[bookmark: _GoBack]Alignment results of the seven viruses’ primers.
1. Alignment result of FAdV F primer.
[image: ]
Alignment result of FAdV R primer. (Reverse complementary sequence)
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2. Alignment result of DHAV F primer.
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Alignment result of DHAV R primer. (Reverse complementary sequence)
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3. Alignment result of DEV F primer.
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Alignment result of DEV R primer. (Reverse complementary sequence)
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4. Alignment result of DTMUV F primer.
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Alignment result of DTMUV R primer. (Reverse complementary sequence)
[image: ]
5. Alignment result of NDV F primer.
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Alignment result of NDV R primer. (Reverse complementary sequence)
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6. Alignment result of AIV F primer.
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Alignment result of AIV R primer. (Reverse complementary sequence)
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7. Alignment result of NDPV F primer.
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Alignment result of NDPV R primer. (Reverse complementary sequence)
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-------------------------- CTCAGGCCCAACTACATCGG

ATTATAACATAGGCACCACGCGTGCGCTCAGGCCCAACTACATCGGGTTCAGGGA
ATTATAACATAGGCACCACGCGTGCGCTCAGGCCCAACTACATCGGGTTCAGGGA
ATTATAACATAGGCACCACGCGTGCGCTCAGGCCCAACTACATCGGGTTCAGGGA
ATTATAACATAGGCACCACGCGTGCGCTCAGGCCCAACTACATCGGGTTCAGGGA
ATTATAACATAGGCACCACGCGTGCGCTCAGGCCCAACTACATCGGGTTCAGGGA
ATTATAACATAGGCACCACGCGTGCGCTCAGGCCCAACTACATCGGGTTCAGGGA
ATCATAACATAGGCACCACGCGTGCGCTCAGGCCCAACTACATCGGGTTCAGGGA
ATGATAACATAGGCACCACGCGTGCGCTCAGGCCCAACTACATCGGGTTCAGGGA
ATGATAACATAGGCACCACGCGTGCGCTCAGGCCCAACTACATCGGGTTCAGGGA
ATTATAACATAGGCACCACGCGTGCGCTCAGGCCCAACTACATCGGGTTCAGGGA
ATTATAACATAGGCACCACGCGTGCGCTCAGGCCCAACTACATCGGGTTCAGGGA
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CTTTCCACTCCCTGCTCCC
AGCTCTITTITTTCCACTECCTGCTCCCACTTCCACEGACATCATCATACAAATCC
AGCTCTCTTCTTTCCACTCCCTGCTCCCACTTCCACAACACTATCACGGLGATCC
AGCTCTCTTCTTTCCACTCCCTGCTCCCACLTCCACAATACTATCACAGAAATCC
AGCTETCTTCTTTCCLCTCCCTGCTCCCACLCTCCACAATACTATCACAGARALCC
AGCTCTCTTCTTTCCACTCCCTGCTCCCACTTCAACAATATTATCACLGLAATCC

AGCTCTCTTITTTCCACTCCCTGCTCCCACTTCCACAGCACTATCACGGLGATCT
AGCTCTITTITTTCCACTELCCTGCTCCCACTTCCACEGACATCATCACACAAATCC
AGCTCTITTITTTCCACTELCCTGCTCCCACTTCCACEGACATCATCACACAAATCC
AGCTCTITTITTTCCACTECCTGCTCCCACTTCCACEGACATCATCACACAAATCC
AGCTCTCTTCTTTCCACTCCCTGCTCCCACLTCCACAATACTATCACAGAAATCC
AGCTCTCTTCTTTCCACTCCCTGCTCCCACLTCCACAATACTATCACAGAAATCC
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---------------------------- TGAAGAGGATGTGGAAGCCAA

