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[ADDITIONAL TABLES]
	Gene Target
	Gene ID
	Primer
	Reverse Transcription
	rhPCR 
	Amplicon Size (bp)
	qPCR
	Amplicon Size (bp)

	ABCA3
	XM_042239706.2
	Forward
	-
	CGCTGCTGGGACTCAGACCTTrUCCAGC/3SpC3/
	226
	GCTGCTGGGACTCAGACCTTTC
	103

	
	
	Reverse
	GCCTGCGGTCTGTGATCAGT
	GCCTGCGGTCTGTGATCAGTrUTCAAT/3SpC3/
	
	TCCTCGACCAAGAGCGGAGG
	

	AKT1
	NM_001161857.1
	Forward
	-
	GATGGCACCTTCATCGGCTACArAGGAGT/3SpC3/
	100
	CATCGGCTACAAGGAGCGGC
	84

	
	
	Reverse
	TCTTCATCAGCTGGCATTGGGC
	TCTTCATCAGCTGGCATTGGGCrCACAGC/3SpC3/
	
	ATCAGCTGGCATTGGGCCAC
	

	AQP5
	NM_001009273.2
	Forward
	-
	AGGCTGTGGTGGCGGAAATGrATTCTA/3SpC3/
	157
	TCTCTTCCACTGACTCCCGCC
	105

	
	
	Reverse
	CAGCCCGTGAAGTAGATCCCCA
	CAGCCCGTGAAGTAGATCCCCArCTAGGC/3SpC3/
	
	AGCCCGTGAAGTAGATCCCCACTA
	

	CTSH
	XM_012099136.4
	Forward
	-
	CGGCAGTTGCTGGACCTTCTCrCACCAT/3SpC3/
	125
	GCTGGACCTTCTCCACCACC
	83

	
	
	Reverse
	CATGGTTGTTGAAGTTCTGGGCG
	CATGGTTGTTGAAGTTCTGGGCGrCAGTCA/3SpC3/
	
	CTGCTGCTCAGCCAGGAAGG
	

	FOXA2_X1/X2
	XM_027976421.3 & XM_027976422.3
	Forward
	-
	GCAGCTACTACACCGAGCCCrGAGGGT/3SpC3/
	163
	AGCTACTACACCGAGCCCGA
	80

	
	
	Reverse
	CCCACGTACGACGACATGTTCA
	CCCACGTACGACGACATGTTCArUGGAGT/3SpC3/
	
	TACGTGTTCATGCCGTTCATCCC
	

	FOXA2_X3
	XM_042229643.2
	Forward
	-
	CGACCAGTTCACTTCGCGGTrCCCCTA/3SpC3/
	196
	CTCAGGGTGGCCAAAGGCTC
	150

	
	
	Reverse
	CGAGGAGTAGCCCTGTGGGA
	CGAGGAGTAGCCCTGTGGGArCACGGA/3SpC3/
	
	CGAGGAGTAGCCCTGTGGGA
	

	HOXA2
	XM_004007943.4
	Forward
	-
	ACCTCGACGCTTTCACACTCGrACACTT/3SpC3/
	287
	ACCATTCCCAGCCTGAACCC
	236

	
	
	Reverse
	CCATCGGCGATTTCCAGGGAT
	CCATCGGCGATTTCCAGGGATrUCTTTA/3SpC3/
	
	TCGGCGATTTCCAGGGATTCTTTG
	

	HSPB1
	 XM_027961472.2
	Forward
	-
	CTCGCAAATACACGCTGCCCrCCCGGC/3SpC3/
	195
	CTCGCAAATACACGCTGCCC
	189

	
	
	Reverse
	TTGCCGGCTGTTCGGACTTT
	TTGCCGGCTGTTCGGACTTTrCCGGCG/3SpC3/
	
	GCTGTTCGGACTTTCCGGCT
	

	LPCAT1
	XM_027980187.2
	Forward
	-
	ACTCCTCGTACTTCGACGCCArUCCCCA/3SpC3/
	179
	AGGCGGAGAGCAGAGACATCC
	108

	
	
