ANNEX I. Literature search strategies.
	Pubmed 14/08/2023

	#1
	ANTIMICROBIAL RESISTANCE OR ANTIMICROBIAL RESISTANCE AND WILDLIFE OR WILD ANIMAL OR WILD ANIMALS
	2417

	#2
	  Filters: Italian; English; Spanish; NOT wild bird* NOT review*
	2409



	Web of Science 20/08/2023

	#1
	ALL=(wild mammals OR wildlife OR wild animal OR wild animals)

	273451

	#2
	ALL=(antimicrobial resistance OR antimicrobial resistance)

	127615

	[bookmark: _heading=h.gjdgxs]#3
	ALL=(bacteria)

	981

	#4

	(#1 AND #2 AND #3) NOT wild bird NOT review
Indexes=SCI-EXPANDED, SSCI, A&HCI, CPCI-S, CPCI-SSH, ESCI Timespan=All years Refined by: LANGUAGES: (ENGLISH SPANISH ITALIAN)
	723



	Embase 16/09/2023

	#1
	Antimicrobial Resistance OR Antimicrobial resisrance in Free-ranging Wildlife OR wild animal OR wild animals
	2905

	#2
	#1 ([english]/lim OR [italian]/lim OR [Spanish]/lim) Excluded Review articles, Minireview, Conference Info, Correspondence, Editorials, Note
	916



	Scopus 01/10/2023

	#1
	Antimicrobial OR Antimicrobial AND resistance AND wildlife

	573

	#2
	Excluded Review, Letter, Editorial, Note; Limited to English and Spanish
	567



	Google Scholar 01/10/2023
	

	#1
	allintitle: antimicrobial OR antimicrobial resistance wild OR animals OR wildlife OR wild OR mammal OR wild OR mammals 
	603

	#2
	NOT -review -wild bird -captivity -captive
	454




ANNEX II. Antimicrobials list
	Class
	Antimicrobial

	Penicillins
	Ampicillin
Piperacillin 
Amoxicillin 
Penicillin
Oxacillin 

	Tetracyclines
	Tetracycline 
Oxytetracycline 
Doxycycline
Minocycline

	Polymyxin
	Colistin
Polimixine B

	Amphenicols
	Cloramphenicol
Florfenicol

	Aminoglycosides
	Streptomycin
Gentamicin
Kanamycin
Amikacin
Tobramycin
Netilmicin
Neomycin
Apramycin

	Macrolides
	Erythromycin
Azithromycin

	Quinolones
	Nalidixic acid

	Fluoroquinolones
	Ciprofloxacin
Moxifloxacin
Levofloxacin 
Enrofloxacin 

	Carbapenems
	Imipenem
Meropenem
Ertapenem
Doripenem

	Trimethoprim - sulfonamide combinations
	Trimethoprim-sulfamethoxazole

	Rifamycins
	Rifampicin

	First/Second generation cephalosporins
	Cephalothin
Cefoxitin
Cefuroxime 
Cefazolin
Cephalexin
Cefradine

	Third/Fourth/Fifth generation cephalosporins
	Cefotaxime
Ceftriaxone 
Cefoperazone 
Ceftazidime 
Cefepime 
Ceftiofur 
Cefpodoxime
Ceftaroline
Cefixime
Ceftizoxime

	Lincosamides

	Clindamycin
Lincomycin

	Glycopeptides
	Vancomycin
Teicoplanin

	Oxazolidinones
	Linezolid

	Streptogramins
	Quinupristin-dalfopristin 

	Polypeptide
	Bacitracin

	Aminocoumarin
	Novobiocin

	Beta lactam - beta lactamase inhibitor
	Amoxicillin + Clavulanic acid
Piperacillin + Tazobactam 
Ampicillin + Sulbactam 
Ticarcillin + Clavulanic acid 
Ceftazidime + Clavulanic acid
Cefotaxime + Clavulanic acid
Cephalosporin + Clavulanic acid

	Nitrofurans

	Nitrofurantoin
Furazolidone

	Glycylcyclines
	Tigecyclin

	Carboxypenicillins
	Carbenicillin
Ticarcillin

	Sulphonamides
	Sulfonamide
Sulfamethoxazole
Sulfadiazine

	Trimethoprim
	Trimethoprim

	Monobactams
	Aztreonam

	Aminocyclitols
	Spectinomycin












ANNEX III. Full-text articles excluded and reasons for exclusion.
	Authors
	DOI
	

	Adade 2023
	10.1002/vms3.1271
	unclear data on antimicrobial resistance 

	Albrechtova 2014
	10.1371/journal.pone.0113548
	unclear data on antimicrobial resistance

	Allen 2013
	10.7589/2012-05-142
	unclear data on antimicrobial resistance

	Alonso 2021
	10.3390/microorganisms9050999
	only genomic data

	Angulo 2023
	10.7589/JWD-D-21-00182
	only genomic data

	Asai 2020
	10.1292/jvms.19-0554
	unclear data on antimicrobial resistance

	Bachiri 2018
	10.1089/mdr.2016.0323
	unclear data on number of isolates

	Bachiri 2018b
	10.1089/mdr.2017.0026
	unclear data on number of isolates 

	Ballash 2021
	10.1007/s10393-021-01559-3
	unclear data on antimicrobial resistance

	Ballash 2022
	 10.1128/aem.00465-22
	unclear data on antimicrobial resistance 

	Bamunusinghage 2022
	 10.7589/JWD-D-21-00048
	study not on wild mammals

	Baron 2021
	10.1128/AAC.02557-20
	unclear data on antimicrobial resistance 

	Barrios-Garcia 2009
	n.a.
	not a prevalence study

	Bonardi 2019
	10.1007/s10393-019-01418-2
	study not on antimicrobial resistance

	Bondo 2019
	10.1111/zph.12576
	study not on antimicrobial resistance

	Botti 2013
	n.a.
	unclear data on antimicrobial resistance

	Brownstein 2011
	 10.7589/0090-3558-47.2.278
	unclear data on antimicrobial resistance 

	Cabrita 1992
	10.1111/j.1365-2672.1992.tb04978.x
	unclear data on antimicrobial resistance

	Cao 2023
	 10.3390/antibiotics12050859
	only genomic data

	Carbonero 2014
	10.1016/j.cimid.2014.01.001
	unclear data on antimicrobial resistance

	Cevidanes 2020
	10.1016/j.scitotenv.2020.138247
	only genomic data

	Chen 2015
	10.1016/j.jgar.2015.05.002
	only genomic data

	Chen 2016
	10.1016/j.onehlt.2015.12.001. 
	not a prevalence study

	Chong 2020
	10.1186/s13099-020-00352-x
	not a prevalence study

	Clausen 1980
	10.7589/0090-3558-16.4.475
	study on animals in captivity

	Cloud-Hansen 2007
	n.a.
	study on animals in captivity

	Clyde 1997
	n.a.
	study on animals in captivity

	Costa 2006
	10.1093/jac/dkl415. 
	study not on wild mammals

	Costa 2008
	10.1089/mdr.2008.0795
	study not on wild mammals

	Cuhna 2020
	10.1177/104063870601800416.
	only genomic data

	Dantas 2022
	 10.1128/spectrum.01245-22
	only genomic data

	Darwich 2021
	10.3390/ani11061585
	not a prevalence study

	de Carvalho 2020
	10.1111/tbed.13558
	study not on wild mammals

	de Sousa 2022
	10.14202/vetworld.2022.1691-1698
	not free-ranging animals

	Delport 2015
	 10.7589/2014-08-200
	only genomic data

	Dias 2018
	10.7717/peerj.4974
	study not only on wild mammals

	Dias 2019
	10.1016/j.scitotenv.2018.09.162.
	study not on antimicrobial resistance

	Dias 2022
	10.1016/j.scitotenv.2021.152324
	study not on antimicrobial resistance

	Dobiasova 2016
	10.1093/jac/dkw144
	study of prevalence of resistance genes

	Dotto 2014
	10.1089/mdr.2013.0141
	study including also farm animals 

	Duff 2020
	10.1136/vr.105440
	not a prevalence study

	Espunyes 2021
	10.1186/s12917-021-02784-2
	study including also farm animals 

	Eze 2017
	10.5812/jjm.58784
	unclear data on antimicrobial resistance

	Feng 2019
	10.1128/mSphere.00732-19
	study on animals in captivity

	Feng 2022
	10.3390/antibiotics11040473
	study on animals in captivity

	Fernandes 2022
	10.7717/peerj.12911
	not free-ranging animals

	Feßler 2018
	10.1016/j.vetmic.2018.03.020
	not free-ranging animals

	Foster-Nyarko 2020
	10.1099/mgen.0.000428
	study not on antimicrobial resistance

	Formenti 2021
	10.3390/ani11071855
	not a prevalence study

	Foti 2023
	10.3390/ani13060966
	unclear data on antimicrobial resistance

	Fulham 2018
	10.1016/j.meegid.2018.05.002
	study not on antimicrobial resistance

	Fulham 2022
	10.1371/journal.pone.0258978
	only genomic data

	Fulham 2022b
	10.1016/j.meegid.2022.105351
	study not on antimicrobial resistance

	Furness 2017
	10.1016/j.envres.2016.12.014
	unclear data on antimicrobial resistance

	Gao 2023
	10.1111/1749-4877.12726
	only genomic data

	Garces 2019
	 10.1016/j.jhazmat.2017.12.053
	unclear data on number of isolates 

	Gerbig 2023
	10.1002/vms3.1020
	not a prevalence study

	Gil Molino 2019
	10.1111/tbed.13003
	not free-ranging animals

	Gilliver 1999
	10.1038/45724
	unclear data on antimicrobial resistance

	Gonçalves 2012
	10.1111/j.1472-765X.2011.03173.x
	study including also animals in captivity

	Gorski 2011
	10.1128/AEM.02321-10
	study not only on wild mammals

	Grall 2015
	10.1111/1758-2229.12289
	insufficient description of methods

	Graves 1999
	10.1098/rstb.1988.0129
	unclear data on antimicrobial resistance

	Guerrero-Olmos 2014
	10.3402/iee.v4.24714
	only genomic data

	Guyomard-Rabenirina 2020
	10.3389/fmicb.2020.01524
	study including also not wild mammals

	Hamarova 2021
	10.15244/pjoes/126371
	study including also not wild mammals

	Hauschild 2010
	10.1016/j.syapm.2010.03.004
	only genomic data

	Hayer 2023
	10.1016/j.jgar.2023.07.009
	only genomic data

	Hickman 2022
	10.3389/fmicb.2022.838339
	study including also not wild mammals

	Himsworth 2016
	10.7589/2015-09-238
	not a prevalence study

	Homeier-Bachmann 2022
	10.3390/antibiotics11020123
	not a prevalence study

	Huang 2022
	10.3389/fvets.2022.1020276.
	only genomic data

	Huber 1971
	10.1080/00039896.1971.10665902
	unclear data on antimicrobial resistance

	Iovine 2015
	10.1590/S1517-838246420140843
	unclear data on number of isolates 

	Jalal 2019
	 10.1002/vms3.138
	unclear data on number of isolates 

	Janatova 2014
	10.1016/j.vetmic.2014.02.014
	study including also not wild mammals

	Jobbins 2015
	10.7589/2014-11-257
	unclear data on antimicrobial resistance

	Kabali 2021
	10.3390/antibiotics10030238
	not free-ranging animals

	Kang 2020
	10.1111/1749-4877.12510
	study including wild birds

	Kmeť 2018
	10.1007/s12223-018-0594-3
	unclear data on antimicrobial resistance

	Konputtar 2023
	10.14202/vetworld.2023.1796-1802
	not a prevalence study

	Lagerstrom 2023
	10.1128/aem.00142-23
	study not on antimicrobial resistance

	Laidoudi 2022
	 10.3390/pathogens11091022
	not a prevalence study

	Lanthier 2010
	10.3390/antibiotics10040353
	study including also not wild mammals

	Leatherbarrow 2007
	10.1111/j.1462-2920.2007.01295.x
	study including also not wild mammals

	Lee 2022
	10.1038/s42003-022-03520-8.
	only genomic data

	Levican 2019
	10.4067/S0719-81322019000200083 
	study including also not wild mammals

	Li 2019
	10.1089/mdr.2018.0405
	unclear data on wildlife species

	Lockwood 2006
	10.1638/05-035.1.
	unclear data on antimicrobial resistance

	Loncaric 2013
	10.1093/jac/dkt186
	unclear data on antimicrobial resistance

	Loncaric 2016
	10.1371/journal.pone.0155786. 
	not a prevalence study

	Loncaric 2019
	10.1016/j.vetmic.2019.02.014
	study including also not wild mammals

	Lozano 2015
	10.1016/j.vetmic.2015.02.025
	not a prevalence study

	Lozano 2016
	10.1007/s00248-015-0648-x
	study including also not wild mammals

	Lu 2020
	10.1128/mSphere.01221-20
	unclear data on antimicrobial resistance

	Luzzago 2014
	10.1016/j.vetmic.2014.01.016
	not a prevalence study

	Mairi 2019
	10.1093/jac/dkz146
	study including wild birds

	Mairi 2019b
	10.3390/toxins11090500
	unclear data on animal source

	Martínez-Seijas 2023
	10.3390/ani13061064.
	study including also not wild mammals

	Mbehang Nguema 2015
	10.1292/jvms.14-0604
	not a prevalence study

	McDougall 2021
	10.1099/mgen.0.000571
	unclear data on antimicrobial resistance 

	McDougall 2021b
	10.1016/j.resmic.2021.103879
	study including also animals in captivity

	Meemken 2013
	10.1128/AEM.03189-12
	unclear data on antimicrobials tested 

	Mercato 2022
	10.3389/fmicb.2022.838383
	not a prevalence study

	Mills 2021
	10.1002/vetr.887
	unclear data on antimicrobial resistance 

	Montone 2023 
	10.3390/ijms24065492.
	study including also not wild mammals

	Mrochen 2018
	10.1016/j.ijmm.2017.09.014
	not a prevalence study

	Nguema 2015
	10.2759/tropics.23.165
	only genomic data

	Nakatsubo 2023
	10.1292/jvms.23-0042
	not a prevalence study

	Nowakiewicz 2020
	10.1016/j.scitotenv.2019.135830
	unclear data on antimicrobial resistance 