TGTCACTTCTGCGAAATTTGTTCTAAAATGAAGAGGATGTGGAAACCAAGLGGAC
TGTCACTTCTGCAAAATTTGTTCTAAAATGAAGAGGATGTGGAAGCCAAAAGGGC
TGTCACTTCTGCGAAATTTGLTCTAAAATGAAGAGGAGGTGGAAGCCAAGAGGGT
TGTCACTTCTGCGAAATTTGLTCTAAAATGAAGAGGALGTGGAAGCCAAGAGGGHT
TGCCACTTITGIGAAATCTGTTCTAAAATGAAGAGGATGTGGAAGCCAAAAGGGC
TGTCACTTITGLGAAATTTGTTCTAAAATGAAGAGGATGTGGAAGCCAAGAGGGC
TGTCACTTCTGCGAAATTTGTTCTAAAATGAAGAGGATGTGGAAACCAAGLGGAC
TGTCACTTCTGCGAAATTTGTTCTAAAATGAAGAGGATGTGGAAACCAAGLGGAC
TGTCACTTCTGCGAAATTTGTTCTAAAATGAAGAGGATGTGGAAACCAAGLGGAC
TGTCACTTCTGCGAAATTTGLTCTAAAATGAAGAGGALGTGGAAGCCAAGAGGGT
TGTCACTTCTGCGAAATTTGLTCTAAAATGAAGAGGALGTGGAAGCCAAGAGGGT
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DEV-F.seq ~ATCGCATGTAGACGTTGGTT

DEV-R.seq = -
JQ347517.1 Anatid herpesvirus 1 strain TIGTGGTGCGCLAG- C-GGGATCGCATGTAGACGTTGGTTGGTCA
JQ347518.1 Anatid herpesvirus 1 strain TIGTGGTGCGCLAG- C-GGGATCGCATGTAGACGTTGGTTGGTCA
JQ248598.1 Anatid herpesvirus 1 strain TCACAGTACGAAAGGGGCATCCGGGATCGCATGTAGACGTTGGTTGGTCA
KC480262.1 Anatid herpesvirus 1 strain TCACAGTACGAAAGGGGCATCCGGGATCGCATGTAGACGTTGGTTGGTCA
KX925439.1 Anatid alphaherpesvirus 1 st TCACAGTACGAAAGGGGCATCCGGGATCGCATGTAGACGTTGGTTGGTCA
KX925440.1 Anatid alphaherpesvirus 1 st TCACAGTACGAAAGGGGCATCCGGGATCGCATGTAGACGTTGGTTGGTCA
EU885419.1 Duck enteritis virus strain TCACAGTACGAAAGGGGCATCCGGGATCGCATGTAGACGTTGGTTGGTCA
JQ043216.1 Anatid herpesvirus 1 strain TCACAGTACGAAAGGGGCATCCGGGATCGCATGTAGACGTTGGTTGGTCA
JQ248596.1 Anatid herpesvirus 1 strain TCACAGTACGAAAGGGGCATCCGGGATCGCATGTAGACGTTGGTTGGTCA
JQ248597.1 Anatid herpesvirus 1 strain TCACAGTACGAAAGGGGCATCCGGGATCGCATGTAGACGTTGGTTGGTCA
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---------------------------- CCATCCATCACCGCTGTCT

