe the MR estimator (e.g. two-stage least squares, Wald ratio) and related statistics. Detail the included covariates and, in case of two-sample MR, whether the same covariate set was used for adjustment in the two samples
	5
	A two-sample MR approach using summary data and the fixed-effect inverse-variance weighted method was implemented. Where Cochran’s Q statistics identified heterogeneity across the individual SNPs in the early life and adult body size instruments, random-effect inverse-variance weighted analyses were conducted

	
	d)
	Explain how missing data were addressed
	
	-

	
	e)
	If applicable, indicate how multiple testing was addressed
	
	-

	7
	Assessment of assumptions
	Describe any methods or prior knowledge used to assess the assumptions or justify their validity	
	4,9,10
	These genetic instruments have been used in prior MR studies and validated in external cohorts (15, 16, 19, 20).

F-statistics for genetic instruments indicated sufficient strength to satisfy the ”relevance” assumption - we found little evidence of weak instrument bias under the univariable framework (F statistics were > 10 for all SNPs included in the analysis). In multivariable MR ,  statistics were all over 10 with the exception of the analysis in men where  was equal to 8, and  was equal to 10 suggesting that weak instrument bias may influence the analyses for men (Additional file 1: Tables S1, S8). We evaluated estimate heterogeneity and pleiotropy to test the “exchangeability” and “exclusion restriction” assumptions (that the instrument does not share a common cause with the outcome and that any effect of the instrument on the outcome is exclusively through its potential effect on the exposure, respectively). There was evidence of heterogeneity in most of the analyses as denoted by the Q statistics (Additional file 1: Tables S7, S8). Under the univariable framework, based on Egger’s intercept test, evidence of directional pleiotropy was found for the effect of early life body size on colorectal cancer (overall, women only) and proximal colon cancer (overall), with stronger positive effect estimates observed for the MR Egger regression models (overall colorectal cancer , OR 1.46, 95% CI: 1.09, 1.93; colorectal cancer women only, OR 1.84, 95% CI: 1.16, 2.92; and overall proximal colon cancer, OR 1.60, 95% CI: 1.09, 2.34) (Additional file 1: Table S7). Finally, the multivariable MR Egger’s intercept test identified some evidence of pleiotropy in the analyses of adult body size on colorectal, colon and proximal colon risk, but the related effect estimates replicated the positive direct effects of adult body size observed in the main analysis (Additional file 1: Table S9).

	8
	Sensitivity analyses and additional analyses
	Describe any sensitivity analyses or additional analyses performed (e.g. comparison of effect estimates from different approaches, independent replication, bias analytic techniques, validation of instruments, simulations)
	7
	To evaluate the extent to which directional pleiotropy may have affected the causal estimates for the early and adult body size and colorectal cancer association, we used MR-Egger regression (28,29). We also computed OR estimates using the complementary weighted-median method which can give valid MR estimates under the presence of horizontal pleiotropy when up to 50% of the included instruments are invalid (30)

	9
	Software and pre-registration
	
	
	

	
	a)
	Name statistical software and package(s), including version and settings used 
	7
	All analyses were undertaken using R (version 3.6.3) using the MendelianRandomisation package (31,32). LD clumping between early life and adult body size SNPs in the multivariable MR analyses was done using the ieugwasr R package (based on linkage disequilibrium R2 = 0.001) and the plots were created using the forestplot R package (33,34). 

	
	b)
	State whether the study protocol and details were pre-registered (as well as when and where)
	
	-

	
	RESULTS
	
	
	

	10
	Descriptive data
	
	
	

	
	a)
	Report the numbers of individuals at each stage of included studies and reasons for exclusion. Consider use of a flow diagram
	
	-

	
	b)
	Report summary statistics for phenotypic exposure(s), outcome(s), and other relevant variables (e.g. means, SDs, proportions)
	4,5,7
	Early life and adult body size genetic instruments were comprised of 138 and 215 SNPs for women and 68 and 159 SNPs for men, respectively (Additional file 1: Table S1).
Colorectal cancer estimates for each SNP are presented in additional file 1: Table S2.
The list of SNPs included in the multivariable MR analyses is given in Supplementary Table 5.

	
	c)
	If the data sources include meta-analyses of previous studies, provide the assessments of heterogeneity across these studies
	
	-

	
	d)
	For two-sample MR:
   i.  Provide justification of the similarity of the genetic variant-exposure associations between the exposure and outcome samples
   ii.  Provide information on the number of individuals who overlap between the exposure and outcome studies
	5
	The summary statistics that were provided in the current analysis did not include UK Biobank study to avoid potential overlap between the two datasets. The final sample included 98,715 participants (52,775 cancer cases and 45,940 controls).