	Reverse
	TGCCCGCCTCTTGATTTCCTC
	TGCCCGCCTCTTGATTTCCTCrCACCGC/3SpC3/
	
	TTTCCTCCACCGTCTTCCTGC
	

	LYZ
	NM_001097647.1
	Forward
	-
	CCTTTCGGTCGCTGTCCAAGCrCAAGGC/3SpC3/
	250
	ATGGCTTTAGGGGAATCAGTCTGGC
	158

	
	
	Reverse
	GGCATTAACTGCTCCTGGGGTTT
	GGCATTAACTGCTCCTGGGGTTTrUGCCAG/3SpC3/
	
	GGTTTTGCCATCATTACACCACCAG
	

	MAPK3
	XM_015104158.3
	Forward
	-
	TGACCCAACGGATGAGCCAGrUGGCCA/3SpC3/
	156
	ACCCAACGGATGAGCCAGTG
	150

	
	
	Reverse
	AGAGGCAGCCAGCCAGGTTA
	AGAGGCAGCCAGCCAGGTTArGGAGGT/3SpC3/
	
	GCAGCCAGCCAGGTTAGGAG
	

	NKX2-1
	XM_042235304.1
	Forward
	-
	ACCGCCGCCTACCACATGArCGGCGA/3SpC3/
	281
	GTACCAGGACACCATGCGGAAC
	120

	
	
	Reverse
	CTTGGCAGCGGGGCCATATT
	CTTGGCAGCGGGGCCATATTrCTTGCG/3SpC3/
	
	CCGCTCATGTTCATGCCGCTC
	

	PIK3R3
	XM_042247340.1
	Forward
	-
	TATGCTTGCTCTGTGGTCGCCrGACGGC/3SpC3/
	181
	TATGCTTGCTCTGTGGTCGCC
	143

	
	
	Reverse
	GGTAGGCGAGCCTGACGTTG
	GGTAGGCGAGCCTGACGTTGrAGAGAT/3SpC3/
	
	ACGAGGGACGTCTGCTGGTA
	

	PTGS2
	NM_001009432.1
	Forward
	-
	GAGACAGCATAACCGTCGCCTrUTTCAC/3SpC3/
	210
	AACCGTCGCCTTTTCAAGGATGG
	143

	
	
	Reverse
	TGTTCCCGCAGCCAAATGGT
	TGTTCCCGCAGCCAAATGGTrGGCATC/3SpC3/
	
	TCCTGGCCCACAGCAAACTTC
	

	SCNN1B
	XM_042239799.1
	Forward
	-
	CATCGGGGTGCTCGTGGACAArGCTGCG/3SpC3/
	101
	TCGGGGTGCTCGTGGACAA
	81

	
	
	Reverse
	AGCTGCTGTAGAGGTTTTGGATGG
	AGCTGCTGTAGAGGTTTTGGATGGrGGACAG/3SpC3/
	
	GGATGGGGACATCAGAGCCG
	

	SFTPB
	XM_027966740.2
	Forward
	-
	CTTCCAGAGCCAGATGAACCCGArAGTTCG/3SpC3/
	118
	CTTCCAGAGCCAGATGAACCCGA
	67

	
	
	Reverse
	GGCCATCTTGTCCAGCAGAGG
	GGCCATCTTGTCCAGCAGAGGrACCCCG/3SpC3/
	
	TGGGTGCCTGGGCTTGCATA
	

	SFTPC
	NM_001009729.1
	Forward
	-
	GAGTGAGCGTGTGGGAACCArCTGCCG/3SpC3/
	151
	ACTGCCACTTTCTCCATCGGC
	99

	
	