	Obusan 2018
	10.1578/AM.44.5.2018.558
	not a prevalence study

	Obusan 2021
	10.1371/journal.pone.0243691
	unclear data on antimicrobial resistance

	Odyniec 2022
	10.3390/pathogens11111266
	unclear data on antimicrobial resistance

	Ogawa 2011
	10.7589/0090-3558-47.2.261
	study on animals in captivity

	Oravcova 2014
	10.1111/1758-2229.12141.
	study including wild birds

	Osińska 2020
	10.1089/mdr.2019.0480
	not a prevalence study

	Osińska 2020b
	10.1111/1758-2229.12886
	not a prevalence study

	Osińska 2022
	10.1016/j.scitotenv.2021.151834
	study including wild birds

	Palomo 2013
	10.1089/fpd.2012.1288
	study including wild birds

	Parveen 2001
	10.1016/s0043-1354(00)00269-4.
	study not on antimicrobial resistance

	Pavlickova 2017
	10.1080/03601234.2017.1318637
	study including wild birds

	Piras 2021
	10.1016/j.foodcont.2021.108247
	study including environmental samples

	Poeta 2005
	 10.1093/jac/dkh549
	study including wild birds

	Poeta 2005b 
	10.1111/j.1439-0450.2005.00881.x.
	study including wild birds

	Poeta 2007b 
	 10.1089/mdr.2007.759.
	not a prevalence study

	Poeta 2009
	10.1002/jobm.200900066.
	not a prevalence study

	Porrero 2013
	10.1016/j.tvjl.2013.06.004
	not a prevalence study

	Radhouani 2011
	 10.7589/0090-3558-47.3.769
	not a prevalence study

	Radhouani 2012
	10.1007/s00203-012-0853-7
	not a prevalence study

	Rahman 2023
	10.3389/fvets.2023.1103922
	unclear data on antimicrobial resistance

	Rivera 2021
	10.3390/ani11061532
	not free-ranging animals

	Rose 2017 
	10.1111/j.1574-6941.2009.00648.x
	study including wild birds

	Rwego 2008
	10.1111/j.1523-1739.2008.01018.x
	unclear data on antimicrobial resistance 

	Rzewuska 2016
	10.1016/j.micpath.2016.05.001
	not a prevalence study

	Sano 2022
	10.1016/j.onehlt.2022.100476
	not a prevalence study

	Sayah 2005
	10.1128/AEM.71.3.1394-1404.2005
	study including wild birds

	Schaufler 2018
	10.3389/fmicb.2018.00150
	unclear data on antimicrobial resistance 

	Semedo-Lemsaddek 2018
	10.1016/j.ecolind.2017.11.029
	unclear data on antimicrobial resistance

	Sherley 2000
	10.1046/j.1462-2920.2000.00145.x.
	unclear data on animal source

	Silva 2020
	10.1093/femsec/fiz204.
	not a prevalence study

	Smoglica 2023
	10.3390/ani13030432
	study including environmental samples

	Smoglica 2023b
	10.3390/antibiotics12060950
	not a prevalence study

	Sobreira 2019
	10.1590/0037-8682-0294-2018
	unclear data on antimicrobial resistance

	Stewart 2014
	10.3354/dao02705
	unclear data on antimicrobial resistance

	Stoddard 2008
	10.1177/003335490812300316
	unclear data on antimicrobial resistance

	Subbiah 2020
	10.1038/s41467-019-13995-5
	unclear data on antimicrobial resistance

	Sunde 2021
	10.1016/j.jgar.2021.06.003.
	unclear data on antimicrobial resistance 

	Takahashi 2020
	 10.7589/2019-04-094. 
	unclear data on antimicrobial resistance

	Torres 2021
	10.1016/j.envpol.2021.118136.
	not a prevalence study

	Torres 2022
	10.1016/j.envpol.2022.119367
	not a prevalence study

	Traversa 2015
	10.1016/j.fm.2015.07.012.
	unclear data on animal source

	Velhner 201
	 10.1016/j.vetmic.2018.08.011.
	unclear data on antimicrobial resistance 

	Venla 2023
	10.1016/j.onehlt.2023.100516.
	not a prevalence study

	Vittecoq 2023
	10.1007/s10393-023-01638-7.
	not a prevalence study

	Wang 2022
	10.1186/s12866-022-02514-0
	unclear data on animal source

	Williams 2011
	10.1111/j.1365-2672.2011.04952.x
	unclear data on antimicrobial resistance

	Zare 2015
	10.1053/j.jepm.2015.04.014
	unclear data on antimicrobial resistance




ANNEX IV. Characteristics of the included studies.
	Authors and DOI
	Animal species
	Period of sample collection
	Type of samples
	Type of bacteria
	Environment high or low anthropic impact
	Area of origin of the samples

	Adesiyun 2009
10.7589/0090-3558-45.4.952
	Seba's short-tailed bat, vampire bat, white-winged vampire bat,Commissaris's long-tongued bat, Mormoops, Molossus, Greater bulldog bat, greater spear-nosed bat, Parnell's mustached bat   
	13th November 2006 and 6th December 2007
	fecal samples
	Enterobacterales;
Escherichia coli;
Salmonella spp.
	Low anthropic impact
	Trinidad and Tobago

	Alonso 2017
10.1093/femsec/fix097
	wood mouse, black rat, wild boar, wild rabbit, red deer, roe deer, mink, hedgehog, mouflon, red fox, marten, badger,otter, genet   
	2013-2015
	fecal samples
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Spain

	Alonso 2017b
10.1093/femsec/fix016
	wild boar
	October to February 2014–2015
	fecal samples
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Spain

	Alonso 2017c
10.1016/j.cimid.2016.02.003
	 wood mice, black rats,  European rabbits, and greater white-toothed shrews  
	2013
	fecal samples
	Enterobacterales; Escherichia coli
	High anthropic impact
	Spain

	Asakura 1998
10.1111/j.1348-0421.1998.tb02356.x
	wild deer
	1997
	fecal samples
	Enterobacterales;
Escherichia coli
	High anthropic impact
	Japan

	Azimi 2021
10.1007/s00203-020-02126-0
	Norway rat
	May 2018 to December 2019
	fecal samples
	Enterobacterales;
Escherichia coli
	High anthropic impact
	Iran

	Baldi 2019
10.1111/zph.12635
	racoons
	2013-2016
	fecal samples
	Enterobacterales;
Salmonella spp.
	High anthropic impact
	Costa Rica 

	Ben Said 2019
10.1556/004.2019.047
	wild rabbits
	October and November 2016
	fecal samples
	Enterobacterales;
Escherichia coli; Enterococcus spp.
	Low anthropic impact
	Tunisia

	Benavides 2012
10.1128/AEM.07593-11
	western lowland gorillas
	February 2010
	fecal samples
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Gabon

	Benavides 2022
10.1016/j.scitotenv.2021.152045
	vampire bats
	October 2015, March to May 2017, February and March 2018 
	rectal swabs
	Enterobacterales;
Escherichia coli
	High anthropic impact
	Peru

	Benavides 2021
10.3390/antimicrobials10050510
	wild rabbit, andean fox, rodent
	March 2019 and September 2019
	fecal samples
	Enterobacterales;
Escherichia coli
	High anthropic impact
	Chile

	Benavides 2018
10.1111/zph.12456
	vampire bats
	October 2015
	rectal swabs
	Enterobacterales;
Escherichia coli
	High anthropic impact
	Peru

	Bertelloni 2020
10.3390/ani10040744
	Wild boar
	November to January 2019-2020
	rectal
swabs
	Escherichia coli
	n.a.
	Italy

	Boonkusol 2020
10.14202/vetworld.2020.1397-1403
	crab-eating macaque
	October 2018 to July 2019
	fecal samples
	Enterobacterales;
Escherichia coli; 
Salmonella spp.
	High anthropic impact
	Thailand

	Burriel 2008
10.1080/09603120701358432
	Norway rat
	
	blood, urine and kidney tissue
	Enterobacterales;
Escherichia coli
	High anthropic impact
	Greece

	Caleja 2011
10.2436/20.1501.01.131
	wild boar
	December 2007
	fecal samples
	Enterobacterales;
Salmonella spp.
	High anthropic impact
	Portugal

	Caprioli 1991
10.7589/0090-3558-27.2.324
	red deer, roe deer, chamois, alpine marmot
	
	fecal samples
	Enterobacterales; Escherichia coli
	Low anthropic impact
	Italy

	Carella 2022
10.2478/jvetres-2022-0021
	red deer, roe deer, alpine ibex, red fox,beech marten
	
	fecal samples
	Enterobacterales

	Low anthropic impact
	Italy

	Carrillo-Del Valle 2016
10.1007/s10344-016-1015-z
	red deer
	2013
	fecal samples
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Mexico

	Carroll 2015
10.1111/zph.12182
	red deer
	May 2013-June 2013
	fecal samples
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Ireland

	Castillo-Contreras 2022
10.1016/j.scitotenv.2022.153444
	Wild boar
	June 2015-Febraury 2016
	Rectum swab
	Salmonella spp.
Campylobacter spp.
	n.a.
	Spain

	Chen 2018
10.7589/2017-07-165
	giant panda
	August 2016 to May 2017
	fecal samples
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	China

	Chiaverini 2022
10.3390/ani12111347.
	wild boar, fallow deer, roe deer, European badger, red deer, wolf, red fox
	2020-2021
	feces, intestine, brain
	Enterobacterales

	n.a.
	Italy

	Cilia 2021
10.3390/pathogens10020093
	wild boar
	November 2018 - January 2019 and November 2019 to January 2020
	rectal swab, spleen, and liver 
	Enterobacterales;
Salmonella spp.
	n.a.
	Italy

	Cristobal-Azkarate 2014
10.1371/journal.pone.0107719. 
	howler monkeys, spider monkeys, tapirs, jaguars,  puma, ocelots
	March to June 2010
	fecal samples
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Mexico

	Darwich 2019
10.1371/journal.pone.0210686
	hedgehog,roe deer, beech marten, badger, mink
	November 2016 and May 2017
	fecal samples
	Enterobacterales

	Low anthropic impact
	Spain

	Dec 2019
10.1089/mdr.2019.0052
	wolf, badger, mouflon, fox, wild boar
	2017
	fecal samples
	Enterococcus spp.
	n.a.
	Italy

	Dias 2022
10.1016/j.chemosphere.2022.136644
	otter
	March 2018 to December 2019
	fecal samples
	Enterobacterales;
Escherichia coli; Enterococcus spp.
	Low anthropic impact
	Portugal

	Dias 2022b
10.3390/ani12192572
	red foxes
	November 2017 to November 2019
	fecal samples
	Enterobacterales;
Escherichia coli; Enterococcus spp.
	Low anthropic impact
	Portugal

	Dias 2015
10.1016/j.resmic.2015.03.006
	roe deer, red deer, wild boar
	October 2013 to April 2014
	fecal samples
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Portugal

	Dias 2022c
10.1016/j.scitotenv.2022.153831
	red deer
	November 2017 and November 2019
	fecal samples
	Enterobacterales; Escherichia coli; Enterococcus spp.
	Low anthropic impact
	Portugal

	Dias 2022d
10.1016/j.envpol.2021.118406
	wild boar
	 January 2018 to November 2019
	fecal samples
	Enterobacterales;
Escherichia coli; Enterococcus spp.
	Low anthropic impact
	Portugal

	Duangurai 2022
10.14202/vetworld.2022.2800-2809
	wild deer, wild elephant
	
	fecal samples
	Enterobacterales; Escherichia coli
	Low anthropic impact
	Thailand

	Elsby 2022
10.1016/j.envpol.2022.120129
	red deer
	March 2017 to October 2018
	fecal samples
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	United Kingdom

	Ferdous 2023
10.3390/ani13142268
	rhesus macaques
	July 2022 to March 2023
	rectal swabs
	Enterococcus spp.
	Low anthropic impact
	Bangladesh

	Figueiredo 2009
10.1002/jobm.200800387
	wild rabbits
	October 2007 to February 2008
	fecal samples
	Enterococcus spp.
	Low anthropic impact
	Portugal

	Foti 2018
10.1016/j.etap.2018.08.016
	Mammals
	2015-2017
	fecal samples
	Enterobacterales
	Low anthropic impact
	Italy

	Frank 2019
10.1016/j.vetmic.2019.108479
	roe deer
	2010-2012
	fecal samples
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Germany

	Gambino 2021
10.3390/microorganisms9010203
	wild boar, wild rabbit, deer, porcupine, marten, hedgehog, fox, European free-tailed bat
	2017-2019
	fecal samples
	Enterobacterales

	Low anthropic impact
	Italy

	Garces 2020
10.3161/15081109ACC2019.21.2.015
	free-tailed bat
	April and October of 2014 and 2016 
	fecal samples
	Enterobacterales; Escherichia coli
	Low anthropic impact
	Portugal

	Garcia 2020
10.2478/jvetres-2020-0057
	Iberian, ibex, mouflon, red deer, roe deer, wild boar, mink, badger, beech marten, genet, otter, red fox, weasel, european free-tailed bat, hedgehog, wild rabbit, granada hare 
	2012-2015
	nasal and fecal samples
	Staphylococcus spp. 
	Low anthropic impact
	Spain

	Garcia 2022
10.2478/jvetres-2022-0020
	Iberian, ibex, mouflon, red deer, roe deer, wild boar, mink, badger, beech marten, genet, otter, red fox, weasel, european free-tailed bat, hedgehog, wild rabbit, granada hare
	2012-2015
	rectal samples
	Enterococcus spp.
	Low anthropic impact
	Spain

	Garcias 2021
10.3390/ani11102837
	hedgehogs
	2015-2019
	fecal samples
	Enterobacterales;

	Low anthropic impact
	Spain

	Gil-Molino 2022
10.1111/tbed.14480
	wild boar
	2010-2015
	
	Enterobacterales;
Salmonella spp.
	Low anthropic impact
	Spain

	Gonçalves 2012
10.1089/mdr.2011.0145
	wolf
	2008-2009
	fecal samples
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Portugal

