	Primers
	Oligonucleotide sequence（5’➞3’）
	Length of segments（bp）

	S1-F
	GCTTTTTTCTTCTCTGCCCAT
	1568

	S1-R
	GATGAATAGCTCTTCTCATCGTGC
	

	S2-F
	GCTTTTTCTCCCACGATGGC
	1324

	S2-R
	GATGAATACACCCACGCGCTAC
	

	S3-F
	GCTTTTTGAGTCCTCAGCGTG
	1202

	S3-R
	GATGAATAGGCGAGTCCCGC
	

	S4-F
	GCTTTTTGAGTCCTTGTGCA
	1191

	S4-R
	GATGAATAAGAGTCCAAGTCGC
	

	M1-F
	GCTTTTCTCGACATGGCCTATCTAGC
	2284

	M1-R
	GATGAATATCTCAAGACGGCTAACCCAGG
	

	M2-F
	GCTTTTTGAGTGCTAACCT
	2158

	M2-R
	GATGAGTAACGTGCTAACC
	

	M3-F
	GCTTTTTGAGTCCTAGCGTGG
	1996

	M3-R
	GATGAGTAACCGAGTCCGCCGTGG
	

	L1a-F
	GCTTTTTCTCCGAACGCCGA
	2041

	L1a-R
	TAGGGTCATCCATAGGCAAATTCTC
	

	L1b-F
	CCTATGGATGACCCTAACTT
	1934

	L1b-R
	GATGAATAACCTCCAACGA
	

	L2a-F
	GCTTTTTCCTCACCATGCAT
	1958

	L2a-R
	TGACACATAACCTGGAAACC
	

	L2b-F
	GTCCTCAATGCCTATTTCCG
	1913

	L2b-R
	GATGAGTAATTCCTCGAGCCA
	

	L3a-F
	GCTTTTACACCCATGGCTCA
	2118

	L3a-R
	AGTGGGTCGTCCAGCGTAA
	

	L3b-F
	CTTTCAATCCCTCCGCTG
	1921

	L3b-R
	GATGAGTAACACCCTTCTACTGGAG
	


[bookmark: _GoBack]Table S1 Oligonucleotide primers used to amplify and sequence the L/S/M-class genes of novel pathogen Muscovy duck reovirus (N-MDRV) SH12 and DH13.
