Table S1.	Characteristics of epigenetic clocks, including tissue scope, advantages, and sensitivity to inflammation.
	Clock type
	Reference (PMID)
	Main features
	Advantages
	Target tissue
	Inflammation sensitivity

	PCHannumG2013
	Hannum G et al. (2013) (23177740)
	Original Hannum clock developed using whole-blood DNAm data; focuses on age-related changes detectable in blood. Principal component (PC)-based implementation applied in this study to improve robustness.
	Sensitive to age-related immune and inflammatory signals in blood; well-validated for blood samples.
	Blood
	High

	PCPhenoAge
	Levine ME et al. (2018) (29676998)
	Original PhenoAge clock based on blood methylation markers associated with mortality and phenotypic aging indicators (e.g., clinical biomarkers). PC-based implementation applied in this study.
	Strong predictor of age-related morbidity (e.g., cardiovascular disease, diabetes) and mortality risk; integrates biological age with healthspan indicators.
	Blood
	High

	ZhangQ2019
	Zhang Q et al. (2019) (31443728)
	Trained across multiple tissue types; designed for cross-tissue biological age estimation.
	Provides high-precision estimation of chronological age across tissues; robust to disease status; applicable across diverse sample sources.
	Pan-tissue
	Low

	PCHorvathS2018
	Horvath S et al. (2013) (24138928)
	Original Horvath pan-tissue clock developed using multi-tissue DNAm data. PC-based implementation applied in this study.
	High cross-tissue compatibility; suitable for estimating biological age across various tissues.
	Pan-tissue
	Low

	DunedinPACE
	Belsky DW et al. (2020) (32367804)
	Designed to measure the pace of biological aging (years of biological aging per chronological year; e.g., value = 1 means normal pace) rather than cumulative age; based on longitudinal cohort data.
	Captures dynamic aging processes; sensitive to short-term environmental and lifestyle influences.
	Blood
	Moderate
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