	Gonçalves 2013
10.1016/j.scitotenv.2013.03.073
	Iberian lynx
	2008-2010
	fecal samples
	Enterobacterales;
Escherichia coli; Enterococcus spp.
	Low anthropic impact
	Portugal

	Grasotti 2018
10.3389/fmicb.2018.02366
	Black Capuchin Monkeys
	August 2016 and November 2017
	fecal samples
	Enterococcus spp.
	Low anthropic impact
	Brazil

	Gross 2022
10.3390/antimicrobials11091248
	harbour seal, grey seal,  ringed seal 
	30th March 2017 and 8th June 2019
	
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Germany

	Guenther 2010
10.1016/j.scitotenv.2010.05.005
	black rat
	2007-2008
	gut samples
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Germany

	Guerrero-Ramos 2016
10.1016/j.fm.2015.09.007
	roe deer, wild boar, wild rabbit
	
	
	Enterococcus spp.
	Low anthropic impact
	Spain

	Gunther 2018
10.3389/fvets.2022.980554
	wild boar
	2016-2020
	
	Escherichia coli
	Low anthropic impact
	Germany

	Hauschild 2003
10.1046/j.0931-1793.2003.00706.x
	bank vole, root vole, field vole,  field mouse, common shrew, lesser shrew 
	1999-2001
	skin swabs
	Staphylococcus spp. 
	Low anthropic impact
	Poland

	Hernández-Castro 2020
10.1007/s42770-020-00371-5
	sea lions
	
	rectal swabs
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Mexico

	Himsworth 2015
10.7589/2014-09-242
	Norway and black rats
	September 2011-August 2012
	fecal samples
	Enterobacterales; Escherichia coli; Salmonella spp.
	High anthropic impact
	Canada

	Hinenoya 2022
10.1016/j.micres.2022.127109
	racoons
	2018-2020
	fecal samples
	Enterobacterales

	Low anthropic impact
	United States of America

	Ho 2015
10.1099/jmm.0.000001-0
	chestnut spiny rats, Indo-Chinese forest rats,  brown rats, black rats
	2008-2013
	fecal samples
	Enterobacterales

	High anthropic impact
	Honk Kong

	Ikushima 2021
10.7589/JWD-D-19-00005
	deer
	July, September, and October 2018
	fecal samples
	Enterobacterales;
Escherichia coli
	High anthropic impact
	Japan

	Ishihara 2011
10.1292/jvms.11-0046
	voles,  large Japanese field mice, small Japanese field mice
	June and October 2006
	fecal samples
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Japan

	Jardine 2012
10.1128/AEM.00705-12
	racoons
	June to October 2007
	fecal samples
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Canada

	Kagambèga 2013
10.1186/1471-2180-13-253
	hedgehogs
	From 9 March to 25 August 2010
	intestine
	Enterobacterales

	High anthropic impact
	Burkina Faso

	Katakweba 2014
10.1111/jam.12738
	buffalo, wildwbeest, zebra
	November 2010 and October 2011 
	fecal samples
	Enterobacterales;
Escherichia coli; Enterococus spp.
	Low anthropic impact
	Tanzania

	Kozac 2009
10.1128/AEM.01821-08
	mice, voles, and shrews
	2005-2008
	fecal samples
	Enterobacterales;
Escherichia coli
	High anthropic impact
	Canada

	Kraushaar 2014
10.1016/j.ijfoodmicro.2014.06.018
	wild boar
	2011
	
	Staphylococcus spp. 
	Low anthropic impact
	Germany

	La Tela 2021
10.3390/antimicrobials10040353
	wild boar, red fox, marten, badger
	2014-2019
	tissue samples
	Enterobacterales;
Salmonella spp.
	Low anthropic impact
	Italy

	Laukova 2008
	bank voles, root voles 
	2001
	intestines
	Enterococcus spp.
	Low anthropic impact
	Poland

	Lee 2011
10.1111/j.1863-2378.2010.01384.x
	racoons and palm civets
	2006-2007
	fecal samples
	Enterobacterales;
Salmonella spp.; Campylobacter spp.
	High anthropic impact
	Japan

	Lengliz 2021
10.1111/jam.15047
	wild rabbits
	
	fecal samples
	Enterococcus spp.
	Low anthropic impact
	Tunisia

	Lengliz 2022
10.1111/jam.15461
	wild rabbits
	
	fecal samples
	Enterococcus spp.
	Low anthropic impact
	Tunisia

	Lessa 2011
10.1590/S1517-838220110002000042
	wild boar
	2006-2008
	fecal samples
	Enterobacterales;
Escherichia coli; Enterococcus spp.; Staphylococcus spp.
	Low anthropic impact
	Brazil

	Lillehaug 2005
10.1186/1751-0147-46-23
	Red deer
	2001-2003
	fecal samples
	Enterobacterales;
Escherichia coli; Enterococcus spp.
	Low anthropic impact
	Norway

	Literak 2014
	black rat, vole, dalton's mouse, Guinea multimammate mouse, Guinea Gerbil, house mouse, Gambian epauletted fruit bat, Peters's Dwarf Epauletted Fruit Bat
	2007
	fecal samples
	Enterobacterales

	High anthropic impact
	Senegal

	Literak 2010
10.1111/j.1365-2672.2009.04572.x
	wild boar, small rodents, bears, deer, foxes
	
	
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Czech Republic and Slovakia

	Literak 2009
10.1089/mdr.2009.0913
	house mouse,striped field mouse, yellow necked mouse, wood mouse common vole, brown rat, bank vole, lesser white-toothed shrew
	April 2006 and October 2007
	intestine
	Enterobacterales;
Escherichia coli
	High anthropic impact
	Czech Republic 

	Listorti 2022
	wild boar
	2018 to 2020
	liver
	Salmonella spp.
	n.a.
	Italy

	Livermore 2001
10.1046/j.1462-2920.2001.00239.x
	wild rabbits
	February May 1999-2001
	fecal samples
	Enterobacterales

	Low anthropic impact
	United Kingdom

	Mallon 2002
10.3201/eid0806.010247
	bank voles, woodmic, badgers 
	1997-2000
	fecal samples
	Enterococcus spp.
	n.a.
	United Kingdom

	Mama 2019
10.1093/femsle/fny292
	wild boar
	October–December 2016
	nasal samples
	Staphylococcus spp. 
	Low anthropic impact
	Spain

	Mama 2019b
10.1016/j.cimid.2019.03.006
	wild boar
	October–December 2016
	nasal samples
	Staphylococcus spp. 
	Low anthropic impact
	Spain

	Marinho 2014 
10.1016/j.anaerobe.2014.09.009
	wild rabbits
	April and August 2011
	fecal samples
	Escherichia coli
	Low anthropic impact
	Portugal

	Marorra 2020
10.3389/fcimb.2020.592512
	wild boar
	2012-2019
	fecal samples
	Campylobacter spp.
	Low anthropic impact
	Italy

	Miller 2018
10.1128/AEM.02136-18
	wild giraffe
	10th August and 11th September 2011
	fecal samples
	Enterobacterales; Escherichia coli
	Low anthropic impact
	Kenya

	Mo 2018
10.1371/journal.pone.0198019
	red foxes
	2016
	fecal samples
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Norway

	Modesto 2021
10.3390/pathogens10040398
	wild boar
	2013-2018
	liver
	Enterobacterales

	Low anthropic impact
	Italy

	Moreno-Grua 2020
10.3390/ani10071109
	wild rabbits
	2019
	nasal cavity, ears, perineum
	Staphylococcus spp.
	High anthropic impact
	Spain

	Nakamura 2011
10.1292/jvms.10-0525
	Asian mongoose, Japanese weasel 
	
	fecal samples
	Enterobacterales;
Escherichia coli
	High anthropic impact
	Japan

	Navarro-González 2013
10.1016/j.vetmic.2013.07.037
	wild boar
	September 2010 to August 2011
	fecal samples
	Enterobacterales;
Escherichia coli; Enterococcus spp.
	High anthropic impact
	Spain

	Navarro-González 2012
10.1371/journal.pone.0051614
	wild boar
	October to January from 2007–2008 to 2010–2011
	fecal samples
	Enterobacterales;
Salmonella spp.
	Low anthropic impact
	Spain

	Navarro-Gonzalez 2013b
10.1128/AEM.01745-13
	wild boar, iberian ibex
	October to January from 2009 to 2011
	fecal samples
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Spain

	Navarro-Gonzalez 2018
10.1007/s10344-018-1221-y
	wild boar
	2009-2011
	fecal samples
	Enterobacterales;
Escherichia coli; Enterococcus spp.
	Low anthropic impact
	Spain

	Nguema 2020
10.3390/microorganisms8010138
	Franquet's epauletted fruit bat, Woermann's bat 
	May October 2017
	fecal samples
	Enterobacterales
	High anthropic impact
	Gabon

	Nguema 2021
10.1371/journal.pone.0257994
	Western lowland gorillas, mandrill, collared mangabey, spot-nosed monkey, black colobus, duikers, waterbucks, african forest elephants, african buffalo, red river hog   
	2015-2016
	fecal samples
	Enterobacterales

	Low anthropic impact
	Gabon

	Nhung 2015
 10.1128/AEM.03366-14
	tanezumi rat, Greater bandicoot rat, Norway rat, Ricefield rat, Polynesian rat, and Asian house shrew
	March 2013
	fecal samples
	Enterobacterales;
Escherichia coli
	High anthropic impact
	Vietnam

	Nocera 2021
10.3390/ani12010085
	wild boar
	2019
	nasal swabs
	Enterococcus spp.
	Low anthropic impact
	Italy

	Norman 2021
10.3390/oceans2010006
	Harbor Seals and Harbor Porpoises
	October 2018-May 2020
	fecal samples
	Enterobacterales;
Escherichia coli
	High anthropic impact
	United States of America

	Nowakiewicz 2016
10.1016/j.cimid.2015.11.003
	red foxes, hegehogs, european polecat, european pine marten, roe deer, serotine bat, european hamster

	January–July 2013
	rectal swabs
	Staphylococcus spp.
	n.a.
	Poland

	Nowakiewicz 2014
10.7589/2013-09-240
	red foxes, beech marten, european hamster, rat, beaver, bat, hedgehog
	March to December 2012
	rectal swabs
	Enterococcus spp.
	n.a.
	Poland

	Nowakiewicz 2020
 10.1016/j.rvsc.2019.10.017
	Daubenton‘s bat, Brown Long-eared bat
	2016-2018
	rectal swabs
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Poland

	O'Hagan 2021
10.3389/fmicb.2021.596891
	badger
	September 2018–June 2019
	fecal samples
	Enterobacterales;
Salmonella spp.
	Low anthropic impact
	Ireland

	Obi 2013
10.2981/wlb.13067
	horseshoe bat 
	n.a.
	fecal samples
	Enterobacterales

	Low anthropic impact
	Japan

	Ojo 2020
10.12834/VetIt.1990.12087.2
	cane rats, royal antelope, African giant rats, waterbuck
	January and May 2013
	fecal samples
	Escherichia coli
	n.a.
	Nigeria

	Oliveira de Araujo 2020
10.3389/fvets.2020.606377
	wild felids
	9
	fecal samples
	Enterococcus spp.
	Low anthropic impact
	Brazil

	Oliveira 2010
10.7589/0090-3558-46.4.1257
	otter
	March 2006 and March 2008
	fecal samples
	Enterobacterales;
Salmonella spp.
	Low anthropic impact
	Portugal

	Orden 2021
 10.1111/zph.12784
	racoons
	2017-2019
	fecal samples
	Enterobacterales;
Escherichia coli
	High anthropic impact
	Spain

	Pagano 1985
10.1007/BF02215146
	red deer, roe deer, chamois, alpine marmot 
	
	fecal samples
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Italy

	Plaza-Rodriguez 2021
10.3389/fvets.2020.627821
	wild boar
	2016-2017-2019
	fecal samples
	Enterobacterales;
Escherichia coli; Salmonella spp.
	Low anthropic impact
	Germany

	Poeta 2007 
10.1016/j.vetmic.2007.06.003
	wild boar
	December 2005 to February 2006
	fecal samples
	Enterococcus spp.
	Low anthropic impact
	Portugal

	Ramos 2022
10.1016/j.envpol.2022.119116
	wild boar, red deer, fallow deer
	October 2019 to February 2020
	nasal swabs
	Staphylococcus sp..
	Low anthropic impact
	Portugal

	Razzuoli 2021
	wild boar
	2013–2017
	liver
	Salmonella spp.
	n.a.
	Italy

	Roberts 2020
10.3390/antimicrobials9100689
	 rhesus macaques, Assam macaques
	2018-2019
	oral samples
	Staphylococcus sp..
	Low anthropic impact
	Nepal

	Rocha 2021
10.1007/s10393-021-01558-4
	dolphins
	October 2017
	oral cavity, blowhole, genital opening and rectum 
	Enterobacterales

	Low anthropic impact
	Brazil

	Rojas-Jiménez 2019
10.1016/j.jgar.2018.09.014
	tapirs
	February-September 2017
	fecal samples
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Costa Rica 

	Routman 1985
10.1128/aem.50.4.749-754.1985
	African yellow baboons
	1984
	fecal samples
	Enterobacterales; Escherichia coli
	Low anthropic impact
	Tanzania

	Ruiz-Ripa 2019
10.1111/jam.14301
	Hedgehog, wild rabbit, red deer, wild boar, mouflon 

	2012-2015
	nasal and fecal samples
	Staphylococcus spp.
	n.a.
	Spain

	Santestevan 2015
10.1007/s11274-015-1938-7
	South American fur seal, Subantarctic fur seal
	July and August 2012
	fecal samples
	Enterococcus spp.
	Low anthropic impact
	Brazil

	Sarker 2019
10.14202/vetworld.2019.1578-1583
	deer
	January-March 2016
	fecal samples
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	Bangladesh

	Sasaki 2013
10.1089/fpd.2013.1548
	wild boar, wild deer
	July through December 2010
	rectal swabs
	Campylobacter spp.
	Low anthropic impact
	Japan

	Schaefer 2009
10.1007/s10393-009-0221-5
	dolphins
	June and August 2003-2005
	fecal samples
	Enterobacterales;
Escherichia coli
	Low anthropic impact
	United States of America

