	Strains
	Phylogenetic group
	STs
	Isolation source (province)
	Mortality rate
	Virulence genes

	
	
	
	
	4 × 107
	4 × 106
	papA/C
	sfa/foc
	afa/dra
	iutA
	kpsM II

	DCE-4
	A
	Unknown
	Jiangsu
	Unknow
	Unknow
	
	
	+
	+
	

	SXE-12
	A
	Unknown
	Zhejiang
	Unknow
	Unknow
	+
	
	
	+
	

	SXE-1
	D
	ST648
	Zhejiang
	2/5
	0/5
	
	
	
	+
	+

	SXE-13
	D
	ST648
	Zhejiang
	1/5
	0/5
	+
	
	
	
	+

	SXE-1
	D
	ST5170
	Zhejiang
	5/5
	0/5
	+
	
	
	
	+

	PxECZPF1C
	D
	ST117
	Shandong
	3/5
	0/5
	+
	
	
	+
	

	DCE-1
	B2
	ST961
	Jiangsu
	4/5
	1/5
	+
	
	
	+
	+

	DCE-2
	B2
	ST12
	Jiangsu
	3/5
	0/5
	+
	
	
	+
	+

	DCE-5
	B2
	ST12
	Jiangsu
	4/5
	3/5
	+
	
	
	+
	+

	DCE-6
	B2
	ST12
	Jiangsu
	4/5
	1/5
	+
	
	
	+
	+

	DCE-8
	B2
	ST141
	Jiangsu
	4/5
	2/5
	
	
	
	+
	+

	DCE-9
	B2
	ST961
	Jiangsu
	3/5
	0/5
	+
	
	
	+
	+

	JX131101
	B2
	ST95
	Jiangxi
	5/5
	5/5
	+
	
	
	+
	+
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