	11
	Main results
	
	
	

	
	a)
	Report the associations between genetic variant and exposure, and between genetic variant and outcome, preferably on an interpretable scale
	
	See supplement for summary estimates used in the analysis

	
	b)
	Report MR estimates of the relationship between exposure and outcome, and the measures of uncertainty from the MR analysis, on an interpretable scale, such as odds ratio or relative risk per SD difference
	7
	Odds ratio (OR) from MR analyses reflect the increase in odds conferred for each category change (i.e. thinner to average and average to plumper) in the early and adult life body size phenotypes.

	
	c)
	If relevant, consider translating estimates of relative risk into absolute risk for a meaningful time period
	
	-

	
	d)
	Consider plots to visualize results (e.g. forest plot, scatterplot of associations between genetic variants and outcome versus between genetic variants and exposure)
	
	Main results are presented in figures

	12
	Assessment of assumptions
	
	
	

	
	a)
	Report the assessment of the validity of the assumptions
	9,10
	F-statistics for genetic instruments indicated sufficient strength to satisfy the ”relevance” assumption - we found little evidence of weak instrument bias under the univariable framework (F statistics were > 10 for all SNPs included in the analysis). In multivariable MR ,  statistics were all over 10 with the exception of the analysis in men where  was equal to 8, and  was equal to 10 suggesting that weak instrument bias may influence the analyses for men (Additional file 1: Tables S1, S8). We evaluated estimate heterogeneity and pleiotropy to test the “exchangeability” and “exclusion restriction” assumptions (that the instrument does not share a common cause with the outcome and that any effect of the instrument on the outcome is exclusively through its potential effect on the exposure, respectively). There was evidence of heterogeneity in most of the analyses as denoted by the Q statistics (Additional file 1: Tables S7, S8). Under the univariable framework, based on Egger’s intercept test, evidence of directional pleiotropy was found for the effect of early life body size on colorectal cancer (overall, women only) and proximal colon cancer (overall), with stronger positive effect estimates observed for the MR Egger regression models (overall colorectal cancer , OR 1.46, 95% CI: 1.09, 1.93; colorectal cancer women only, OR 1.84, 95% CI: 1.16, 2.92; and overall proximal colon cancer, OR 1.60, 95% CI: 1.09, 2.34) (Additional file 1: Table S7). Finally, the multivariable MR Egger’s intercept test identified some evidence of pleiotropy in the analyses of adult body size on colorectal, colon and proximal colon risk, but the related effect estimates replicated the positive direct effects of adult body size observed in the main analysis (Additional file 1: Table S9)..

	
	b)
	Report any additional statistics (e.g., assessments of heterogeneity across genetic variants, such as I2, Q statistic or E-value)
	9/10
	See above

	13
	Sensitivity analyses and additional analyses
	
	
	

	
	a)
	Report any sensitivity analyses to assess the robustness of the main results to violations of the assumptions
	9/10
	See above

	
	b)
	Report results from other sensitivity analyses or additional analyses
	9/10
	See above

	
	c)
	Report any assessment of direction of causal relationship (e.g., bidirectional MR)
	
	-

	
	d)
	When relevant, report and compare with estimates from non-MR analyses
	
	-

	
	e)
	Consider additional plots to visualize results (e.g., leave-one-out analyses)
	
	-

	
	DISCUSSION
	
	
	

	14
	Key results 
	Summarize key results with reference to study objectives
	10
	In the current study we investigated the effect of early life body size (at age 10 years) on risk of later life colorectal cancer, and whether this effect remained robust after accounting for adult body size. Mendelian randomization estimates of the total effect of early life body size on colorectal cancer risk revealed positive genetically predicted effects of early life body size and colorectal cancer risk which were strongest for colon and distal colon cancer. However, these associations were generally attenuated following adjustment for adult body size, suggesting no direct effects of early life body size on colorectal cancer risk.