	Seinige 2017
10.1016/j.cimid.2017.07.003
	wild boar
	November 2012 and January 2013
	nasal swabs
	Staphylococcus spp.
	Low anthropic impact
	Germany

	Selmi 2022
10.1016/j.micpath.2021.105385
	wild boar
	October 2018 to December 2020
	fecal samples
	Enterobacterales

	Low anthropic impact
	Tunisia

	Silva 2010
	wild rabbits
	October 2007 to February 2008
	fecal samples
	Enterobacterales;
Escherichia coli; Enterococcus spp.
	Low anthropic impact
	Portugal

	Silva 2021
10.3390/ani11061537
	house mouse,  black rat, brown rat 
	May 2019 to March 2020
	rectal swabs
	Staphylococcus spp.
	High anthropic impact
	Portugal

	Simoes 2012
10.1007/s10344-012-0616-4
	iberian wolves
	October 2008 to January 2010
	fecal samples rectal swabs
	Enterobacterales; Escherichia coli
	Low anthropic impact
	Portugal

	Smoglica 2022
10.3390/antimicrobials11020223
	red deer chamois
	Octoberto November 2019
	fecal samples
	Enterococcus spp.
	n.a.
	Italy

	Smoglica 2022b
10.3390/ani12020129
	red deer chamois
	Octoberto November 2019
	fecal samples
	Enterobacterales; Escherichia coli
	n.a
	Italy

	Sousa 2017
10.1016/j.scitotenv.2017.04.054
	wild boar
	November 2012 and January 2013
	fecal samples
	Staphylococcus spp.
	Low anthropic impact
	Portugal

	Sousa 2020
10.4315/0362-028X.JFP-19-423
	wild european rabbits
	2013
	nasal swabs
	Staphylococcus spp.
	Low anthropic impact
	Portugal

	Tamamura-Andoh 2021
10.1292/jvms.21-0005
	sika deer
	2016 to 2019
	fecal samples
	Enterobacterales; Escherichia coli
	Low anthropic impact
	Japan

	Tegner 2019
10.7589/2018-08-199
	toque macaques, tufted gray langurs  
	March-May 2015
	fecal samples
	Campylobacter spp.
	Low anthropic impact
	Sri Lanka 

	Turchi 2019
10.1089/mdr.2018.0191
	wolf, red fox, badger, red deer, roe deer, wild goat, hares  
	April to October 2017
	fecal samples
	Enterobacterales; Escherichia coli
	Low anthropic impact
	Italy

	Van Breda 2017
10.1016/j.prevetmed.2017.09.014
	feral pigs 
	August and October 2010
	fecal samples
	Enterobacterales; Escherichia coli
	Low anthropic impact
	Australia

	van den Honert 2021
10.3390/antimicrobials10060618
	fallow deer, springbok, eland, wildbeest
	
	fecal samples
	Enterobacterales; Escherichia coli
	Low anthropic impact
	South Africa

	Vandžurová 2012
10.1007/s12223-012-0141-6
	chamois
	
	fecal samples
	Enterococcus spp.
	Low anthropic impact
	Slovakia

	Vingino 2021
10.3390/antimicrobials10101201
	harbor porpoises, harbor seals, river otters
	2018-2019
	fecal samples
	Enterobacterales; Escherichia coli
	Low anthropic impact
	Canada

	Wasyl 2018
10.1089/mdr.2017.0148
	red deer, roe deer, fallow deer, European bison, and wild boar 
	2012-2014
	fecal samples
	Enterobacterales; Escherichia coli
	Low anthropic impact
	Poland

	Yinda 2022
10.3390/pathogens11101082
	western lowland gorillas
	27 February to 10 March 2020 
	fecal samples
	Enterobacterales; Escherichia coli
	Low anthropic impact
	Gabon

	Zanardi 2020
10.3390/ani10071184
	wood mouse, Savi's pine vole, Western European house mouse, white-toothed pygmy shrew
	2016-2017
	rectal swabs
	Enterobacterales; Escherichia coli
	Low anthropic impact
	Italy

	Zaniolo 2020
10.1089/vbz.2019.2552
	black capuchin 
	November 2014 to August 2015
	rectal oral swabs
	Enterobacterales
	Low anthropic impact
	Brazil

	Zavala-Norzagaray 2022
10.7589/JWD-D-21-00183
	seal lion
	September 2016
	rectal oral swabs
	Enterobacterales; Escherichia coli; Salmonella spp.
	Low anthropic impact
	Mexico

	Zottola 2013
10.1016/j.cimid.2012.11.004
	wild boar
	October–January from 2010 to 2012
	fecal samples
	Enterobacterales; Salmonella spp.
	Low anthropic impact
	Italy


n.a.: not applicable




Annex V. Number of studies included in the meta-analysis, proportion of Enterobacterales resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by continent. 


	
	Enterobacterales
	
	
	
	

	Antimicrobial class
	Europe
	Africa
	Asia
	North America
	South America

	
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Amphenicols
	46
	2
	1-4
	92.7
	12
	2
	0-5
	87.5
	12
	5
	1-11
	95.9
	8
	1
	0-3
	55.2
	6
	2
	1-4
	41

	Aminoglycosides
	54
	13
	9-19
	97.2
	12
	19
	6-36
	98.3
	12
	6
	2-13
	96.5
	11
	3
	0-6
	82.9
	7
	5
	1-12
	91.6

	Beta lactam - beta lactamase inhibitor
	38
	8
	3-15
	97.6
	7
	27
	8-52
	97.4
	-
	-
	-
	-
	-
	-
	-
	-
	4
	11
	3-23
	90.6

	Carbapenems
	23
	2
	0-6
	96.2
	7
	12
	1-31
	96.3
	-
	-
	-
	-
	6
	1
	0-3
	64.4
	5
	2
	0-9
	93.3

	First/Second generation cephalosporins
	40
	7
	2-14
	98.2
	7
	8
	4-12
	98.5
	7
	2
	0-7
	95.5
	11
	2
	1-5
	74.4
	-
	-
	-
	-

	Fluoroquinolones
	44
	4
	2-7
	95.8
	8
	7
	1-17
	93.4
	10
	2
	0-6
	93.5
	11
	0
	0-1
	0
	5
	2
	0-4
	67

	Lincosamides
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Macrolides*
	6
	29
	1-73
	99.1
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Monobactams
	8
	9
	0-24
	94.3
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Nitrofurans
	7
	0
	0-1
	44.7
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	
	
	

	Penicillins
	51
	19
	13-26
	98
	13
	19
	5-39
	98.8
	13
	23
	8-42
	99.1
	11
	7
	3-12
	82
	-
	-
	-
	-

	Polymyxins
	15
	1
	0-2
	75
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Quinolones
	40
	2
	1-4
	86
	8
	7
	1-18
	93.2
	10
	19
	2-47
	99.2
	6
	1
	0-2
	31.9
	4
	4
	2-6
	0

	Sulphonamides
	23
	13
	5-23
	98.5
	-
	-
	-
	-
	-
	-
	-
	-
	5
	6
	2-12
	84.9
	-
	-
	-
	-

	Tetracyclines
	53
	13
	9-18
	96.7
	13
	21
	8-38
	98.5
	13
	20
	9-33
	98.4
	9
	8
	6-11
	38
	-
	-
	-
	-

	Third/Fourth/Fifth generation cephalosporins
	48
	5
	3-7
	95.1
	8
	7
	1-19
	96.8
	8
	3
	0-12
	96.3
	10
	2
	0-5
	71.6
	4
	8
	4-14
	71.1

	Trimethoprim - sulfonamide combinations
	47
	7
	4-10
	95.1
	9
	8
	2-17
	94.7
	6
	15
	2-36
	98.1
	11
	2
	1-3
	27.8
	4
	4
	3-6
	0

	ARGs
	30
	21
	14-29
	98
	4
	35
	0-87
	98.9
	7
	50
	18-83
	99.3
	-
	-
	-
	-
	-
	-
	-
	-

	MDR
	52
	8
	5-12
	95.2
	10
	11
	3-22
	96.7
	13
	12
	5-23
	97.9
	9
	2
	0-4
	66.1
	5
	9
	2-20
	92.7

	CIAs
	59
	24
	18-31
	98
	12
	32
	11-58
	99.2
	13
	28
	11-49
	99.1
	12
	6
	2-11
	83.4
	-
	-
	-
	-


ARGs: antimicrobial resistance genes; MDR: multidrug resistant; CIAs: critically important antimicrobials. *: Values not defined except for CLSI breackpoints related to S. Typhi



Annex VI. Number of studies included in the meta-analysis, proportion of Enterobacterales resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by countries. 

	
	Enterobacterales
	

	
	Spain
	Japan
	Italy
	Gabon
	Portugal
	Germany
	Mexico

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Amphenicols
	11
	1
	0-2
	65.5
	7
	0
	0
	15.7
	12
	3
	0-12
	97.3
	4
	1
	0-4
	29
	13
	3
	0-8
	86.4
	-
	-
	-
	-
	-
	-
	-
	-

	[bookmark: OLE_LINK2]Aminoglycosides
	12
	7
	2-14
	88.8
	7
	3
	0-10
	93.9
	15
	16
	8-27
	95.7
	4
	6
	0-19
	91.3
	13
	22
	10-37
	95.3
	4
	3
	0-10
	96.5
	-
	-
	-
	-

	Beta lactam - beta lactamase inhibitor
	5
	3
	0-19
	96.8
	-
	-
	-
	-
	9
	25
	4-56
	98.6
	-
	-
	-
	-
	14
	9
	3-17
	90.6
	-
	-
	-
	-
	-
	-
	-
	-

	Carbapenems
	-
	
	-
	-
	-
	-
	-
	-
	4
	32
	0-88
	99
	6
	-
	-
	-
	11
	0
	0
	0
	-
	-
	-
	-
	-
	-
	-
	-

	Carboxypenicillin
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	First/Second generation cephalosporins
	7
	0
	0
	0
	4
	0
	0-1
	38.1
	11
	29
	5-63
	99
	-
	-
	-
	-
	14
	3
	0-9
	88.3
	
	-
	-
	-
	-
	-
	-
	-

	Fluoroquinolones
	9
	4
	0-13
	93.1
	4
	0
	0
	0
	11
	11
	1-27
	97.8
	4
	6
	0-21
	93
	12
	4
	0-9
	87.2
	4
	1
	0-5
	94.3
	4
	1
	0-2
	0

	Monobactams
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	4
	0
	0-2
	0
	-
	-
	-
	-
	
	
	
	

	Nitrofurans
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	4
	0
	0-1
	0
	-
	-
	-
	-
	-
	-
	-
	-

	Penicillins
	9
	11
	4-20
	92.4
	7
	7
	1-19
	96.2
	14
	35
	17-56
	98.2
	4
	21
	7-41
	92.8
	14
	23
	15-33
	87.9
	4
	4
	0-13
	97.5
	-
	-
	-
	-

	Polymyxins
	4
	0
	0-1
	44.8
	-
	-
	-
	-
	5
	6
	0-15
	87.3
	4
	0
	0-1
	44.8
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Quinolones
	9
	2
	0-4
	44.4
	7
	12
	0-48
	99.3
	7
	2
	0-4
	56
	-
	-
	-
	-
	14
	4
	0-9
	85.9
	-
	-
	-
	-
	-
	-
	-
	-

	Sulphonamides
	10
	4
	1-8
	74.7
	-
	-
	-
	-
	4
	50
	1-99
	99
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Tetracyclines
	11
	10
	6-16
	84
	13
	22
	10-37
	97.8
	9
	15
	3-32
	96.8
	4
	7
	2-16
	82.8
	13
	13
	6-22
	89.5
	4
	2
	0-7
	94.6
	-
	-
	-
	-

	Third/Fourth/Fifth generation cephalosporins
	11
	3
	0-10
	94.1
	-
	-
	-
	-
	12
	13
	2-29
	97.4
	-
	-
	-
	-
	-
	-
	-
	-
	4
	3
	1-7
	84.7
	4
	3
	0-13
	86

	Trimethoprim - sulfonamide combinations
	12
	6
	2-12
	88.5
	-
	-
	-
	-
	12
	10
	2-22
	96
	4
	5
	0-14
	87.3
	10
	10
	5-16
	73.7
	4
	1
	0-4
	92.3
	-
	-
	-
	-

	ARGs
	6
	19
	8-32
	89.5
	-
	-
	-
	-
	6
	18
	3-39
	98.6
	-
	-
	-
	-
	8
	55
	33-76
	94.3
	4
	4
	1-9
	95.7
	-
	-
	-
	-

	MDR
	12
	8
	4-14
	83.4
	7
	4
	0-11
	94.4
	14
	13
	5-24
	95.9
	4
	15
	3-32
	92.5
	13
	12
	5-21
	90.2
	-
	-
	-
	-
	-
	-
	-
	-

	CIAs
	12
	14
	6-23
	91.9
	7
	6
	0-17
	96
	17
	37
	23-53
	98.2
	4
	27
	7-52
	95.5
	14
	36
	25-49
	91.9
	5
	5
	1-12
	97.6
	-
	-
	-
	-


ARGs: antimicrobial resistance genes; MDR: multidrug resistant; CIAs: critically important antimicrobials

















Annex VII. Number of studies included in the meta-analysis, proportion of Salmonella spp. resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by continent and country. 
	
	Salmonella spp.
	

	
	Europe
	
	
	
	Italy
	
	
	

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Amphenicols
	9
	4
	0-12
	86.7
	-
	-
	-
	-

	Aminoglycosides
	10
	19
	8-33
	91
	5
	17
	6-32
	89.7

	Beta lactam - beta lactamase inhibitor
	6
	11
	1-28
	88.4
	-
	-
	-
	-

	Carbapenems
	4
	1
	0-6
	9.7
	-
	-
	-
	-

	First/Second generation cephalosporins
	7
	7
	0-18
	82.8
	-
	-
	-
	-

	Fluoroquinolones
	12
	1
	0-5
	72.8
	5
	2
	0-10
	86.7

	Penicillins
	9
	16
	5-29
	87.9
	-
	-
	-
	-

	Polymyxins
	6
	2
	0-9
	77.2
	-
	-
	-
	-

	Quinolones
	11
	1
	0-4
	36.4
	4
	2
	0-5
	48

	Sulphonamides
	5
	42
	2-88
	97.9
	-
	-
	-
	-

	Third/Fourth/Fifth generation cephalosporins
	8
	1
	0-3
	24.2
	4
	2
	0-5
	53.3

	Trimethoprim - sulfonamide combinations
	9
	12
	6-20
	75.5
	4
	18
	12-26
	60.2

	MDR
	12
	8
	2-16
	82.9
	5
	6
	1-14
	83.3

	CIAs
	11
	20
	7-38
	93.9
	4
	11
	0-32
	95.4


MDR: multidrug resistant; CIAs: critically important antimicrobials



















Annex VIII. Number of studies included in the meta-analysis, proportion of Escherichia coli resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by continent.