	Reverse
	GAGACTTGGGATGCTCTGCGG
	GAGACTTGGGATGCTCTGCGGrAGCCAT/3SpC3/
	
	AATGTAGCAGCAGGTTCCGGG
	

	SFTPD
	XM_027962151.2
	Forward
	-
	CCTGGAGAAAGAGGAGCAAAGGGrUGAGAT/3SpC3/
	100
	GAGGAGCAAAGGGTGAGAGTGG
	77

	
	
	Reverse
	TCTGGAGGCGTTGTAGCTGTCC
	TCTGGAGGCGTTGTAGCTGTCCrCTCTAC/3SpC3/
	
	TAGCTGTCCCTCTAAGGTTCCCA
	

	SPHK2
	XM_015100263.3
	Forward
	-
	GCCACCCCGATTGCTCCTATrUGGTCC/3SpC3/
	143
	TGGCCTGGCAGTGGTGTAAG
	96

	
	
	Reverse
	GGGCATGGTTCTGTCGTTCTGT
	GGGCATGGTTCTGTCGTTCTGTrCTGGAC/3SpC3/
	
	GGGCATGGTTCTGTCGTTCTGT
	

	VEGFA
	NM_001025110.1
	Forward
	-
	TGGCAGAAGGAGGGCAGAAACrCCCATT/3SpC3/
	148
	TGGCAGAAGGAGGGCAGAAAC
	81

	
	
	Reverse
	GGCACACAGGACGGCTTGAAA
	GGCACACAGGACGGCTTGAAArATGAAT/3SpC3/
	
	TCTCAATGGGACGGCAGAAGC
	

	SFTPA1
	 NM_001009728.2
	Forward
	-
	CCTGGGCGTGATGGGATGACrUGGAGT/3SpC3/
	100
	GGCGTGATGGGATGACTGGAG
	96

	
	
	Reverse
	GATACGCTGGAAACCCTGGAGGA
	GATACGCTGGAAACCCTGGAGGArCCTCTA/3SpC3/
	
	GATACGCTGGAAACCCTGGAGGA
	

	HOXA5
	XM_015095103.3
	Forward
	-
	AAAACTCCCTGGGCAACTCCAGrCGGCGA/3SpC3/
	259
	TGCGCAAGCTGCACATAAGTC
	76

	
	
	Reverse
	TAGCGCGTGTAGGCCGTTC
	TAGCGCGTGTAGGCCGTTCrGGGCCT/3SpC3/
	
	TAGCGCGTGTAGGCCGTTC
	



Additional Table 1. Gene target primers in Sheep. Housekeeping gene targets ACTB, RPS18, GAPDH and internal assay control Luciferase within bold box.










	Gene Target
	Gene ID
	Primer
	Reverse Transcription
	rhPCR 
	Amplicon Size (bp)
	qPCR
	Amplicon Size (bp)

	ABCA3
	NM_001089.3
	Forward
	-
	AAGGTCCTGGTGACGGTCCTrGGAACG/3SpC3/
	270
	AAATGTGCCCAACGCCACCA
	184

	
	
	Reverse
	AAAGCCGCGCACTCGCA
	AAAGCCGCGCACTCGCArUGTTGG/3SpC3/
	
	AAAGCCGCGCACTCGCA
	

	AKT1
	NM_005163.2
	Forward
	-
	AGTGCCAGCTGATGAAGACGGrAGCGGT/3SpC3/
	126
	CCTTCATCATCCGCTGCCTGC
	86

	
	
	Reverse
	TTGTCCACTCCTCCCGCTCC
	TTGTCCACTCCTCCCGCTCCrUCAGGC/3SpC3/
	
	TGTCCACTCCTCCCGCTCCT
	

	AQP5
	NM_001651.4
	Forward
	-
	AACAACACAACGCAGGGCCArGGCCAC/3SpC3/
	177
	GGCACTCTGCATCTTCGCCT
	121

	
	