	15
	Limitations
	Discuss limitations of the study, taking into account the validity of the IV assumptions, other sources of potential bias, and imprecision. Discuss both direction and magnitude of any potential bias and any efforts to address them 
	13,14
	A limitation of our study is that the early life body size phenotype was based on a self-reported questionnaire data than on direct measurements so, we cannot exclude potential recall bias in the measurements. However, the early life body size SNPs were successfully validated in three independent studies with direct measures of childhood BMI, demonstrating their validity as instruments for early life body size (15, 16, 19). In the ALSPAC cohort, a genetic score based on the SNPs early life body size was found to be a stronger predictor of childhood BMI compared with the score based on the adult variants (Area under the curve [AUC]: 0.64 vs 0.61; average age 9.9 year) with a similar finding found in the Young Finns Study (AUC 0.74 vs 0.62; range 3-18 years of age) (15, 19). In the HUNT study it was observed that the genetic score for early life body size explained a higher proportion of variance in the measured BMI than the genetic score for adult body size (6.7% vs 2.4%; age group 12–15.9 years) (16). As exposures investigated were categorical variables with three broad categories this may limit power to detect small effects, this did not appear to limit site and sex combined analyses, but power was lower in analyses according to sex and subsite, as evidenced by the imprecision of these effect estimates. Moreover, analyzing two correlated phenotypes together, like early and adult body size may have introduced collinearity which leads to greater imprecision and possible bias in the multivariable MR effect estimates especially for early life body size, however the same set of SNPs were strong enough to show independent effects of early life body size on breast cancer (OR: 0.59, 95% CI: 0.50, 0.71) (15). Additionally, examining the direct of early life body size on colorectal cancer risk in the MVMR analysis may be biased due to mediator adjustment (i.e., induced collider bias due to mediator-outcome confounding). It would be interesting to investigate the role of key confounders of the adult body size relationship however, a MVMR model including confounders would considerably weaken the power of exposure instruments (as illustrated by the weak conditional F statistic for early life body size and reduced power for stratified analyses in Supplementary Table 4). Further, given the random allocation of genetic variants at conception, the genetic instrument for adult body size should not be correlated with confounding factors.  Additionally, it is expected that body-size related variants could contribute to CRC risk via different metabolic pathways e.g. lipids or glycemic traits. A recent MR study found effects of BMI or WHR on numerous lipids and glycemic traits - some consistent effects were observed for certain lipid metabolites, where levels were raised by BMI and positively associated with the risk of distal colon cancer (41). A future approach to minimize heterogeneity in instrument selection could be to analyze the association between clusters of genetic determinants of BMI in relation to CRC, informed by phenotypic associations. The lack of ancestral diversity in UK Biobank limits the generalizability of results to diverse populations. Lastly, given the large number of comparisons, we cannot exclude that some of the observed effects might be due to chance.

	16
	Interpretation
	
	
	

	
	a)
	Meaning: Give a cautious overall interpretation of results in the context of their limitations and in comparison with other studies
	14
	Our results suggest that being overweight in childhood may not be detrimental in terms of colorectal carcinogenesis providing individuals reach and then maintain normal weight during adulthood. Further research is required to examine any possible role of early life body size on distal colon cancer development.

	
	b)
	Mechanism: Discuss underlying biological mechanisms that could drive a potential causal relationship between the investigated exposure and the outcome, and whether the gene-environment equivalence assumption is reasonable. Use causal language carefully, clarifying that IV estimates may provide causal effects only under certain assumptions 
	12
	Our findings suggest that positive effect estimates found between early life body size and colorectal cancer may be attributable to participants who were overweight or obese in childhood remaining this weight during adulthood, rather than any distinct harm from childhood adiposity itself.

	
	c)
	Clinical relevance: Discuss whether the results have clinical or public policy relevance, and to what extent they inform effect sizes of possible interventions
	14
	Our results suggest that being overweight in childhood may not be detrimental in terms of colorectal carcinogenesis providing individuals reach and then maintain normal weight during adulthood.

