Table S2. Nucleotide or amino acid identities of strain B298-HE428 (OP866728.1) compared with other BCoV genome sequence

Strain GenBank Shared nucleotide identity (%)/amino acid identity (%)
accessionno. Genome  ORFla ORF1b NS2 HE S NS4.9 NS12.7 E M N
B277a-HE424 OP866729.1  98.9/-  99.2/99.2 99.8/99.9 98.3/98.2 96.0/97.4 98.1/98.0 92.2/83.3 97.0/93.6 99.6/100 98.6/97.8 98.7/98.7
B2770-HE420  opgee726.1  98.9/-  99.1/99.2 99.8/99.9 98.3/98.2 95.1/96.5 98.1/98.0 91.1/80.0 97.6/96.4 99.6/100 98.6/98.3 98.8/98.7
F226-HE424  0Opge6727.1  98.9/-  99.2/99.2 99.8/99.9 98.2/97.8 96.3/97.2 97.8/97.6 92.2/83.3 97.0/93.6 99.6/100 98.6/97.8 98.7/98.7
BCoV/A10ss MN982199.1  98.7/-  99.0/99.0 99.4/99.9 98.6/98.6 96.8/98.8 98.1/97.9 91.1/83.3 97.6/955 99.6/100 98.7/98.3 98.4/98.2
BCoV/0OB/R ~ OP037402.1  98.6/- 98.7/99.0 99.1/99.6 99.0/99.3 96.7/97.7 98.2/98.1 96.7/90.0 97.6/955 99.6/100 99.0/98.7 98.9/98.9
BCoV/03/R ~ OP037412.1  97.9/- 98.6/98.9 98.9/99.7 98.3/98.9 98.1/99.1 98.0/97.9 98.9/96.7 97.6/955 99.6/100 98.4/97.8 99.4/99.3
BCoV/Mebus ~ UO00735.2  98.1/- 985/98.6 98.7/99.4 97.0/96.4 96.4/97.7 97.0/95.8 91.1/76.7 97.6/96.4 98.8/98.8 98.4/97.8 97.8/98.2