	Reverse
	GCAGCCAGTGAAGTAGATTCCGAC
	GCAGCCAGTGAAGTAGATTCCGACrAAGGTA/3SpC3/
	
	GCAGCCAGTGAAGTAGATTCCGA
	

	CTSH
	NM_004390.5
	Forward
	-
	CATGCAGTACTGGCTGTTGGGTrATGGAT/3SpC3/
	115
	TGGGATCCCTTACTGGATCGTGA
	80

	
	
	Reverse
	TTCCGCGCTCGATGAGGAAG
	TTCCGCGCTCGATGAGGAAGrUACCCA/3SpC3/
	
	TTCCGCGCTCGATGAGGAAGT
	

	FOXA2
	NM_153675.3
	Forward
	-
	TATGCTGGGAGCGGTGAAGATGrGAAGGT/3SpC3/
	100
	GCTGGGAGCGGTGAAGATGG
	89

	
	
	Reverse
	GGCGTTCATGTTGCTCACGG
	GGCGTTCATGTTGCTCACGGrAGGAGC/3SpC3/
	
	TGTTGCTCACGGAGGAGTAGC
	

	HOXA2
	NM_006735.4
	Forward
	-
	ACCTCGACGCTTTCACACTCGrACACTA/3SpC3/
	299
	GCAGACCATTCCCAGCCTGAA
	252

	
	
	Reverse
	CCATCGGCGATTTCCAGGGATT
	CCATCGGCGATTTCCAGGGATTrCTTTGC/3SpC3/
	
	TCGGCGATTTCCAGGGATTCTTTGT
	

	HSPB1
	NM_001540.5
	Forward
	-
	CGCGGAAATACACGCTGCCrCCCCGA/3SpC3/
	201
	GCGGAAATACACGCTGCCC
	111

	
	
	Reverse
	ACTTGGCGGCAGTCTCATCG
	ACTTGGCGGCAGTCTCATCGrGATTTC/3SpC3/
	
	GACTGCGTGGCTAGCTTGGG
	

	LPCAT1
	NM_024830.5
	Forward
	-
	CCCTCGCACTTGTCGCATCCrCTGGGT/3SpC3/
	210
	TCTGCGGAGAAGGAACCCGA
	179

	
	
	Reverse
	CGAAGTAGGACGAGTGAGGCG
	CGAAGTAGGACGAGTGAGGCGrCGAGCA/3SpC3/
	
	TAGGACGAGTGAGGCGCGAG
	

	LYZ
	NM_000239.3
	Forward
	-
	ACGGTCCAGGGCAAGGTCTTTrGAAAGT/3SpC3/
	243
	GGTCCAGGGCAAGGTCTTTGA
	215

	
	
	Reverse
	ACAGGCATTAACTGCTCCTGGG
	ACAGGCATTAACTGCTCCTGGGrGTTTTA/3SpC3/
	
	TGCCATCATTACACCAGTAGCGG
	

	MAPK3
	NM_002746.3
	Forward
	-
	GCAGTTGCAGTACATCGGCGrAGGGCT/3SpC3/
	125
	GCAGTTGCAGTACATCGGCGAG
	84

	
	
	Reverse
	TGCGCTGGCAGTAGGTCTGA
	TGCGCTGGCAGTAGGTCTGArUGTTCA/3SpC3/
	
	TTGATGGCCACGCGAGTCTTG
	

	NKX2-1
	NM_001079668.3
	Forward
	-
	AACGGCAACCTGGGCAACATrGAGCGC/3SpC3/
	127
	GCCGTACCAGGACACCATGA
	93

	
	
	Reverse
	CCATGAAGCGGGAGATGGCG
	CCATGAAGCGGGAGATGGCGrGGGAAT/3SpC3/
	
	ATGAAGCGGGAGATGGCGG
	

	PIK3R3
	NM_003629.4
	Forward
	-
	ATTGAGCGATTTCGCAGAGAGGGrGAATGC/3SpC3/
	202
	ATTGAGCGATTTCGCAGAGAGGG
	100

	
	