	
	Escherichia coli
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	Europe
	Africa
	Asia
	North America
	South America

	Antimicrobial class
	N. studiess
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Amphenicols
	30
	2
	1-5
	94.7
	7
	1
	0-4
	84.3
	10
	6
	1-15
	96
	7
	1
	0-3
	60.7
	4
	2
	0-4
	62.7

	Aminoglycosides
	35
	15
	9-21
	97.5
	9
	16
	4-34
	98.4
	10
	3
	0-7
	97.1
	10
	3
	0-6
	83
	4
	3
	0-7
	84.1

	Beta lactam - beta lactamase inhibitor
	25
	4
	1-10
	97.7
	3
	19
	0-58
	7.19
	3
	6
	0-35
	7.69
	10
	3
	1-6
	75.9
	-
	-
	-
	-

	Carbapenems
	17
	1
	0-6
	97
	-
	-
	-
	-
	3
	5
	0-27
	0
	4
	1
	0-6
	77
	-
	-
	-
	-

	Carboxypenicillin
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	First/Second generation cephalosporins
	27
	3
	0-7
	96.1
	3
	1
	0-3
	6
	6
	2
	0-6
	95.2
	8
	2
	0-5
	72.5
	-
	-
	-
	-

	Fluoroquinolones
	32
	4
	1-7
	96
	5
	5
	0-18
	94.5
	10
	2
	0-5
	93.4
	10
	0
	0-1
	1.2
	4
	2
	0-4
	63.8

	Macrolides*
	4
	11
	0-54
	98.9
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Monobactams
	6
	2
	0-6
	74.9
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Nitrofurans
	5
	0
	0-1
	0
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	
	
	

	Penicillins
	36
	12
	7-17
	96.9
	8
	10
	3-20
	96.6
	11
	24
	8-45
	99.2
	10
	7
	3-12
	82.8
	4
	8
	3-15
	78

	Polymyxins
	9
	1
	0-2
	73.4
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Quinolones
	27
	3
	1-5
	95.7
	4
	4
	0-10
	6.38
	8
	24
	2-59
	89.8
	5
	0
	0-1
	10.4
	-
	-
	-
	-

	Sulphonamides
	15
	8
	4-12
	91.7
	-
	-
	-
	-
	-
	-
	-
	-
	5
	6
	2-12
	84.8
	-
	
	
	

	Tetracyclines
	35
	12
	8-17
	96.6
	8
	16
	5-30
	97.4
	11
	19
	7-34
	98.6
	8
	9
	6-11
	27.3
	4
	3
	0-13
	89.8

	Third/Fourth/Fifth generation cephalosporins
	34
	4
	2-7
	95.5
	5
	2
	0-9
	93.8
	7
	3
	0-14
	96.9
	10
	1
	0-4
	77.6
	-
	-
	-
	-

	Trimethoprim - sulfonamide combinations
	28
	6
	3-10
	94.9
	-
	-
	-
	-
	6
	14
	1-35
	98.1
	9
	2
	1-4
	37.7
	-
	-
	-
	-

	ARGs
	23
	25
	17-34
	98.2
	-
	-
	-
	-
	7
	50
	19-82
	99.2
	-
	-
	-
	-
	
	-
	-
	-

	MDR
	33
	7
	4-11
	94.9
	7
	4
	1-9
	91.6
	11
	13
	5-24
	97.9
	8
	2
	0-5
	65.9
	4
	8
	1-20
	94

	CIAs
	38
	20
	15-26
	97.5
	8
	24
	7-47
	98.7
	11
	31
	12-54
	99.2
	10
	6
	2-12
	85.4
	5
	16
	2-37
	97.2


ARGs: antimicrobial resistance genes; MDR: multidrug resistant; CIAs: critically important antimicrobials. *: Values not defined except for CLSI breackpoints related to S. Typhi




Annex IX. Number of studies included in the meta-analysis, proportion of Escherichia coli resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by countries.

	
	Escherichia coli
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	Spain
	
	Japan
	Italy
	Mexico
	Portugal
	Germany

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Aminoglycosides
	7
	4
	1-7
	73.3
	5
	4
	0-15
	95.8
	5
	35
	12-62
	97
	-
	-
	-
	-
	12
	19
	8-33
	95
	4
	3
	0-10
	96.5

	Amphenicols
	6
	0
	0-3
	78.2
	5
	0
	0-1
	42.9
	4
	14
	0-65
	99
	-
	-
	-
	-
	12
	1
	0-3
	70.3
	-
	-
	-
	-

	Carbapenems
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	10
	0
	0
	0
	-
	-
	-
	-

	Quinolones
	6
	2
	0-5
	58.1
	5
	16
	0-67
	99.5
	-
	-
	-
	-
	-
	-
	-
	-
	12
	4
	1-9
	87.7
	-
	-
	-
	-

	Tetracyclines
	7
	8
	5-13
	58.5
	5
	10
	0-32
	98.1
	4
	33
	5-70
	97.6
	-
	-
	-
	-
	12
	13
	6-21
	90.1
	4
	2
	0-7
	94.5

	Penicillins
	7
	7
	2-13
	83.1
	5
	5
	0-18
	96.7
	5
	21
	2-53
	98
	-
	-
	-
	-
	12
	19
	12-27
	85.1
	4
	4
	0-13
	97.5

	Beta lactam - beta lactamase inhibitor
	6
	0
	0
	0
	-
	-
	-
	-
	5
	36
	0-87
	99
	-
	-
	-
	-
	12
	5
	1-9
	83.6
	-
	-
	-
	-

	First/Second generation cephalosporins
	6
	0
	0
	0
	4
	-
	-
	-
	4
	20
	0-73
	98.8
	-
	-
	-
	-
	12
	3
	0-7
	86.1
	-
	-
	-
	-

	Third/Fourth/Fifth generation cephalosporins
	7
	-
	-
	0
	-
	-
	-
	-
	4
	27
	0-72
	98.4
	4
	2
	0-10
	78
	12
	4
	0-13
	93.8
	4
	3
	1-7
	85

	Monobactams
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	4
	0
	0-2
	0
	-
	-
	-
	-

	Fluoroquinolones
	6
	1
	0-2
	8.3
	4
	0
	0
	0
	-
	-
	-
	-
	4
	0
	0-2
	0
	12
	4
	0-9
	87.2
	4
	1
	0-5
	94.3

	Nitrofurans
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	4
	0
	0-1
	0
	-
	-
	-
	-

	Sulphonamides
	7
	4
	1-9
	81.4
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Trimethoprim - sulfonamide combinations
	7
	4
	1-7
	66.6
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	9
	9
	4-15
	74.5
	5
	5
	1-12
	97.5

	ARGs
	7
	7
	2-13
	81.8
	5
	5
	0-16
	96.2
	5
	14
	0-37
	95.6
	-
	-
	-
	-
	11
	9
	4-16
	88.9
	-
	-
	-
	-

	MDR
	7
	7
	2-13
	81.8
	5
	5
	0-16
	96.1
	6
	30
	10-55
	97.5
	-
	-
	-
	-
	11
	9
	4-16
	88.8
	-
	-
	-
	-

	CIAs
	7
	8
	4-13
	78.1
	5
	6
	0-19
	96.6
	7
	30
	14-48
	97.2
	-
	-
	-
	-
	12
	32
	21-45
	92
	5
	5
	1-12
	97.6


ARGs: antimicrobial resistance genes; MDR: multidrug resistant; CIAs: critically important antimicrobials






















Annex X. Number of studies included in the meta-analysis, proportion of Enterococcus spp. resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by continent.
	
	Enterococcus spp.
	
	
	
	
	
	
	
	
	
	

	
	Europe
	Africa
	South America

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Amphenicols
	15
	3
	1-7
	81.8
	-
	-
	-
	-
	-
	-
	-
	-

	Aminoglycosides
	15
	20
	5-39
	97.2
	4
	11
	1-29
	90.2
	4
	7
	0-26
	96.7

	Glycopeptides
	8
	2
	2-16
	96.2
	-
	-
	-
	-
	4
	0
	0
	0

	Macrolides
	18
	26
	15-38
	95.2
	3
	33
	24-43
	51.2
	4
	35
	11-63
	97.3

	Fluoroquinolones
	15
	20
	7-37
	96.8
	-
	-
	-
	-
	-
	-
	-
	-

	Penicillins
	16
	3
	0-7
	87.4
	4
	13
	3-29
	87.9
	4
	2
	0-12
	94.5

	Tetracyclines
	18
	32
	22-43
	93.2
	4
	33
	13-55
	91
	4
	17
	4-35
	95

	Streptogramins
	14
	32
	16-49
	96.1
	-
	-
	-
	-
	-
	-
	-
	-

	Trimethoprim - sulfonamide combinations
	4
	1
	0-5
	64.3
	-
	-
	-
	-
	-
	-
	-
	-

	ARGs
	7
	40
	5-83
	99
	-
	-
	-
	-
	-
	-
	-
	-

	MDR
	15
	25
	11-44
	95.9
	-
	-
	-
	-
	4
	14
	0-43
	98

	CIAs
	19
	40
	24-58
	97.6
	4
	37
	26-49
	64.2
	4
	39
	18-62
	95.8


ARGs: antimicrobial resistance genes; MDR: multidrug resistant; CIAs: critically important antimicrobials



Annex XI. Number of studies included in the meta-analysis, proportion of Enterococcus spp. resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by countries.
	
	Enterococcus spp.
	
	
	
	
	
	
	
	
	
	

	
	Spain
	Portugal
	Brazil
	
	
	

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Amphenicols
	4
	10
	5-16
	48.3
	8
	0
	0-2
	15.3
	-
	-
	-
	-

	Aminoglycosides
	-
	-
	-
	-
	8
	4
	1-7
	57.3.
	-
	-
	-
	-

	Glycopeptides
	4
	19
	0-65
	98.3
	8
	6
	1-16
	90.1
	4
	0
	0
	0

	Macrolides
	4
	52
	23-80
	95.7
	8
	21
	10-35
	90.5
	4
	35
	11-63
	97.3

	Fluoroquinolones
	4
	34
	2-79
	98.2
	8
	6
	1-16
	90.5
	-
	-
	-
	-

	Penicillins
	4
	5
	0-16
	89.2
	8
	1
	0-2
	10.1
	4
	2
	0-12
	94.5

	Tetracyclines
	4
	49
	33-65
	85
	8
	32
	24-40
	69
	4
	17
	4-35
	95

	Streptogramins
	4
	56
	40-73
	86.3
	8
	20
	5-41
	96.5
	-
	-
	-
	-

	MDR
	-
	-
	-
	-
	6
	10
	4-17
	67.7
	4
	14
	0-43
	98

	CIAs
	4
	60
	37-81
	92.9
	8
	30
	19-42
	86.4
	4
	39
	18-62
	95.8


MDR: multidrug resistant; CIAs: critically important antimicrobials






Annex XII. Number of studies included in the meta-analysis, proportion of Staphylococcus spp. resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by continent and country. 
	
	Staphylococcus spp.
	
	
	
	
	

	
	Europe
	
	
	
	Spain
	
	
	
	Portugal
	
	
	

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Aminoglycosides
	13
	2
	0-5
	80
	5
	4
	0-11
	90.6
	4
	3
	1-5
	0

	MDR
	14
	4
	1-7
	81.7
	5
	2
	0-6
	80.6
	4
	5
	2-7
	12.9

	CIAs
	13
	23
	12-37
	96.3
	5
	21
	3-47
	97.7
	4
	31
	21-41
	72


MDR: multidrug resistant; CIAs: critically important antimicrobials

























ANNEX XIII. Number of studies included in the meta-analysis, proportion of Enterobacterales resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by taxonomic order.
	
