
(A) NHANES 1999-2002

FIGURE S2. Pearson’s correlation matrix between SES, frailty, and epigenetic clock metrics and kernel 

smoothed distribution of the frailty score: NHANES 1999–2002, HRS 2016 and HANDLS 2004-2009

 

(B) HRS 2016 (C) HANDLS 2004-2009



Abbreviations:
DunedinPoAm = Dunedin Pace of Aging DNA methylation clock; GrimAgeEAA = Grim DNA methylation Epigenetic Age Acceleration; HANDLS=Healthy Aging in 
Neighborhoods of Diversity Across the Life Span; HannumAgeEAA = Hannum DNA methylation Age, Epigenetic Age Acceleration; HorvathAgeEAA = Horvath DNA 
methylation Age, Epigenetic Age Acceleration; HRS = Health and Retirement Study; NHANES = National Health and Nutrition Examination Surveys; PhenoAgeEAA = 
Pheno DNA methylation Age Epigenetic Age Acceleration; SES = Socio-economic Status; z = standardized z-score.
Notes: Sampling weights were not accounted for in this analysis. Unweighted sample sizes were n=1,537 for NHANES,  n=1,413 for HRS and n=455 for HANDLS.  
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