	Reverse
	TCTTTCGCAGCTGGATCAGGTC
	TCTTTCGCAGCTGGATCAGGTCrAGGTTC/3SpC3/
	
	TGCTATCATGAATCTCACCCAGACG
	

	PTGS2
	NM_000963.4
	Forward
	-
	AATTGCTGGCAGGGTTGCTGGrTGGTAT/3SpC3/
	130
	AATTGCTGGCAGGGTTGCTGG
	82

	
	
	Reverse
	CAGCATAAAGCGTTTGCGGTACT
	CAGCATAAAGCGTTTGCGGTACTrCATTAG/3SpC3/
	
	CCTGCTCTGGTCAATGGAAGCC
	

	SCNN1B
	NM_000336.3
	Forward
	-
	CTGCTCACCCTGCTCTTCGCrCGCCCG/3SpC3/
	253
	GTCAGCGTCTCCCTCTCCGTA
	171

	
	
	Reverse
	TGGTGGCATTGGCATGGCTTA
	TGGTGGCATTGGCATGGCTTArGCTCAT/3SpC3/
	
	ATTGGCATGGCTTAGCTCAGGA
	

	SFTPB
	NM_000542.5
	Forward
	-
	ACCTGGGCCTGTGCAAATCCrCGGCAT/3SpC3/
	181
	TGCCAGACCCTCTGCTGGAC
	94

	
	
	Reverse
	TGCTCGGAGAGATCCTGTGTGT
	TGCTCGGAGAGATCCTGTGTGTrGAGGCT/3SpC3/
	
	TGCTCGGAGAGATCCTGTGTGT
	

	SFTPC
	NM_003018.4
	Forward
	-
	GAGAGCATAGCACCTGCAGCAArGATGGC/3SpC3/
	111
	GCAGCAAGATGGATGTGGGC
	94

	
	
	Reverse
	GGCAGCAGGGAATGCCAAATC
	GGCAGCAGGGAATGCCAAATCrGGCCCA/3SpC3/
	
	CAGCAGGGAATGCCAAATCGG
	

	SFTPD
	NM_003019.5
	Forward
	-
	AGTGCTTGCACCCTGGTCATrGTGTAT/3SpC3/
	151
	GCGATGGACGGGATGGGAGA
	99

	
	
	Reverse
	GGCCAGCTTGTCCAGGCATC
	GGCCAGCTTGTCCAGGCATCrCCTGCG/3SpC3/
	
	GGCCAGCTTGTCCAGGCATC
	

	SPHK2
	NM_020126.5
	Forward
	-
	ACCCCTGACCTGCTACCTCGrGCCGCT/3SpC3/
	161
	CTGGCCTGGCAGTGGTGTAA
	95

	
	
	Reverse
	GCGTGGTTCTGTCGTTCTGTCT
	GCGTGGTTCTGTCGTTCTGTCTrGGATGC/3SpC3/
	
	GCGTGGTTCTGTCGTTCTGTCTG
	

	VEGFA
	NM_001025366.3
	Forward
	-
	TCAGCGCAGCTACTGCCATCrCAATCT/3SpC3/
	208
	TTCAAGCCATCCTGTGTGCCC
	128

	
	
	Reverse
	GTGCTGGCCTTGGTGAGGTT
	GTGCTGGCCTTGGTGAGGTTrUGATCA/3SpC3/
	
	TGGCCTTGGTGAGGTTTGATCC
	

	SFTPA1
	NM_005411.5
	Forward
	-
	ATGGGTCCACCTGGAGAAATGCrCATGTA/3SpC3/
	132
	TGGAAATGATGGGCTGCCTGG
	99

	
	
	Reverse
	TAGATGAGCTGGAAGCCCTGGAG
	TAGATGAGCTGGAAGCCCTGGAGrGGCCCT/3SpC3/
	
	AGATGAGCTGGAAGCCCTGGA
	

	HOXA5
	NM_019102.4
	Forward
	-
	TGCGCAAGCTGCACATAAGTCrATGACG/3SpC3/
	137
	GCGCAAGCTGCACATAAGTCAT
	81

	
	
	Reverse
	CCTCCTTCTGCGGGTCAGGTA
	CCTCCTTCTGCGGGTCAGGTArACGGTC/3SpC3/
	
	GTCTGGTAGCGCGTGTAGGC
	


Additional Table 2. Gene target primers in Humans.

