[bookmark: OLE_LINK247][bookmark: OLE_LINK248]Additional file 1: PCR primers used in this study.
	Name
	Primer Sequences（5’-3’）a
	Size(bp)

	[bookmark: OLE_LINK471][bookmark: OLE_LINK472][bookmark: OLE_LINK473]spc-F
	TAGTGTTCGTGAATACATGTT
	1133

	spc-R
	[bookmark: OLE_LINK475]TTTTCTAAAATCTGATTACCA
	

	[bookmark: OLE_LINK266][bookmark: OLE_LINK267][bookmark: OLE_LINK268][bookmark: OLE_LINK269][bookmark: OLE_LINK270][bookmark: OLE_LINK271][bookmark: OLE_LINK272][bookmark: _Hlk488436560]sst-A
	[bookmark: OLE_LINK226]CGCGGATCCCAGATAGCTCAAAAGGTCGTT
	574

	sst-B
	TCACGAACACTAAAACCTTTTACAATTTCATGT
	

	sst-C
	GATTTTAGAAAATACTCCTAATTCCTTATTCAC
	867

	sst-D
	[bookmark: OLE_LINK227][bookmark: OLE_LINK230]GCGTCGACGATACGACTGACTATGTTCAC
	

	[bookmark: OLE_LINK273][bookmark: OLE_LINK274][bookmark: OLE_LINK216][bookmark: OLE_LINK217]bceAB-A
	CGCGGATCCTATATATTTCTTTCCGATGCC
	558

	bceAB-B
	TCACGAACACTAGCCTTGTGCGAGATTTCTTGC
	

	bceAB-C
	GATTTTAGAAAATTCTTTAGCAAAATTAACTTG
	602

	bceAB-D
	GCGTCGACAACTCTTGACATGCTAAAGGC
	

	[bookmark: OLE_LINK276][bookmark: OLE_LINK277][bookmark: OLE_LINK278][bookmark: OLE_LINK279][bookmark: OLE_LINK280]bceRS-A
	[bookmark: OLE_LINK288]CGCGGATCCATAAGGCGTAATCAAATCTGC
	574

	[bookmark: OLE_LINK281]bceRS-B
	[bookmark: OLE_LINK282]TCACGAACACTATTTTTTCTTTTGAAAGCGTTT
	

	bceRS-C
	GATTTTAGAAAAATTCTGCAAAAGCCAGGACAC
	577

	bceRS-D
	[bookmark: OLE_LINK289]GCGTCGACACAATGGTAATACCAAAGGAA
	

	[bookmark: OLE_LINK469][bookmark: OLE_LINK470]spc-U
	CGTCGTATCTGAACCATTGAC
	417

	spc-D
	CGGCATAAAGTTAATATAGAG
	

	[bookmark: OLE_LINK478][bookmark: OLE_LINK479][bookmark: OLE_LINK480]sstF-U
	AGTTACTTGACTTTCGGATGC
	681

	sstF-D
	ATCTACGGCTTTCTTGGAC
	

	sstE-U
	ATCAAGCAGTAAATGGCATAA
	518

	sstE-D
	TTCCCAATTGCAGTTTGTGTG
	

	sstG-U
	TCATATCTTGCAATGCCCTAC
	510

	sstG-D
	TCGACGGAACTCAATCTTTGG
	

	bceA-U
	CTGCATTGGCCGAGTGAGTTA
	531

	bceA-D
	AGGTAGAAGAGGGCGAGTTTA
	

	bceB-U
	ACAAAGTGTAGGGTCGCCATA
	1361

	bceB-D
	GTCATGACCGCCTTTCTC
	

	bceR-U
	CTTGGTTTCCGTAGGTGAA
	374

	[bookmark: OLE_LINK302][bookmark: OLE_LINK303]bceR-D
	[bookmark: OLE_LINK304]AGAATTTCCGAGCTGTCAGTC
	

	bceS-U
	TAATCTGTGATAGGGCAAAGG
	400

	bceS-D
	TTGATTGAAGCGGAGAAGG
	


[bookmark: OLE_LINK323][bookmark: OLE_LINK324][bookmark: _GoBack]a The underlined sequences are restriction enzyme sites