	17
	Generalizability   
	Discuss the generalizability of the study results (a) to other populations, (b) across other exposure periods/timings, and (c) across other levels of exposure
	
	The lack of ancestral diversity in UK Biobank limits the generalizability of results to diverse populations.
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	Describe sources of funding and the role of funders in the present study and, if applicable, sources of funding for the databases and original study or studies on which the present study is based
	15
	This work was supported by Cancer Research UK (C18281/A29019)
MJ and DJH received funding from the International Hundred K+ Cohorts Consortium / Global Genomic Medicine Collaborative (IHCC/G2MC) No.31312020.
C.J.B. is supported by the World Cancer Research Fund (WCRF UK), as part of the World Cancer Research Fund International grant programme (IIG_2019_2009). 
J.A.B. works in a unit funded by the UK MRC (MC_UU_00011/1) and the University of Bristol. 
E.E.V. is supported by Diabetes UK (17/0005587) and the World Cancer Research Fund (WCRF UK), as part of the World Cancer Research Fund International grant programme (IIG_2019_2009) and works within the CRUK Integrative Cancer Epidemiology Programme (C18281/A29019). 
NJT is a Wellcome Trust Investigator (202802/Z/16/Z), is the PI of the Avon Longitudinal Study of Parents and Children (MRC & WT 217065/Z/19/Z), is supported by the University of Bristol NIHR Biomedical Research Centre (BRC-1215-20011), the MRC Integrative Epidemiology Unit (MC_UU_12013/3) and works within the CRUK Integrative Cancer Epidemiology Programme (C18281/A19169). 
GDS works in a unit funded by the UK Medical Research Council (MC_UU_00011/1) and the University of Bristol.
TGR and ES work within the Medical Research Council Integrative Epidemiology Unit at the University of Bristol (MC_UU_00011/1). TGR is a UKRI Innovation Research Fellow (MR/S003886/1).
KKT is supported by Cancer Research UK (PPRCPJT\100005)
Information on consortia funding is included in the supplementary material.


	19
	Data and data sharing 
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	Supplementary table 7: Univariable Mendelian randomization estimates between early and adult body size and colorectal cancer risk

	
	Early life body size
	Adult body size

	
	Estimates (OR)
	95% CI
	P-value
	P-value for pleiotropy† or heterogeneity‡
	Estimates (OR)
	95% CI
	P-value
	P-value for pleiotropy† or heterogeneity‡

	Men & women
	
	
	
	
	
	
	
	

	Colorectal Cancer
	
	
	
	
	
	
	
	

	Inverse-variance weighted
	1.12
	0.98, 1.27
	0.09
	5×10-13
	1.30
	1.17, 1.45
	1×10-6
	5×10-10

	MR-Egger
	1.46
	1.09, 1.93
	0.01
	0.04
	1.32
	0.97, 1.82
	0.08
	0.90

	Weighted median
	1.06
	0.89, 1.27
	0.51
	
	1.23
	1.07, 1.43
	0.03
	

	Colon Cancer
	
	
	
	
	
	
	
	

	Inverse-variance weighted
	1.16
	1.00, 1.35
	0.05
	4×10-9
	1.32
	1.19, 1.51
	3×10-6
	5×10-6

	MR-Egger
	1.49
	1.08, 2.08
	0.02
	0.09
	1.43
	1.00, 2.05
	0.05
	0.66

	Weighted median
	1.21
	0.97, 1.49
	0.08
	
	1.31
	1.09, 1.58
	0.004
	

	Proximal Colon Cancer
	
	
	
	
	
	
	
	

	Inverse-variance weighted
	1.11
	0.93, 1.32
	0.25
	8×10-5
	1.42
	1.22, 1.63
	2×10-6
	4×10-3

