
Additional file 1: Primer modifications introduced to improve their performance and accompanying Ribosomal Database Project (RDP) search results. Nucleotide explanation: M = C/A, Y = T/C.
	Primer
	Sequence (5′→ 3′)
	RDP search1, % coverage

	
	
	Domain Bacteria
	Phylum Firmicutes

	Domain Bacteria B V4-V5 (r)
	CCGTCAATTCCTTTGAGTTT [68]
	51.3
	-

	
	CCGTCAATTCMTTTGAGTTT
	58.9
	-

	Phylum Firmicutes (f)
	CTGATGGAGCAACGCCGCGT [69]
	-
	6

	
	CTGAYGGAGCAACGCCGCGT
	-
	37.4


1: RDP searches were performed using default settings with no mismatches allowed.
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