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Figure S1. (A) The study population and patient cohorts. (B) The framework for the classification networks. (C) The framework for the prognostic networks. TLS: tertiary lymphoid structure; HN: hemorrhage and necrosis; LT: peri-tumor liver tissue; TT: tumor tissue; TT-p: tumor parenchyma; TT-s: tumor stroma. TiRS: tile risk score; CRS: consensus risk score; GSM: global segmentation map; GS: GSM score; FC: fully connected layer.
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