	MR-Egger
	1.60
	1.09, 2.34
	0.01
	0.03
	1.55
	1.01, 2.36
	0.04
	0.67

	Weighted median
	1.12
	0.86, 1.45
	0.41
	
	1.27
	1.00, 1.60
	0.05
	

	Distal Colon Cancer
	
	
	
	
	
	
	
	

	Inverse-variance weighted
	1.25
	1.04, 1.51
	0.02
	2×10-5
	1.23
	1.06, 1.43
	0.008
	4×10-5

	MR-Egger
	1.42
	0.95, 2.12
	0.09
	0.49
	1.39
	0.88, 2.18
	0.16
	0.60

	Weighted median
	1.27
	 0.97, 1.67
	0.09
	
	1.19
	0.92, 1.54
	0.18
	

	Rectal Cancer
	
	
	
	
	
	
	
	

	Inverse-variance weighted
	1.14
	0.93, 1.38
	0.19
	3×10-8
	1.27
	1.09, 1.46
	0.002
	8×10-3

	MR-Egger
	1.36
	0.90, 2.08
	0.15
	0.33
	1.19
	0.76, 1.84
	0.44
	0.77

	Weighted median
	1.23
	0.94, 1.62
	0.13
	
	1.32
	1.06, 1.67
	0.02
	

	Men
	
	
	
	
	
	
	
	

	Colorectal Cancer
	
	
	
	
	
	
	
	

	Inverse-variance weighted
	0.96
	0.73, 1.26
	0.78
	1×10-3
	1.28
	1.05, 1.58
	0.01
	0.003

	MR-Egger
	1.07
	0.58, 1.99
	0.82
	0.70
	1.08
	0.58, 2.03
	0.80
	0.57

	Weighted median
	0.97
	0.69, 1.35
	0.84
	
	1.14
	0.84, 1.52
	0.40
	

	Colon Cancer
	
	
	
	
	
	
	
	

	Inverse-variance weighted
	1.08
	0.80, 1.45
	0.61
	0.05
	1.32
	1.07, 1.65
	0.01
	0.06

	MR-Egger
	1.09
	0.55, 2.16
	0.80
	0.97
	1.08
	0.53, 2.25
	0.82
	0.57

	Weighted median
	0.99
	0.66, 1.49
	0.98
	
	1.07
	0.75, 1.54
	0.7
	

	Proximal Colon Cancer
	
	
	
	
	
	
	
	

	Inverse-variance weighted
	1.31
	0.94, 1.82
	0.11
	0.22
	1.26
	0.95, 1.65
	0.11
	0.64

	MR-Egger
	1.28
	0.57, 2.89
	0.55
	0.96
	1.22
	0.53, 2.83
	0.64
	0.95

	Weighted median
	1.21
	0.72, 2.03
	0.48
	
	1.12
	0.69, 1.80
	0.65
	

	Distal Colon Cancer
	
	
	
	
	
	
	
	

	Inverse-variance weighted
	0.92
	0.67, 1.28
	0.64
	0.14
	1.43
	1.09, 1.88
	0.008
	0.1

	MR-Egger
	0.95
	0.42, 2.16
	0.91
	0.93
	0.98
	0.40, 2.39
	0.97
	0.38

	Weighted median
	0.86
	0.53, 1.42
	0.56
	
	1.21
	0.79, 1.86
	0.40
	

	Rectal Cancer
	
	
	
	
	
	
	
	

	Inverse-variance weighted
	0.82
	0.60, 1.12
	0.21
	0.66
	1.21
	0.93, 1.57
	0.15
	0.16

	MR-Egger
	1.14
	0.55, 2.34
	0.72
	0.32
	1.04
	0.45, 2.44
	0.92
	0.72

	Weighted median
	0.94
	0.57, 1.54
	0.81
	
	1.06
	0.68, 1.67
	0.81
	

	Women
	
	
	
	
	
	
	
	

	Colorectal Cancer
	
	
	
	
	
	
	
	

	Inverse-variance weighted
	1.20
	0.97, 1.48
	0.09
	7×10-10
	1.22
	1.03, 1.43
	0.01
	1.9×10-3

