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CLUSTAL 0(1.2.4) multiple sequence alignment

18RS-1924-6
18RS-1924-7

18RS-1924-6
18RS-1924-7

18RS-1924-6
18RS-1924-7

18RS-1924-6
18RS-1924-7

18RS-1924-6
18RS-1924-7

18RS-1924-6
18RS-1924-7

18RS-1924-6
18RS-1924-7

18RS-1924-6
18RS-1924-7

18RS-1924-6
18RS-1924-7

18RS-1924-6
18RS-1924-7

18RS-1924-6
18RS-1924-7

18RS-1924-6
18RS-1924-7

18RS-1924-6
18RS-1924-7

18RS-1924-6
18RS-1924-7

This website requires cookies, and the limited processing of your personal data in order to function. By using the site you
are agreeing to this as outlined in our Privacy Notice (https://www.ebi.ac.uk/data-protection/privacy-notice/embl-ebi-public-
website) and Terms of Use (https://www.ebi.ac.uk/about/terms-of-use).

------ TGTTTGGTGTTTACACTAGACTGATGAGT TGCGAACGGGTGAGTAACGCGTAGG
CGCTGATGTTTGGTGTTTACACTAGACTGATGAGT TGCGAACGGGTGAGTAACGCGTAGG

TAACCTGCCTCATAGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAAGAGTA
TAACCTGCCTCATAGCGGGGGATAACTATTGGAAACGATAGCTAATACCGCATAAGAGTA

ATTAACACATGTTAGTTATTTAAAAGGAGCAATTGCTTCACTGTGAGATGGACCTGCGTT
ATTAACACATGTTAGTTATTTAAAAGGAGCAATTGCTTCACTGTGAGATGGACCTGCGTT

GTATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATACATAGCCGACCTGAGA
GTATTAGCTAGTTGGTGAGGTAAAGGCTCACCAAGGCGACGATACATAGCCGACCTGAGA

GGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAG
GGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAG

GGAATCTTCGGCAATGGACGGAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTT
GGAATCTTCGGCAATGGACGGAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTT

TCGGATCGTAAAGCTCTGTTGTTAGAGAAGAACGTTGGTAGGAGTGGAAAATCTACCAAG
TCGGATCGTAAAGCTCTGTTGTTAGAGAAGAACGTTGGTAGGAGTGGAAAATCTACCAAG

* . *

TGACGGTAACTAACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA
TGACGGTAACTAACCAGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA

* * * *ok

GGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTCTTTAAGTC
GGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTCTTTAAGTC

TGAAGTTAAAGGCAGTGGCTTAACCATTGTACGCTTTGGAAACTGGAGGACTTGAGTGCA
TGAAGTTAAAGGCAGTGGCTTAACCATTGTACGCTTTGGAAACTGGAGGACTTGAGTGCA

GAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACC
GAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACC

GGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCA
GGTGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCA

AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGCCC
AACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAGGTGTTAGGCCC

TTTCCGGGGCTTAGTGCCGCAGCTAACGCATTAAGC- - - - 810
TTTCCGGGGCTTAGTGCCGCAGCTAACGCATTAAGCACTC 820
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