GTCGCAAGCATTGTGTTTTGAAATATAGCCATCCATCACCGCTGTCTAGA
GTCGCAAGCATTGTGTTTTGAAATATAGCCATCCATCACCGCTGTCTAGA
GTCGCAAGCATTGTGTTTTGAAATATAGCCATCCATCACCGCTGTCTAGA
GTCGCAAGCATTGTGTTTTGAAATATAGCCATCCATCACCGCTGTCTAGA
GTCGCAAGCATTGTGTTTTGAAATATAGCCATCCATCACCGCTGTCTAGA
GTCGCAAGCATTGTGTTTTGAAATATAGCCATCCATCACCGCTGTCTAGA
GTCGCAAGCATTGTGTTTTGAAATATAGCCATCCATCACCGCTGTCTAGA
GTCGCAAGCATTGTGTTTTGAAATATAGCCATCCATCACCGCTGTCTAGA
GTCGCAAGCATTGTGTTTTGAAATATAGCCATCCATCACCGCTGTCTAGA
GTCGCAAGCATTGTGTTTTGAAATATAGCCATCCATCACCGCTGTCTAGA
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AATCGGTAGTGGCTTTGG
GAATTCGAGGAGGCCCACGCCACCAAACAATCAGTGGTGGCTTTGGCATCACRAG
GAATTCGAGGAGGCCCACGCIACCAAACAATCGGTGGTGGCTTTGGCATCACRAG
GAATTCGAGGAAGCCCATGCCACCAAACAATCGGTAGTGGCTTTGGCATCACAAG
GAGTTCGAGGAGGCCCACGCCACCAAACAATCGGTGGTAGCTTTGGCATCACRAG
GAATTCGAGGAAGCCCATGCCACCAAACAATCGGTAGTGGCTTTGGCATCACAAG
GAGTTCGAGGAGGCCCACGCCACCAAACAATCGGTGGTAGCTTTGGCATCACRAG
GAATTCGAGGAGGCCCACGCCACCAAACAATCGGTGGTGGCTTTGGCATCACAAG
GAGTTCGAGGAAGCCCATGCIACCAAACALTCGGTAGTGGCCTTGGCATCGCALG
GAATTIGAGGAAGCCCATGCCACCAAACAGTCAGTAGTGGCLETGGCETCACALG
GAATTIGAGGAAGCCCATGCCACCAAACAATCGGTAGTGGCTTTGGCATCACALG
GAATTIGAGGAGGCCCACGCCACCAAACAATCAGTGGTGGCTTTGGCATCACRAG
GAATTCGAGGAGGCICACGCCACCAAACAATCGGTGGTAGCTTTGGCATCACRAG
GAATTCGAGGRAGCCCATGCCACCARACAATCGGTAGTGGCTTTGGCATCACAAG
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----------------- ATATCCATGTCGGCAGACT

GGCCCTGCAGAGTTCCCATATCCATGTCGGCAGATCTGAATGALATGACACCAGT
GGCCCTGCAGAGTTCCIATATCIATGTCAGCAGACCTGAATGATATGACACCAGT
GGCCCTGCAGAGTTCCCATATCCATGTCGGCAGACTTGAATGATATGACACCAGT
GGCCCTGIAGAGTTCCIATATCIATGTCAGCAGACTTGAATGALATGACACCAGT
GGCCCTGCAGAGTTCCCATATCCATGTCGGCAGACTTGAATGATATGACACCAGT
GGCCCTGIAGAGTTCCIATATCIATGTCAGCAGACTTGAATGACATGACACCAGT
GGCCCTGCAGAGTTCCEATATCIATGTCAGCAGACCTGAATGALATGACACCAGT
GGCCATGCAGAGTTCCCATLTCCATGTCGGCGGACCTGAACGACATGACACCAGT
GGCCATGCAGAGTTCCIATLTCCATGTCGGCAGACCTGAATGATATGACACCAGT
GGCCCTGCAGAGTTCCCATATCCATGTCGGCAGACTTGAATGATATGACACCAGT
GGCCCTGIAGAGTTCCCATATCCATGTCGGCAGATCTGAATGALATGACACCAGT
GGCCCTGCAGAGTTCCCATATCCATGTCGGCAGACTTGAATGATATGACACCAGT
GGCCCTGCAGAGTTCCCATATCCATGTCGGCAGACTTGAATGATATGACACCAGT
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 CACCGGCAACCCTATICTGT
AGCTCATTAATTGGTAGCGGCTTGATCACTGGCTATCCTATACTGTATGACTCAC
AGCTCATTAATTGGTAGCGGCTTGATCACTGGCTACCCTATACTGTATGACTCAC
AGCTCATTAATLAGTAGCGGCTTGATCACTGGCTACCCTATACTGTATGACTCGC
AGCTCATTAATTGGTAGCGGCTTGATCACCGGCAACCCTATICTGTALGACTCAC

AGCTCATTAATTGGTAGIGGCLTGATCACTGGCTACCCCATACTGTATGACTCAC
AGCTCATTAATTGGTAGIGGCLTGATCACTGGCTACCCCATACTGTATGACTCAC
AGCTCATTAATTGGTAGIGGCLTGATCACTGGCTACCCCATACTGTATGACTCAC
AGCTCATTAATTGGTAGIGGCLTGATCACTGGCTACCCCATACTGTATGACTCAC
AGCTCATTAATTGGTAGCGGCTTGATCACLGGCAACCCTATACTGTATGACTCAC
AGCTCATTAATTGGTAGCGGCLTGATCACTGGITACCCTATACTGTATGACTCAC
AGITCATTAATTGGTAGCGGCTTGATCECTGGCTACCCTATACTGTATGACTCAC
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-------------------------- TCAAAGACTGAAGGCGCACT