	MR-Egger
	1.84
	1.16, 2.92
	0.009
	0.04
	1.30
	0.79, 2.14
	0.29
	0.81

	Weighted median
	1.35
	1.06, 1.73
	0.02
	
	1.17
	0.92, 1.49
	0.19
	

	Colon Cancer
	
	
	
	
	
	
	
	

	Inverse-variance weighted
	1.20
	0.95, 1.51
	0.13
	8×10-7
	1.22
	1.01, 1.48
	0.04
	0.01

	MR-Egger
	1.70
	1.02, 2.83
	0.04
	0.13
	1.58
	0.90, 2.77
	0.11
	0.33

	Weighted median
	1.19
	0.89, 1.58
	0.26
	
	1.22
	0.91, 1.63
	0.18
	

	Proximal Colon Cancer
	
	
	
	
	
	
	
	

	Inverse-variance weighted
	1.22
	0.92, 1.62
	0.17
	2×10-6
	1.39
	1.09, 1.75
	0.006
	8×10-3

	MR-Egger
	1.70
	0.91, 3.19
	0.10
	0.24
	1.58
	0.79, 3.19
	0.20
	0.69

	Weighted median
	1.04
	0.73, 1.48
	0.83
	
	1.21
	0.85, 1.70
	0.30
	

	Distal Colon Cancer
	
	
	
	
	
	
	
	

	Inverse-variance weighted
	1.14
	0.85, 1.52
	0.39
	6×10-4
	1.06
	0.84, 1.34
	0.64
	0.62

	MR-Egger
	1.90
	1.00, 3.60
	0.05
	0.08
	1.63
	0.79, 3.35
	0.18
	0.21

	Weighted median
	1.48
	0.99, 2.20
	0.05
	
	1.22
	0.84, 1.79
	0.29
	

	Rectal Cancer
	
	
	
	
	
	
	
	

	Inverse-variance weighted
	1.17
	0.86, 1.58
	0.32
	2×10-4
	1.31
	1.00, 1.70
	0.05
	0.02

	MR-Egger
	2.01
	1.03, 3.97
	0.04
	0.08
	1.04
	0.47, 2.29
	0.92
	0.56

	Weighted median
	1.01
	0.67, 1.52
	0.96
	
	1.15
	0.77, 1.70
	0.49
	

	Abbreviations: CI confidence intervals, MR Mendelian randomization, OR odds ratio
† P-value for pleiotropy based on MR-Egger intercept 
‡ P-value for heterogeneity based on Q statistic




	Supplementary table 8: ,  and  in the multivariable MR between early, adult body size and colorectal cancer

	 and 
	Cancer
	

	
	
	
	
	
	df
	Min 
	

	Men & women

	
	13
	15
	Colorectal
	558
	320
	363
	3×10-15

	
	
	
	Colon
	469
	320
	363
	9×10-8

	
	
	
	Proximal
	387
	320
	363
	6×10-3

	
	
	
	Distal
	479
	320
	363
	2×10-8

	
	
	
	Rectal
	459
	320
	363
	5×10-7

	Men

	
	8
	10
	Colorectal
	194
	127
	154
	1×10-4

	
	
	
	Colon
	164
	127
	154
	0.01

	
	
	
	Proximal
	149
	127
	154
	0.09

	
	
	
	Distal
	150
	127
	154
	0.08

	
	
	
	Rectal
	142
	127
	154
	0.17

	Women

	
	12
	13
	Colorectal
	290
	184
	217
	9×10-7

	
	
	
	Colon
	263
	184
	217
	1×10-4

	
	
	
	Proximal
	238
	184
	217
	5×10-3

	
	
	
	Distal
	240
	184
	217
	3×10-3

	
	
	
	Rectal
	244
	184
	217
	2×10-3

	 and  measure weak-instrument bias for the two exposures in a two-sample multivariable MR framework. Qa is a measure of heterogeneity.