	Enterobacterales
	

	
	Chiroptera
	
	
	
	Artiodactyla
	
	
	
	Rodentia
	
	
	
	Carnivora
	
	
	
	Lagomorpha
	
	
	Primates
	
	
	

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Aminoglycosides
	7
	21
	5-44
	97
	32
	9
	5-15
	96.7
	5
	13
	0-41
	99.3
	18
	12
	5-21
	94.9
	4
	21
	1-58
	96.7
	5
	3
	0-6
	86

	Amphenicols
	6
	3
	0-8
	84.3
	27
	2
	0-4
	91.4
	4
	6
	1-13
	91.3
	17
	2
	1-5
	77.7
	4
	1
	0-4
	47.8
	4
	1
	0-3
	23.4

	Carbapenems
	4
	1
	0-5
	80.3
	13
	0
	0-1
	66.9
	-
	-
	-
	-
	12
	0
	0-1
	59.7
	-
	-
	-
	-
	-
	-
	-
	-

	Polymyxins
	-
	-
	-
	-
	11
	0
	0-2
	76.2
	-
	-
	-
	-
	4
	0
	0-1
	35.8
	-
	-
	-
	-
	-
	-
	-
	-

	Macrolides*
	-
	-
	-
	-
	4
	9
	0-29
	97
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Quinolones
	7
	8
	2-16
	88.5
	23
	4
	1-11
	97.9
	4
	6
	0-26
	98.2
	15
	8
	4-12
	81.1
	-
	-
	-
	-
	-
	-
	-
	-

	Tetracyclines
	6
	20
	11-31
	81.9
	32
	10
	6-15
	96.5
	6
	16
	2-39
	99.1
	18
	13
	8-20
	89.4
	4
	21
	0-67
	97.9
	5
	4
	1-8
	88.5

	Penicillins
	7
	21
	8-38
	95.1
	31
	16
	9-25
	98.3
	6
	22
	4-49
	99.2
	18
	11
	6-17
	88.5
	-
	-
	-
	-
	5
	18
	7-31
	96.4

	Betalactamase inhibitor
	4
	7
	2-14
	71.4
	17
	13
	3-29
	98.5
	-
	-
	-
	-
	15
	4
	1-9
	86.7
	-
	-
	-
	-
	-
	-
	-
	-

	First/Second generation cephalosporins
	4
	5
	0-17
	91.5
	19
	8
	1-23
	98.9
	4
	3
	0-12
	96.8
	17
	4
	1-10
	91.9
	-
	-
	-
	-
	-
	-
	-
	-

	Third/Fourth/Fifth generation cephalosporins
	5
	10
	4-20
	85.5
	29
	5
	3-7
	93
	-
	-
	-
	-
	18
	4
	1-9
	91.3
	-
	-
	-
	-
	-
	-
	-
	-

	Fluoquinolones
	5
	10
	3-20
	87.3
	26
	1
	0-2
	82..4
	5
	2
	0-7
	96.1
	15
	4
	1-8
	88.5
	4
	6
	0-26
	94.4
	-
	-
	-
	-

	Nitrofurans
	-
	-
	-
	-
	4
	0
	0-4
	67.6
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Sulphonamides
	-
	-
	-
	-
	13
	23
	6-46
	99
	-
	-
	-
	-
	6
	10
	3-20
	91.4
	-
	-
	-
	-
	-
	-
	-
	-

	Trimethoprim - sulfonamide combinations
	6
	11
	4-23
	90.2
	27
	6
	3-11
	95.4
	4
	5
	0-16
	97.7
	16
	5
	3-8
	73.2
	4
	8
	0-25
	91.5
	-
	-
	-
	-

	ARGs
	5
	34
	7-68
	98
	14
	17
	9-27
	98.5
	-
	-
	-
	-
	8
	54
	24-74
	95.9
	4
	40
	1-91
	98.4
	-
	-
	-
	-

	CIAs
	7
	31
	12-55
	97
	37
	18
	12-25
	98
	6
	26
	4-58
	99.4
	20
	20
	12-29
	93.5
	4
	21
	1-53
	96
	5
	23
	10-39
	97

	MDR
	7
	16
	5-32
	94.8
	31
	6
	3-11
	96.2
	5
	9
	25-70
	98.6
	16
	10
	5-16
	90.9
	4
	5
	0-13
	76.3
	5
	8
	4-13
	83.7


ARGs: antimicrobial resistance genes; MDR: multidrug resistant; CIAs: critically important antimicrobials. *: Values not defined except for CLSI breackpoints related to S. Typhi



ANNEX XIV. Number of studies included in the meta-analysis, proportion of Enterobacterales resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by family order.
	
	Enterobacterales
	
	

	
	Suidae
	
	
	
	Cervidae
	
	
	
	Muridae
	
	
	
	Procyonidae 
	
	
	Leporidae 
	
	
	
	Canidae   
	
	
	

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Aminoglycosides
	18
	9
	4-16
	94.7
	8
	6
	0-16
	95.8
	4
	16
	0-52
	99.4
	-
	-
	-
	-
	4
	21
	1-58
	96.7
	4
	23
	1-57
	96.2

	Amphenicols
	16
	3
	0-6
	90.7
	6
	2
	0-9
	93.4
	-
	-
	-
	-
	-
	-
	-
	-
	4
	1
	0-4
	47.8
	4
	5
	0-18
	87.6

	Carbapenems
	7
	1
	0-4
	81.8
	4
	0
	0
	0
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Polymyxins
	6
	1
	0-4
	77
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Quinolones
	9
	2
	1-3
	34.9
	7
	16
	0-54
	99.4
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	4
	17
	5-34
	87.4

	Tetracyclines
	16
	8
	3-15
	94.8
	9
	14
	4-29
	97.9
	5
	20
	3-47
	99.3
	-
	-
	-
	-
	4
	21
	0-67
	97.9
	4
	29
	3-67
	96.9

	Penicillins
	16
	23
	10-39
	98.2
	9
	9
	1-23
	97.1
	5
	28
	5-59
	99.4
	-
	-
	-
	-
	-
	-
	-
	-
	4
	13
	0-40
	95.1

	Betalactamase inhibitor
	9
	25
	3-58
	98.8
	5
	1
	0-6
	80.6
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	First/Second generation cephalosporins
	12
	15
	1-42
	99
	5
	1
	0-4
	76.4
	-
	-
	-
	-
	4
	1
	0-4
	74.2
	-
	-
	-
	-
	4
	7
	0-32
	95.9

	Third/Fourth/Fifth generation cephalosporins
	15
	3
	1-7
	93.8
	8
	1
	0-5
	85.4
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	4
	28
	1-70
	97.5

	Fluoquinolones
	13
	1
	0-3
	82.4
	9
	0
	0-2
	76.5
	4
	2
	0-9
	97.1
	-
	-
	-
	-
	4
	6
	0-26
	94.4
	4
	13
	7-19
	45.2

	Sulphonamides
	9
	27
	2-64
	99
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Trimethoprim - sulfonamide combinations
	16
	6
	2-11
	95.4
	7
	9
	1-24
	97.1
	4
	5
	0-16
	97.7
	4
	2
	0-9
	88.2
	4
	8
	0-25
	91.5
	4
	12
	2-27
	86.9

	ARGs
	7
	17
	7-29
	96.6
	4
	33
	0-83
	99.1
	-
	-
	-
	-
	-
	-
	-
	-
	4
	40
	1-91
	98.5
	
	
	
	

	CIAs
	20
	20
	12-29
	97.6
	10
	14
	4-29
	97.8
	5
	33
	6-70
	99.5
	4
	4
	0-16
	92.4
	4
	21
	1-53
	96
	4
	48
	15-82
	-

	MDR 
	15
	9
	3-18
	94.5
	10
	6
	0-17
	97.2
	4
	12
	1-32
	99
	-
	-
	-
	-
	4
	5
	0-13
	76.3
	4
	25
	4-54
	94.7


ARGs: antimicrobial resistance genes; MDR: multidrug resistant; CIAs: critically important antimicrobials



ANNEX XV. Number of studies included in the meta-analysis, proportion of Enterobacterales resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by animal species.
	
	Enterobacterales

	
	Wild boar
	
	
	
	Red deer
	Wild rabbit
	
	Racoon
	
	
	

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Aminoglycosides
	17
	10
	5-18
	94.6
	-
	-
	-
	-
	4
	21
	1-58
	96.7
	-
	-
	-
	-

	Amphenicols
	15
	1
	0-4
	83.7
	-
	-
	-
	-
	4
	1
	0-4
	47.8
	-
	-
	-
	-

	Carbapenems
	7
	1
	0-4
	81.8
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Polymyxins
	6
	1
	0-4
	77.9
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Quinolones
	12
	1
	0-2
	34.9
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Tetracyclines
	15
	8
	3-16
	95.1
	4
	11
	4-20
	88.8
	4
	21
	0-67
	97.97
	-
	-
	-
	-

	Penicillins
	15
	26
	12-43
	98
	4
	5
	0-18
	90.4
	-
	-
	-
	-
	-
	-
	-
	-

	Betalactamase inhibitor
	9
	25
	3-58
	98.8
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	First/Second generation cephalosporins
	12
	15
	1-42
	99
	-
	-
	-
	-
	6
	11
	0-32
	99
	4
	1
	0-4
	74.2

	Third/Fourth/Fifth generation cephalosporins
	13
	3
	1-8
	93.8
	4
	1
	0-7
	89.8
	-
	-
	-
	-
	-
	-
	-
	-

	Fluoquinolones
	12
	1
	0-3
	82.6
	4
	0
	0-1
	8.7
	8
	6
	0-17
	94.4
	-
	-
	-
	-

	Sulphonamides
	8
	24
	0-66
	99
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Trimethoprim - sulfonamide combinations
	15
	7
	2-13
	92.4
	-
	-
	-
	-
	4
	8
	0-25
	91.5
	4
	2
	0-9
	88.2

	ARGs
	7
	17
	7-29
	98.1
	-
	-
	-
	-
	4
	40
	1-91
	98.5
	-
	-
	-
	-

	MDR
	14
	10
	3-20
	94.5
	5
	0
	0-2
	58.7
	4
	5
	0-13
	76.3
	-
	-
	-
	-

	CIAs
	19
	21
	12-30
	97.7
	5
	12
	5-20
	82.9
	4
	21
	1-53
	96
	4
	4
	0-16
	92.4


ARGs: antimicrobial resistance genes; MDR: multidrug resistant; CIAs: critically important antimicrobials





ANNEX XVI. Number of studies included in the meta-analysis, proportion of Salmonella spp. resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by taxonomic order, family and animal species.

	
	Salmonella spp.
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	Chiroptera
	
	
	
	Artiodactyla
	
	
	
	Carnivora
	
	
	
	Suidae
	
	
	
	
	Wild boar

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Aminoglycosides
	-
	-
	-
	-
	8
	21
	8-38
	92.4
	4
	2
	0-8
	44.2
	8
	21
	8-38
	92.4
	8
	21
	8-38
	92.4

	Amphenicols
	-
	-
	-
	-
	7
	5
	0-17
	90
	-
	-
	-
	-
	7
	5
	0-17
	90
	7
	5
	0-17
	90

	Polymyxins
	-
	-
	-
	-
	4
	3
	0-20
	86.3
	-
	-
	-
	-
	4
	3
	0-20
	86.3
	4
	3
	0-20
	86.3

	Macrolides*
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Quinolones
	-
	-
	-
	-
	8
	1
	0-4
	40.1
	5
	3
	0-9
	2.3
	8
	1
	0-4
	40.1
	8
	1
	0-4
	40.1

	Tetracyclines
	-
	-
	-
	-
	7
	9
	3-17
	74.7
	4
	7
	0-27
	69.3
	7
	9
	3-17
	74.7
	7
	9
	3-17
	74.7

	Penicillins
	-
	-
	-
	-
	6
	17
	5-33
	89
	4
	18
	2-43
	71.1
	6
	17
	5-33
	89
	6
	17
	5-33
	89

	Betalactamase inhibitor
	-
	-
	-
	-
	4
	4
	0-11
	72.8
	-
	-
	-
	-
	4
	4
	0-11
	72.8
	4
	4
	0-11
	72.8

	First/Second generation cephalosporins
	4
	13
	0-50
	91.3
	5
	3
	0-7
	40.8
	4
	13
	0-50
	91.3
	5
	3
	0-7
	40.8
	5
	3
	0-7
	40.8

	Third/Fourth/Fifth generation cephalosporins
	-
	-
	-
	-
	6
	1
	0-2
	0
	-
	-
	-
	-
	6
	1
	0-2
	0
	6
	1
	0-2
	0

	Fluoquinolones
	-
	-
	-
	-
	5
	0
	0
	17.6
	5
	1
	0-5
	12.4
	8
	0
	0
	17.6
	8
	0
	0
	17.6

	Nitrofurans
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	
	
	
	
	
	
	
	

	Sulphonamides
	-
	-
	-
	-
	4
	47
	11-97
	97.7
	-
	-
	-
	-
	4
	47
	11-97
	97.7
	4
	47
	11-97
	97.7

	Trimethoprim - sulfonamide combinations
	-
	-
	-
	-
	7
	12
	6-20
	75.1
	-
	-
	-
	-
	7
	12
	6-20
	75.1
	7
	12
	6-20
	75.1

	CIAs
	-
	-
	-
	-
	8
	17
	3-38
	95.2
	5
	12
	0-33
	81.1
	8
	17
	3-38
	95.2
	8
	17
	3-38
	95.2

	MDR 
	-
	-
	-
	-
	8
	6
	2-14
	77.6
	5
	9
	0-34
	88
	8
	6
	2-14
	77.6
	8
	6
	2-14
	77.6


CIAs: critically important antimicrobials; MDR: multidrug resistant. *: Values not defined except for CLSI breackpoints related to S. Typhi




ANNEX XVII. Number of studies included in the meta-analysis, proportion of Escherichia coli resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by taxonomic order.
	
	Escherichia coli
	

	
	Chiroptera
	
	Artiodactyla
	Rodentia
	
	
	
	Carnivora
	
	Primates
	
	
	

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Aminoglycosides
	5
	24
	4-53
	97.5
	22
	6
	3-12
	96.7
	5
	13
	0-37
	98.9
	15
	15
	7-26
	95.6
	4
	3
	0-7
	89.9

	Amphenicols
	4
	5
	1-14
	87.1
	18
	1
	0-3
	91.8
	4
	5
	1-13
	91.1
	14
	3
	1-6
	81.6
	-
	-
	-
	-

	Carbapenems
	-
	-
	-
	-
	9
	0
	0
	0
	-
	-
	-
	-
	9
	0
	0-1
	65.8
	-
	-
	-
	-

	Macrolides*
	-
	-
	-
	-
	4
	9
	0-29
	97
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Quinolones
	5
	9
	2-18
	87.4
	15
	6
	1-16
	98.6
	4
	5
	0-25
	98.1
	11
	9
	5-15
	85.8
	-
	-
	-
	-

	Tetracyclines
	4
	14
	7-24
	68.3
	23
	10
	6-16
	96.9
	6
	18
	3-39
	98.9
	14
	16
	9-23
	91.2
	4
	2
	0-5
	87.9

	Penicillins
	5
	19
	4-40
	96.1
	23
	10
	5-18
	97.6
	6
	18
	4-40
	98.9
	14
	11
	6-18
	90.1
	4
	9
	4-16
	92

	Betalactamase inhibitor
	-
	-
	-
	-
	12
	5
	0-21
	98.9
	
	
	
	
	12
	4
	1-8
	84.9
	-
	-
	-
	-

	First/Second generation cephalosporins
	-
	-
	-
	-
	11
	1
	0-3
	75.6
	4
	2
	0-7
	94.6
	12
	3
	0-8
	92.9
	-
	-
	-
	-

	Third/Fourth/Fifth generation cephalosporins
	4
	3
	0-11
	58.5
	22
	2
	1-4
	92.9
	
	
	
	
	14
	5
	1-11
	92.6
	-
	-
	-
	-

	Fluoquinolones
	4
	7
	2-13
	77.9
	20
	1
	0-2
	84.2
	5
	1
	0-6
	96
	14
	4
	1-8
	89
	-
	-
	-
	-

	Sulphonamides
	-
	-
	-
	-
	9
	13
	5-23
	96.8
	-
	-
	-
	-
	5
	12
	4-23
	92.7
	-
	-
	-
	-

	Trimethoprim - sulfonamide combinations
	5
	9
	2-20
	90.2
	16
	5
	2-9
	95
	4
	2
	0-8
	94.7
	13
	7
	4-10
	75.4
	-
	-
	-
	-

	ARGs
	5
	19
	5-38
	95.2
	21
	3
	1-6
	92.5
	5
	8
	0-23
	98.4
	12
	10
	5-17
	91.3
	4
	7
	4-11
	84.7

	CIAs
	5
	34
	8-67
	98
	27
	14
	8-20
	97.6
	6
	26
	6-53
	99.2
	15
	24
	15-35
	94.5
	4
	14
	5-25
	96.1

	MDR 
	5
	19
	5-38
	95.2
	21
	3
	1-6
	92.5
	5
	8
	0-23
	98.4
	12
	10
	5-17
	91.3
	4
	7
	4-11
	84.7


ARGs: antimicrobial resistance genes; CIAs: critically important antimicrobials; MDR: multidrug resistant. *: Values not defined except for CLSI breackpoints related to S. Typhi




ANNEX XVIII. Number of studies included in the meta-analysis, proportion of Escherichia coli resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by taxonomic family.
	