GCGGCAACACATCAGCTTGCATGTATTCAAAGACLGAAGGCGCACTCACTACGCC
GCGGCAATACATCAGCTTGCATGTATTCAAAGACTGAAGGCGCACTCACTACGCC
GCGGCAATACATCAGCTTGCATGTATTCAAAGACTGAAGGCGCACTCACTACGCC
GCGGIAATACATCLGCTTGCATGTATTCAAAGACTGAAGGCGCACTTACTACGCC
GCGGCAACACATCAGCTTGCATGTATTCAAAGACTGALGGTEGCACTCACTACGCC
GCGGCAACACATCAGCTTGCATGTATTCAAAGACTGALGGTEGCACTCACTACGCC
GCGGCAACACATCAGCTTGCATGTATTCAAAGACTGALGGTLGCACTCACTACGCC
GCGGCAACACATCAGCTTGCATGTATTCAAAGACTGALGGIGCACTCACTACGCC
GCGGIAATACATCLGCTTGCATGTATTCAAAGACTGAAGGEGCACTCACEACGCC
GCGGCAACACATCAGCTTGCATGTATTCAAAGACTGAAGGCGCACTCACTACGCC
GCGGCAACACETCAGCTTGCATGTATTCAAAGACTGAAGGCGCACTCACTACGCC
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- GGLGACTACITACCAACCCA

GCALCGGTCTCACAGACARATGGTGACTACTACCAACCCACTAATCAGGC
BACATCGGTCCCACAGLCAGATGGLGACTACTACCAACCCACTAATTAGGC
GCATCGATCTCACAGACAGATGGTGGCTACTIACCAATCCGCTAATCAGAC
GCATCGGTCTCACAGACARATGGTGACTACCACCAACCCACTAATCAGGC
CCATAGGTCTCACAGACAGATGGLGACTACCACCAACCCACTAATCAGGC

GCATCGGTCTCACAGACAGATGGLGACLATCACCAACCCACTAATCARGC
GCATCGGTCTCACAGACAGATGGTGACAACAACCAACCCACTGATCAGAC
GCATCGGTCELCACAGECAGATGGTAACTACCACCAACCCACTAATCAGGC
GCATCGGTCTCACAGACAGATGGLAACTATCACCAACCCACTAATCAGGC
GCATCGGTCTCACAGECARATGGTGACTACTACCAACCCACTEGATCAGGC
GCATCGGTCTCACAGACAGATGGTGACTACCACCAACCCACTAATCAGGC
GCATCGGTCTCACAGACARATGGTGACAACAACCAACCCECTAATCAGGC
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----------------------------- ATATCGGCAGGAACAGCAG

GAAGGAGTGCCTGAGTCTATGAGGGAAGAATATCGGCAGGAACAGCAGAGTGCTG
GAAGGAATACCTGAGTCTATGAGGGAAGAATATCGGCAGGAACAGCAGAATGCTG
GAAGGAGTGCCTGAGTCTATGAGGGAAGALTATCGACAGGAACAGCAGAGTGCTG
GAAGGAGTGCCTGAGTCTATGAGGGAAGALTALCGACAGGAACAGCAGAGTGCTG
GAAGGAGTGCCTGAGTCTATGAGGGAAGALTATCGGCAGGAGCAGCAGAGTGCTG
GAAGGAGTACCTGAGTCTATGAGGGAAGALTALCGGCAGGAACAGCAGAGTGCTG
GAAGGAGTGCCTGAGTCTATGAGGGAAGAATATCGGCAGGAACAGCAGAGTGCTG
GAAGGAGTGCCTGAGTCTATGAGGGAAGALTATCGGCAGGAACAGCAGAGTGCTG
GAAGGAGTACCTGAGTCTATGAGGGAAGALTATCGGCAGGAACAGCAGAATGCTG
GAAGGAGTGCCTGAATCTATGAGGGAAGAATALCGGCAGGAACAGCAGAGTGCTG
GAAGGAGTGCCTGAGTCTATGAGGGAAGAATATCGGCAGGAGCAACAGLGTGCTG
GAAGGAGTGCCTGAGTCTATGAGGGAAGAATATCGGCAGGAACAGCAGAGTGCTG
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TATGTCCTGGGCTCGGCTAC