	Supplementary table 9: Multivariable MR Egger analysis to assess the effect of both predicted early life and adult body size on colorectal cancer

	
	Multivariable MR Egger analysis with positive early life body size effect
	Multivariable MR Egger analysis with positive adult life body size effect

	
	Timepoint
	OR
	95% CI
	Pvalue
	OR
	95% CI
	Pvalue

	Men & women

	Colorectal
	Early life
Adult 
Intercept
	1.08
1.42
	0.85, 1.39
1.13, 1.79
	0.5
0.003
0.02
	0.97
1.42
	0.77, 1.22
1.02, 1.97
	0.80
0.04
0.42

	Colon
	Early life
Adult life
Intercept
	1.13
1.52
	0.86, 1.48
1.19, 1.95
	0.38
0.001
0.005
	0.97
1.58
	0.76, 1.25
1.09, 2.29
	0.83
0.01
0.21

	Proximal colon
	Early life
Adult 
Intercept
	0.98
1.88
	0.72, 1.34
1.40, 2.48
	0.91
1.45×10-5
0.003
	0.82
1.73
	0.61, 1.09
1.14, 2.64
	0.17
0.01
0.57

	Distal colon
	Early life
Adult 
Intercept
	1.39
1.12
	0.97, 1.99
0.80, 1.55
	0.07
0.52
0.19
	1.27
1.32
	0.91, 1.77
0.81, 2.14
	0.16
0.26
0.18

	Rectal
	Early life
Adult 
Intercept
	1.14
1.22
	0.80, 1.63
0.89, 1.68
	0.46
0.23
0.21
	1.05
1.25
	0.76, 1.45
0.77, 1.99
	0.78
0.37
0.61

	Men

	Colorectal
	Early life
Adult 
Intercept
	0.79
1.60
	0.51, 1.23
1.08, 2.39
	0.30
0.02
0.51
	0.74
1.69
	0.49, 1.12
0.88, 2.94
	0.15
0.13
0.84

	Colon
	Early life
Adult 
Intercept
	0.90
1.65
	0.54, 1.49
1.06, 2.56
	0.69
0.03
0.34
	0.81
1.22
	0.51, 1.28
0.61, 2.44
	0.37
0.57
0.42

	Proximal colon
	Early life
Adult 
Intercept
	1.15
1.57
	0.63, 2.14
0.91, 2.69
	0.65
0.10
0.11
	0.94
1.52
	0.53, 1.65
0.65, 3.53
	0.83
0.33
0.72

	Distal colon
	Early life
Adult 
Intercept
	0.73
1.79
	0.39, 1.34
1.05, 3.03
	0.30
0.03
0.86
	0.70
1.01
	0.40, 1.21
0.44, 2.29
	0.20
0.98
0.1

	Rectal
	Early life
Adult 
Intercept
	0.80
1.43
	0.45, 1.42
0.86, 2.36
	0.45
0.16
0.50
	0.74
1.80
	0.44, 1.26
0.83, 3.90
	0.27
0.14
0.35

	Women

	Colorectal
	Early life
Adult 
Intercept
	1.14
1.11
	0.83, 1.57
0.81, 1.52
	0.43
0.52
0.54
	1.12
1.42
	0.84, 1.49
0.90, 2.20
	0.46
0.13
0.10

	Colon
	Early life
Adult 
Intercept
	1.06
1.28
	0.73, 1.52
0.90, 1.82

	0.76
0.18
0.39
	1.01
1.62
	0.73, 1.40
0.98, 2.69
	0.94
0.06
0.12

	Proximal colon
	Early life
Adult 
Intercept
	0.86
1.79
	0.57, 1.31
1.19, 2.72
	0.48
0.006
0.29
	0.78
1.68
	0.53, 1.14
0.93, 3.03
	0.20
0.08
0.89

	Distal colon
	Early life
Adult 
Intercept
	1.38
0.85
	0.86, 2.20
0.54, 1.35
	0.18
0.5
0.73
	1.40
1.58
	0.92, 2.14
0.84, 3.00
	0.11
0.16
0.009

	Rectal
	Early life
Adult 
Intercept
	0.90
1.15
	0.55, 1.48
0.70, 1.88
	0.69
0.57
0.56
	0.98
1.54
	0.63, 1.54
0.77, 3.06
	0.94
0.23
0.41

	Abbreviations: CI confidence interval; MR Mendelian randomization; OR odds ratio