	Gene Target
	Gene ID
	Primer
	Reverse Transcription
	rhPCR 
	Amplicon Size (bp)
	qPCR
	Amplicon Size (bp)

	ACTB
	NM_001009784.3
(Sheep)
	Forward
	-
	ACACCTTCTACAACGAGCTGCrGTGTGA/3SpC3/
	133
	ACACCTTCTACAACGAGCTGC
	133

	
	
	Reverse
	ATGGCAGGGGTGTTGAAG
	ATGGCAGGGGTGTTGAAGrGTCTCT/3SpC3/
	
	ATGGCAGGGGTGTTGAAG
	

	RPS18
	XM_004018745.5
(Sheep)
	Forward
	-
	GGAACGTGTGATCACCATTATGCrAGAATT/3SpC3/
	169
	GGAACGTGTGATCACCATTATGC
	169

	
	
	Reverse
	GTGGGCCCGAATCTTCTTCA
	GTGGGCCCGAATCTTCTTCArGACGCA/3SpC3/
	
	GTGGGCCCGAATCTTCTTCA
	

	GAPDH
	NM_001190390.1
(Sheep)
	Forward
	-
	TGGAGTCCACTGGGGTCTTCrACTACT/3SpC3/
	108
	TGGAGTCCACTGGGGTCTTC
	108

	
	
	Reverse
	CAAACATGGGAGCGTCAGC
	CAAACATGGGAGCGTCAGCrAGAAGA/3SpC3/
	
	CAAACATGGGAGCGTCAGC
	

	ACTB

	NM_001101.5
(Human)
	Forward
	-
	AGAAGAGCTACGAGCTGCCTGArCGGCCC/3SpC3/
	135
	CATCACCATTGGCAATGA
	96

	
	
	Reverse
	TGGAGTTGAAGGTAGTTTCG
	TGGAGTTGAAGGTAGTTTCGrUGGATT/3SpC3/
	
	AAGGTAGTTTCGTGGATGC
	

	RPS18
	NM_022551.3
(Human)
	Forward
	-
	TATGCTCATGTGGTGTTGAGrGAAAGG/3SpC3/
	134
	AGACATTGACCTCACCAAGA
	90

	
	
	Reverse
	AAGAACCAGTCTGGGATCTT
	AAGAACCAGTCTGGGATCTTrGTACTC/3SpC3/
	
	TTGTACTGGCGTGGATTC
	

	GAPDH
	NM_002046.7
(Human)
	Forward
	-
	ATGTTCGTCATGGGTGTGrAACCAG/3SpC3/
	138
	AGAAGTATGACAACAGCCTCA
	94

	
	
	Reverse
	CATGAGTCCTTCCACGATA
	CATGAGTCCTTCCACGATArCCAAAC/3SpC3/
	
	CCAAAGTTGTCATGGATGA
	

	Luciferase
	
	Forward
	-
	CTCTGATTAACGCCCAGCrGTTTTG/3SpC3/
	
	CTCTGATTAACGCCCAGC
	

	
	
	Reverse
	GCGGTCGGTAAAGTTGTT
	GCGGTCGGTAAAGTTGTTrCCATTA/3SpC3/
	
	GCGGTCGGTAAAGTTGTT
	


Additional Table 3. Sheep and Human housekeeping gene targets ACTB, RPS18, GAPDH and internal assay control Luciferase.