TCAACTCCCGTATGTCCTGGGCTCGGCTACGGAAGGCACCATGCCGCCGTTCCCG
TCAACTCCCGTATGTCCTGGGCTCGGCTACGGAAGGCACCATGCCGCCGTTCCCG
TCAACTCCCGTATGTCCTGGGCTCGGCTACGGAAGGGACCATGCCGCCGTTCCCG
TCAACTCCCGTATGTCCTGGGCTCGGCTACGGAAGGGACCATGCCGCCGTTCCCG
TCAACTCCCGTATGTCCTGGGCTCGGCTACAGAAGGCACCATGCCGCCGTTCCCG
TCAACTCCCGTATGTECTGGGCTCGGCTACGGAAGGCACCATGCCGCCGTTCCCG
TCAACTCCCGTATGTCCTGGGCTCGGCTACGGAAGGCACCATGCCGCCGTTCCCG
TCAACTCCCGTATGTCCTGGGCTCGGCTACGGAAGGCACCATGCCGCCGTTICCG
CCAACTCCCGTATGTCCTGGGCTCGGCTACGGAAGGGACCATGCCGCCGTTCCCG
CCAACTCCCGTATGTCCTGGGCTCGGCTACGGAAGGGACCATGCCGCCGTTCCCG
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-------------------------- AACCIGGACCTGTGTCAGCT

TTTGAAGGACAGGCAGTACCTCCTGCAACCCGGACCTGTATCAGCTACTCACACA
TTTGAAGGACAGGCAGTACCTCCTGCAACCCGGACCTGTATCAGCTACTCACACA
TTTAAAGGACAGGCAGTATCTCCTACAACCCGGACCTGTETCAGCTACTCACACA
TTTAAAGGACAGGCAGTAICTCCTACAACCCGGACCTGTETCAGCTACTCACACA
TTTGAAGGACAGGCAGTACCTCCTGCAACCCGGACCTGTATCAGCTACTCACACA
TTTGAAGGACAGGCAGTACCTCITGCAACCCGGACCTGTATCAGCTACTCACACA
TTTGAAGGACAGGCAGTACCTCCTGCAACCCGGACCTGTATCAGCTACTCATACA
TTTGAAGGACAGGCAGTACCTCCTGCAACCCGGACCTGTATCAGCTACTCACACA
TTTAAAGGACAGGCAGTATCTCCTACAACCCGGACCTGTETCAGCTACTCACACA
TTTAAAGGACAGGCAGTAICTCCTACAACCCGGACCTGTETCAGCTACTCACACA
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- CAACAGCCTCTCGTACCCAG

ATTACCTGGGAGCGGTGGCCGTCGAGGACTACACCAACAGCCTCTCGTACCCAGA
ATTACCTGGGEGCGGTAGCCGTCGAGGACTACACCAACAGCCTCTCGTACCCAGA
ATTACCTGGGAGCGGTGGCCGTCGAGGACTACACCAACAGCCTCTCGTACCCAGA
ATTACCTGGGAGCGGTGGCCGTCGAGGACTACACCAACAGCCTCTCGTACCCAGA
ATTACCTGGGAGCGGTGGCCGTCGAGGACTACACCAACAGCCTCTCGTACCCAGA
ATTACCTGGGAGCGGTGGCCGTCGAGGACTACACCAACAGCCTCTCGTACCCAGA
AATACCTGGGEGCGGTAGCCGTCGAGGACTACACCAACAGCCTCTCGTACCCAGA
AATACCTGGGEGCGGTAGCCGTCGAGGACTACACCAACAGCCTCTCGTACCCAGA
AATACCTGGGLGCGGTAGCCGTCGAGGACTACACCAACAGCCTCTCGTACCCAGA
ATTACCTGGGEGCGGTAGCCGTCGAGGACTACACCAACAGCCTCTCGTACCCAGA
ATTACCTGGGAGCGGTGGCCGTCGAGGACTACACCAACAGCCTCTCGTACCCAGA