	Escherichia coli
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	Suidae
	
	
	
	Cervidae
	
	
	
	Muridae
	
	
	Canidae   
	
	
	

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Aminoglycosides
	7
	4
	1-11
	86.8
	8
	6
	0-16
	96.3
	4
	17
	0-47
	99.1
	4
	23
	1-57
	96.2

	Amphenicols
	6
	2
	0-10
	93.9
	6
	2
	0-9
	93.4
	-
	-
	-
	-
	4
	5
	0-18
	87.6

	Carbapenems
	-
	-
	-
	-
	4
	0
	0
	0
	-
	-
	-
	-
	-
	-
	-
	-

	Quinolones
	-
	-
	-
	-
	7
	16
	0-54
	99.4
	-
	-
	-
	-
	4
	17
	5-34
	87.4

	Tetracyclines
	7
	9
	1-22
	95.3
	9
	14
	4-29
	97.9
	5
	21
	4-47
	99.13
	4
	29
	3-67
	96.9

	Penicillins
	7
	13
	0-38
	98
	9
	9
	1-23
	97.1
	5
	22
	4-48
	99.13
	4
	13
	0-40
	95.1

	Betalactamase inhibitor
	5
	15
	0-73
	99.2
	5
	1
	0-6
	80.6
	-
	-
	-
	-
	-
	-
	-
	-

	First/Second generation cephalosporins
	4
	2
	0-10
	82.3
	5
	1
	0-4
	76.4
	-
	-
	-
	-
	4
	7
	0-32
	95.9

	Third/Fourth/Fifth generation cephalosporins
	7
	2
	0-9
	94.7
	8
	1
	0-5
	85.4
	-
	-
	-
	-
	4
	28
	1-70
	97.5

	Fluoquinolones
	6
	0
	0-1
	89.3
	9
	0
	0-2
	76.5
	4
	1
	0-8
	96.99
	4
	13
	7-19
	45.2

	Sulphonamides
	4
	13
	0-39
	96.7
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Trimethoprim - sulfonamide combinations
	4
	1
	0-4
	46.7
	7
	9
	1-24
	97.1
	4
	2
	0-8
	94.73
	4
	12
	2-27
	86.9

	ARGs
	4
	16
	5-33
	98.6
	4
	33
	0-83
	99
	-
	-
	-
	-
	-
	-
	-
	-

	CIAs
	9
	11
	6-16
	92.7
	10
	14
	4-29
	97.8
	5
	32
	7-64
	99.38
	4
	48
	15-82
	96.4

	MDR 
	5
	4
	2-6
	10.4
	10
	5
	0-13
	96.1
	4
	10
	0-28
	98.86
	4
	25
	4-54
	94.7


ARGs: antimicrobial resistance genes; CIAs: critically important antimicrobials; MDR: multidrug resistant 



ANNEX XIX. Number of studies included in the meta-analysis, proportion of Escherichia coli resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by animal species.
	
	Escherichia coli
	
	
	
	
	
	
	

	
	Wild boar
	
	
	
	Red deer
	
	
	

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Aminoglycosides
	7
	5
	1-11
	88.7
	-
	-
	-
	-

	Amphenicols
	6
	0
	0-1
	0
	-
	-
	-
	-

	Quinolones
	4
	1
	0-2
	0
	-
	-
	-
	-

	Tetracyclines
	6
	4
	1-8
	69.3
	4
	11
	4-20
	88.8

	Penicillins
	7
	15
	2-36
	97.9
	4
	5
	0-18
	90.3

	Betalactamase inhibitor
	-
	-
	-
	-
	4
	2
	0-10
	83.8

	First/Second generation cephalosporins
	5
	2
	0-10
	99.2
	-
	-
	-
	-

	Third/Fourth/Fifth generation cephalosporins
	7
	4
	1-9
	93.7
	4
	1
	0-7
	89.8

	Fluoquinolones
	6
	2
	0-6
	87.7
	4
	0
	0-1
	8.78

	Nitrofurans
	4
	4
	2-6
	33
	-
	-
	-
	-

	Sulphonamides
	4
	2
	1-3
	0
	-
	-
	-
	-

	ARGs
	5
	14
	5-26
	98.4
	
	
	
	

	CIAs
	9
	11
	7-16
	92.8
	5
	12
	5-20
	82.8

	MDR
	4
	5
	2-8
	0
	5
	0
	0-2
	58.72


ARGs: antimicrobial resistance genes; CIAs: critically important antimicrobials; MDR: multidrug resistant; 




ANNEX XX. Number of studies included in the meta-analysis, proportion of Enterococcus spp. resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by taxonomic order.
	
	Enterococcus spp.
	
	
	
	
	
	
	
	

	
	Artiodactyla
	
	
	Carnivora
	
	
	
	Lagomorpha
	
	

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Aminoglycosides
	9
	15
	7-25
	90.6
	5
	7
	0-22
	91
	5
	6
	1-13
	55

	Amphenicols 
	6
	2
	0-5
	61.1
	5
	1
	0-2
	0
	-
	-
	-
	-

	Glycopeptides
	9
	5
	0-15
	92.2
	6
	1
	0-4
	79.2
	5
	4
	0-13
	75.6

	Macrolides
	10
	22
	9-38
	96.3
	5
	35
	13-60
	94
	5
	32
	20-45
	65.7

	Tetracyclines
	10
	29
	14-46
	96.2
	5
	27
	17-37
	66.2
	5
	35
	16-58
	88.8

	Penicillins
	10
	5
	0-14
	95.1
	5
	0
	0-1
	0
	5
	7
	1-18
	76.3

	Fluoroquinolones
	6
	9
	1-23
	91.7
	5
	8
	0-27
	93.8
	4
	11
	0-31
	86.6

	Streptogramins
	6
	36
	12-64
	96.3
	-
	-
	-
	-
	-
	-
	-
	-

	Trimethoprim - sulfonamide combinations
	5
	4
	0-17
	94.2
	-
	-
	-
	-
	-
	-
	-
	-

	MDR
	8
	16
	3-37
	95.4
	4
	14
	0-45
	96.4
	5
	13
	4-25
	75.1

	CIAs
	10
	31
	21-43
	89
	5
	36
	14-62
	94
	5
	42
	28-56
	71.4


MDR: multidrug resistant; CIAs: critically important antimicrobials



ANNEX XXI. Number of studies included in the meta-analysis, proportion of Enterococcus spp. resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by taxonomic family.
	
	Enterococcus spp.
	
	
	
	
	
	

	
	Suidae
	
	
	
	Leporidae 
	
	
	

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Aminoglycosides
	6
	17
	7-31
	89.7
	5
	6
	1-13
	55

	Amphenicols 
	4
	4
	1-8
	52.8
	-
	-
	-
	-

	Glycopeptides
	6
	4
	0-13
	91.5
	5
	4
	0-13
	75.6

	Macrolides
	6
	31
	12-54
	95.7
	5
	32
	20-45
	65.7

	Tetracycline
	6
	36
	13-61
	96.5
	5
	35
	16-58
	88.8

	Penicillins
	6
	7
	0-21
	93.9
	5
	7
	1-18
	76.3

	Fluoroquinolones
	5
	12
	1-30
	92.1
	4
	11
	0-31
	86.6

	Streptogramins
	4
	36
	6-74
	97.3
	-
	-
	-
	-

	Trimethoprim - sulfonamide combinations
	4
	1
	0-5
	64.2
	-
	-
	-
	-

	MDR
	5
	27
	3-62
	97.3
	5
	13
	4-25
	75.1

	CIAs
	6
	40
	23-58
	92.6
	5
	42
	28-56
	71.4


MDR: multidrug resistant; CIAs: critically important antimicrobials



ANNEX XXII. Number of studies included in the meta-analysis, proportion of Enterococcus spp. resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by animal species.
	
	Enterococcus spp.
	
	
	
	
	

	
	Wild boar
	
	
	
	Wild rabbits
	
	
	

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Aminoglycosides
	6
	17
	7-31
	89.7
	5
	6
	1-13
	55

	Amphenicols 
	4
	4
	1-8
	52.8
	-
	-
	-
	-

	Glycopeptides
	6
	4
	0-13
	91.5
	5
	4
	0-13
	75.6

	Macrolides
	6
	31
	12-54
	95.7
	5
	32
	20-45
	65.7

	Tetracyclines
	6
	36
	13-61
	96.5
	5
	35
	16-58
	88.8

	Penicillins
	6
	7
	0-21
	93.9
	5
	7
	1-18
	76.3

	Fluoroquinolones
	5
	12
	1-30
	92.1
	4
	11
	0-31
	86.6

	Streptogramins
	4
	36
	6-74
	97.3
	-
	-
	-
	-

	Trimethoprim - sulfonamide combinations
	4
	1
	0-5
	64.2
	5
	13
	4-25
	75.1

	MDR
	5
	27
	3-62
	97.3
	5
	13
	4-25
	75.1

	CIAs
	6
	40
	23-58
	92.6
	5
	42
	28-56
	71.4


MDR: multidrug resistant; CIAs: critically important antimicrobials




ANNEX XXIII. Number of studies included in the meta-analysis, proportion of Staphylococcus spp. resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by taxonomic order, family and animal species.
	
	Staphylococcus spp.
	
	
	
	
	
	

	
	Artiodactyla
	
	Suidae
	
	Wild boar
	
	

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Aminoglycosides
	7
	3
	0-7
	73.4
	6
	3
	0-9
	77.8
	6
	3
	0-9
	77.8

	Amphenicols
	5
	0
	0-1
	0
	5
	0
	0-1
	0
	5
	0
	0-1
	0

	Glycopeptides 
	6
	0
	0-2
	60.5
	5
	0
	0-5
	58.8
	6
	3
	0-9
	77.8

	Lincosamides 
	7
	6
	1-16
	85.4
	7
	6
	1-16
	85.4
	7
	6
	1-16
	85.4

	Oxazolidinones
	4
	0
	0-1
	0
	-
	-
	-
	-
	-
	-
	-
	-

	Macrolides
	8
	6
	2-13
	83.8
	7
	6
	1-16
	86
	6
	6
	1-16
	86

	Tetraciclynes
	7
	3
	1-6
	64.6
	6
	2
	0-8
	69.8
	6
	2
	0-8
	69.8

	Penicillins
	7
	29
	17-43
	86.1
	6
	31
	14-51
	88.4
	5
	31
	14-51
	88.4

	Fluoroquinolones
	6
	6
	0-16
	87.2
	5
	8
	0-25
	88.1
	7
	8
	0-25
	88.1

	First/Second generation cephalosporins
	8
	6
	2-11
	77.8
	7
	7
	1-15
	80
	5
	7
	1-15
	80.9

	Trimethoprim - sulfonamide combinations
	6
	0
	0
	0
	5
	0
	0-1
	0
	6
	0
	0-1
	0

	MDR
	8
	4
	1-10
	79.8
	7
	5
	0-12
	81.5
	
	5
	0-12
	81.5

	CIAs
	7
	28
	13-45
	93.8
	6
	28
	10-51
	93.8
	
	28
	10-51
	93.7


MDR: multidrug resistant; CIAs: critically important antimicrobials



ANNEX XXIV. Number of studies included in the meta-analysis, proportion of Enterobacterales resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by trophic resource.
	
	Enterobacterales
	
	
	
	
	
	
	

	
	Omnivores
	Herbivores
	Piscivores
	
	Carnivores
	

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Aminoglycosides
	51
	11
	7-15
	97.2
	17
	12
	4-22
	96.5
	6
	10
	3-21
	88.7
	6
	17
	3-37
	95.9

	Amphenicols
	46
	3
	1-6
	94
	13
	1
	0-4
	88.8
	5
	3
	1-6
	44.8
	5
	6
	0-17
	88.9

	Polymyxins
	10
	1
	0-3
	74.1
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Carbapenems
	21
	6
	0-15
	97.5
	8
	0
	0
	0
	4
	0
	0-5
	77.5
	4
	0
	0
	0

	Macrolides*
	8
	23
	7-45
	99
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Quinolones
	36
	3
	1-6
	89.5
	12
	9
	0-28
	98.9
	-
	-
	-
	-
	5
	18
	9-31
	85

	Penicillins
	49
	18
	12-26
	98.3
	18
	10
	4-18
	97
	5
	15
	8-23
	69.8
	5
	11
	1-29
	94.4

	Betalactamase inhibitor
	29
	10
	4-19
	98.5
	10
	1
	0-5
	85.5
	5
	8
	1-20
	90.9
	5
	8
	3-15
	50.1

	First/Second generation cephalosporins
	34
	8
	2-15
	98.6
	11
	0
	0-1
	51.4
	4
	16
	0-45
	96.7
	6
	5
	0-21
	95.9

	Third/Fourth/Fifth generation cephalosporins
	38
	4
	2-8
	96
	16
	1
	0-3
	87.5
	5
	6
	0-17
	90.3
	6
	14
	2-35
	96

	Monobactams
	6
	6
	2-12
	72.6
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Fluoquinolones
	38
	3
	1-5
	95.2
	15
	2
	0-5
	92
	6
	1
	0-2
	0.6
	6
	10
	4-19
	82.6

	Nitrofurantoins
	6
	1
	0-3
	41.9
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Tetracyclines
	49
	12
	7-17
	97.2
	17
	17
	8-27
	97.7
	7
	7
	4-10
	19.6
	5
	31
	17-49
	96.4

	Sulphonamides
	23
	15
	6-28
	98.4
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Trimethoprim  sulfonamide combinations
	41
	6
	3-10
	95.5
	14
	8
	3-15
	96.1
	5
	5
	3-7
	0
	6
	10
	4-19
	82.3

	ARGs
	22
	25
	16-35
	98.7
	10
	34
	14-58
	98.9
	-
	-
	-
	-
	-
	-
	-
	-

	CIAs
	54
	21
	15-28
	98.4
	20
	19
	9-31
	98.1
	6
	17
	10-24
	68.5
	6
	38
	18-60
	95.4

	MDR
	47
	9
	6-13
	96
	19
	4
	1-8
	94.2
	5
	2
	0-8
	76.9
	4
	23
	7-45
	94.8


ARGs: antimicrobial resistance genes; CIAs: critically important antimicrobials; MDR: multidrug resistant. *: Values not defined except for CLSI breackpoints related to S. Typhi



ANNEX XXV. Number of studies included in the meta-analysis, proportion of Escherichia coli resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by trophic resource.
	
	Escherichia coli
	
	
	
	
	
	
	
	
	
	
	
	

	
	Omnivores
	
	
	
	Herbivores
	
	
	
	Piscivores
	
	
	
	Carnivores
	
	
	

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Aminoglycosides
	32
	11
	6-17
	97.4
	17
	12
	4 - 22
	97.9
	5
	12
	2 - 27
	89.4
	6
	17
	3-37
	95.9

	Amphenicols
	28
	5
	2-9
	95.8
	13
	1
	0-4
	88.8
	4
	2
	0-7
	51.9
	5
	6
	0-17
	88.9

	Carbapenems
	11
	8
	0-27
	98.4
	8
	0
	0
	0
	3
	1
	0-8
	0
	4
	0
	0
	0

	Macrolides*
	5
	31
	9-60
	98.9
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Quinolones
	21
	4
	1-8
	93
	12
	9
	0-28
	98.9
	-
	-
	-
	-
	5
	18
	9-31
	85

	Tetracyclines 
	32
	13
	8-19
	97.7
	17
	17
	8-27
	97.7
	5
	8
	5-11
	0
	5
	31
	9-58
	96.3

	Penicillins
	33
	14
	8-22
	98.3
	18
	10
	4-18
	97
	5
	14
	7-23
	69.9
	5
	11
	1-29
	94.4

	Betalactamase inhibitor
	19
	7
	2-14
	98.6
	10
	1
	0-5
	85.5
	4
	5
	0-17
	88.7
	5
	8
	3-15
	50.1

	First/Second generation cephalosporins
	23
	5
	1-12
	98.6
	11
	0
	0-1
	51.4
	3
	8
	0-25
	
	6
	5
	0-21
	95.9

	Third/Fourth/Fifth generation cephalosporins
	25
	3
	1-8
	96.6
	16
	1
	0-3
	87.5
	4
	4
	0-16
	88.6
	6
	14
	2-35
	96

	Monobactams
	4
	4
	0-10
	71.7
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Nitrofurans
	4
	1
	0-3
	21.9
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Fluoroquinolones
	27
	3
	1-6
	95.8
	15
	2
	0-5
	92
	5
	1
	0-3
	0
	6
	10
	4-19
	82.6

	Sulphonamides
	14
	11
	6-19
	94.5
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	Trimethoprim - sulfonamide combinations
	24
	6
	2-10
	95.7
	14
	8
	3-15
	96.1
	4
	4
	2-7
	0
	6
	10
	4-19
	82.3

	Polymyxins
	4
	2
	0-6
	75.5
	4
	1
	0-8
	78.1
	-
	-
	-
	-
	-
	-
	-
	-

	ARGs
	17
	20
	4-43
	98.8
	10
	34
	14-58
	98.9
	-
	-
	-
	-
	-
	-
	-
	-

	CIAs
	35
	21
	14-29
	98.5
	20
	19
	9-31
	98.1
	5
	17
	8-27
	74.4
	6
	38
	18-60
	95.4

	MDR
	29
	9
	5-14
	96.4
	19
	3
	1-7
	93.1
	5
	2
	0-8
	75.5
	4
	23
	7-45
	94.8


ARGs: antimicrobial resistance genes; MDR: multidrug resistant; CIAs: critically important antimicrobials. *: Values not defined except for CLSI breackpoints related to S. Typhi


ANNEX XXVI. Number of studies included in the meta-analysis, proportion of Salmonella resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by trophic resource.
	
	Salmonella spp.

	
	Omnivores
	
	
	

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)

	Aminoglycosides
	13
	17
	6-31
	91.5

	Amphenicols 
	9
	4
	0-16
	86.8

	Carbapenems
	5
	0
	0-4
	8.9

	Fluoroquinolones
	13
	0
	0
	11

	Penicillines
	9
	11
	2-25
	81.6

	Pomymyxins
	4
	4
	0-17
	86.2

	Tetracyclines
	9
	11
	3-21
	80.2

	Quinolones
	12
	1
	0-4
	32.4

	Sulphonamides
	6
	36
	0-85
	97.9

	Betalactamase inhibitor
	8
	4
	0-9
	62.3.3

	First/Second generation cephalosporins
	10
	1
	0-4
	38.7

	Third/Fourth/Fifth generation cephalosporins
	9
	0
	0-1
	0

	Trimethoprim - sulfonamide combinations
	11
	8
	2-16
	82.4

	MDR
	14
	3
	0-8
	75.8

	CIAs
	13
	21
	6-41
	95.6


MDR: multidrug resistant; CIAs: critically important antimicrobials




ANNEX XXVII. Number of studies included in the meta-analysis, proportion of Enterococcus resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by trophic resource.
	
	Enterococcus spp.
	
	
	
	

	
	Omnivores
	
	
	
	Herbivores
	
	
	

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Aminoglycosides
	8
	21
	6-41
	96.9
	7
	7
	1-17
	86.2

	Amphenicols 
	8
	2
	0-5
	73
	5
	0
	0-2
	17.4

	Glycopeptides
	10
	5
	0-15
	94.7
	8
	6
	0-15
	83

	Macrolides
	10
	29
	16-44
	94.6
	9
	22
	10-37
	93.6

	Tetracyclines
	10
	27
	15-42
	94.1
	9
	28
	14-44
	94.3

	Streptogramins
	5
	37
	10-68
	96.6
	4
	17
	0-54
	95.2

	Penicillins
	9
	12
	0-32
	97.9
	9
	5
	0-15
	93.1

	Fluoroquinolones
	8
	8
	1-20
	92.9
	5
	8
	0-22
	86

	Trimethoprim - sulfonamide combinations
	4
	1
	0-5
	64.3
	-
	-
	-
	-

	ARGs
	-
	-
	-
	-
	5
	48
	32-65
	73.6

	MDR
	9
	26
	7-50
	97.5
	8
	9
	3-16
	66.3

	CIAs
	10
	49
	30-69
	96.6
	9
	31
	22-42
	74.8


ARGs: antimicrobial resistance genes; MDR: multidrug resistant; CIAs: critically important antimicrobials


















ANNEX XXVIII. Number of studies included in the meta-analysis, proportion of Enterobacterales resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by environments with high or low anthropogenic impact.
	
	Enterobacterales
	

	
	Low impact anthropic
	 High impact anthropic

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Aminoglycosides
	64
	11
	7-15
	97.1
	25
	9
	3-16
	97.4

	Amphenicols
	61
	2
	1-4
	92.5
	22
	3
	1-6
	89.9.

	Polymyxins
	13
	1
	0-2
	57.9
	5
	4
	0-15
	87

	Carbapenems
	29
	2
	0-6
	96.3
	12
	2
	0-7
	93

	Macrolides*
	9
	33
	10-61
	98.3
	5
	19
	2-47
	99

	Quinolones
	44
	3
	2-5
	90.9
	20
	7
	1-17
	97.9

	Tetracyclines
	67
	11
	8-15
	95.7
	23
	13
	6-21
	97.4

	Penicillins
	52
	10
	7-14
	95.7
	17
	15
	7-26
	98.3

	Betalactamase inhibitor
	40
	7
	3-12
	96.1
	16
	4
	1-8
	95.5

	First/Second generation cephalosporins
	44
	6
	2-10
	97.4
	19
	2
	0-4
	87.8

	Third/Fourth/Fifth generation cephalosporins
	55
	5
	2-7
	94.8
	20
	2
	0-5
	92.8

	Monobactams
	8
	3
	0-8
	78.7
	-
	-
	-
	-

	Fluoquinolones
	57
	3
	1-5
	94.6
	17
	2
	1-4
	87.8

	Nitrofurans
	7
	0
	0-2
	21.1
	-
	-
	-
	-

	Sulphonamides
	21
	10
	5-15
	95.4
	13
	11
	4-22
	96.5

	Trimethoprim - sulfonamide combinations
	52
	7
	4-10
	95.2
	20
	6
	3-10
	87.9

	ARGs
	32
	27
	19-36
	98.6
	13
	20
	9-35
	97.5

	CIAs
	71
	23
	18-29
	98.1
	25
	17
	9-28
	98.3

	MDR
	60
	7
	5-10
	95.6
	25
	7
	4-11
	93.6


ARGs: antimicrobial resistance genes; MDR: multidrug resistant; CIAs: critically important antimicrobials. *: Values not defined except for CLSI breackpoints related to S. Typhi



ANNEX XXIX. Number of studies included in the meta-analysis, proportion of Escherichia coli resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by environments with high or low anthropogenic impact.
	
	Escherichia coli
	

	
	Low impact anthropic
	High impact anthropic

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Aminoglycosides
	52
	12
	8-17
	97.2
	17
	6
	2-12
	96.7

	Amphenicols
	43
	3
	1-5
	94.5
	15
	3
	1-6
	90.8

	Carbapenems
	22
	2
	0-7
	96.9
	7
	1
	0-5
	89.7

	Macrolides*
	7
	22
	3-51
	98.2
	4
	22
	4-49
	98.8

	Quinolones 
	35
	4
	2-6
	92.5
	12
	10
	1-26
	98.8

	Tetracyclines
	50
	12
	8-16
	96.1
	17
	15
	7-25
	97.6

	Penicillins
	53
	10
	7-13
	95.6
	16
	16
	7-28
	98.3

	Betalactamase inhibitor
	32
	4
	2-7
	93.3
	10
	3
	0-7
	96.6

	First/Second generation cephalosporins
	36
	3
	1-6
	95.2
	12
	1
	0-3
	87.3

	Third/Fourth/Fifth generation cephalosporins
	43
	3
	2-6
	94.5
	14
	1
	0-5
	94.4

	Monobactams
	6
	2
	0-6
	73.7
	-
	-
	-
	-

	Nitrofurans
	7
	0
	0-2
	21.9
	-
	-
	-
	-

	Fluoroquinolones
	47
	3
	1-5
	94.8
	13
	2
	0-3
	87.2

	Sulphonamides
	18
	10
	5-16
	95.7
	8
	9
	4-17
	93.2

	Trimethoprim - sulfonamide combinations
	40
	6
	4-9
	95
	14
	5
	2-9
	87.4

	Polymyxins
	11
	1
	0-2
	70.1
	-
	-
	-
	-

	ARGs
	27
	31
	22-41
	98.7
	10
	21
	8-37
	97.7

	CIAs
	55
	20
	15-25
	97.8
	18
	18
	8-30
	98.5

	MDR
	48
	6
	4-9
	94.4
	16
	8
	4-13
	95.2


ARGs: antimicrobial resistance genes; MDR: multidrug resistant; CIAs: critically important antimicrobials. *: Values not defined except for CLSI breackpoints related to S. Typhi



ANNEX XXX. Number of studies included in the meta-analysis, proportion of Salmonella resistant (%), 95% Confidence Interval (CI) and I values for each antimicrobial class by environments with high or low anthropogenic impact.
	
	Salmonella spp. 
	
	
	
	
	
	

	
	Low impact anthropic
	High impact anthropic

	Antimicrobial class
	N. studies
	%
	CI95%
	I2(%)
	N. studies
	%
	CI95%
	I2(%)

	Aminoglycosides
	5
	22
	5-46
	89.4
	5
	17
	0-53
	92.5

	Amphenicols 
	7
	2
	0-4
	0
	3
	12
	0-74
	0

	Quinolones
	5
	2
	0-6
	0
	4
	2
	0-7
	0

	Fluoroquinolones
	8
	2
	0-10
	78.6
	5
	0
	0-2
	0

	Penicillines
	8
	8
	1-18
	70.3
	-
	-
	-
	-

	Betalactamase inhibitor
	4
	18
	0-51
	88.9
	4
	8
	0-23
	54

	First/Second generation cephalosporins
	4
	15
	0-49
	90.6
	5
	0
	0-3
	23.8

	Third/Fourth/Fifth generation cephalosporins
	6
	3
	0-8
	60.5
	-
	-
	-
	-

	Tetracyclines
	4
	10
	0-28
	80.7
	3
	19
	0-60
	90.5

	Trimethoprim - sulfonamide combinations
	7
	8
	1-19
	85.2
	-
	-
	-
	-

	MDR
	9
	5
	0-15
	81
	5
	2
	0-13
	67.6

	CIAs
	8
	23
	13-34
	69.9
	5
	23
	13-34
	96.7


[bookmark: OLE_LINK1]MDR: multidrug resistant; CIAs: critically important antimicrobials
