
TABLE S1 Primers used in the present study.
	Names
	Oligonucleotide sequences (5’-3’)
	Target gene
	Product size (bp)

	HP1-up-F
	GAGCTCCAGGGTACGCCTGCCGGTCATG
	Upstream fragment of HP1 gene

	500bp

	HP1-up-R
	CTTGTGCGAAGAACCACAGACGCCGGGCGAGAGCAAC
	
	

	HP1-down-F
	GTTGCTCTCGCCCCGTCGGTGTGGTTCTTCGCACAAG
	Downstream fragment of HP1 gene

	

	HP1-down-R
	TCTAGAGCGTCGCCCTCGGTCAGGCCG
	
	

	MgtA-up-F
	GAGCTCTCATGTCGCCGGAAGTGACGCCGC
	Upstream fragment of MgtA gene

	1000bp

	MgtA-up-R
	CCGATCCCGAGGATGCGTTCTCCTGCCACATCTGAAG
	
	

	MgtA-down-F
	[bookmark: OLE_LINK5]CTTCAGATGTGGCAGGAGAACGCATCCTCGGGATCGG
	Downstream fragment of MgtA gene
	

	MgtA-down-R
	TCTAGACAAGAAAGCCGATCCCCGAAACAATC
	
	

	HP2-up-F
	GAGCTCGCGCTTCATGATCTGGATCGGG
	Upstream fragment of HP2 gene

	500bp

	HP2-up-R
	CGGAAGTTGACGGCAACCGCAATGGGCTGCATTTCCG
	
	

	HP2-down-F
	CGGAAATGCAGCCCATTGCGGTTGCCGTCAACTTCCG
	Downstream fragment of HP2 gene

	

	HP2-down -R
	TCTAGAGGAAAACACGACGAAGGTGG
	
	

	HP3-up-F
	GAGCTCGCGGGCCCGGAAATGCAG
	Upstream fragment of HP3 gene

	500bp

	HP3-up-R
	CAGTATGGGCCAGTGGTTTCCTGTCTGATATCCGGCAG
	
	

	HP3-down-F
	CTGCCGGATATCAGACAGGAAACCACTGGCCCATACTG
	Downstream fragment of HP3 gene

	

	HP3-down-R
	TCTAGACGCACCTGAGCCTCTGCATC
	
	

	MgtC-up-F
	GAGCTCGAAGATTCCGTTCTTCCAGAG
	Upstream fragment of MgtC gene
	1000bp

	MgtC-up-R
	CGGGCGGCAAATGAGATTGACCGCCTGCTTGGGCACCC
	
	

	MgtC-down-F
	GGGTGCCCAAGCAGGCGGTCAATCTCATTTGCCGCCCG
	Downstream fragment of MgtC gene

	

	MgtC-down-R
	TCTAGACAGAATGCGTCGAACAGCCGTTC
	
	

	HP1-MgtC-up-F
	GAGCTCGACCCGGTTCATCATGTCCGCACGC
	Upstream fragment of HP1 to MgtC

	1000bp

	HP1-MgtC-up-R
	CCGGGCGGCAAATGAGATTGCCGGGCGAGAGCAACG
	
	

	HP1-MgtC-down -F
	CGTTGCTCTCGCCCGGCAATCTCATTTGCCGCCCGG
	Downstream fragment of HP1 to MgtC
	

	HP1-MgtC-down -R
	TCTAGATCGAACAGCCGTTCCTGATC
	
	

	HP1-inner-F
	TCTTCGCACAAGTTCTCATCATGG
	Internal identification primers for the HP1 deletion strain
	194bp

	HP1-inner-R
	GGAAACATTAGCGGACCACCTGGA
	
	

	MgtA-inner-F
	TGCCTTCACTGATATATGGCTTCCGCTC
	Internal identification primers for the MgtA deletion strain
	1609bp

	MgtA-inner-R
	CCTGGATTTCTGAAGCGGCGTCAGCTTGG
	
	

	HP2-inner-F
	GTTGTTTGTATTCGTCGATACCACGC
	Internal identification primers for the HP2 deletion strain
	258bp

	HP2-inner-R
	GTCCAGCGAAGCAGCCGGAAAGT
	
	

	HP3-inner-F
	GCTACAAGGCCCTGCCAACCGCAG
	Internal identification primers for the HP3 deletion strain
	162bp

	HP3-inner-R
	GGGCACCCTGCCACTGCGTATC
	
	

	MgtC-inner-F
	CTTCCTGTTGGGAGGTCTCATCG
	Internal identification primers for the MgtC deletion strain
	587bp

	MgtC-inner-R
	CAATCTGCTCAAGCAGGCGATCCTG
	
	

	HP1-MgtC-inner-F
	CCGCTCCAGGTGGTCCGCTAATGTTTC
	Internal identification primers for the HP1 to MgtC deletion strain
	4120bp

	HP1-MgtC-inner-R
	ATTGCATAAGTAGGCTGAAACGCTCC
	
	

	HP1-F
	AAGCTTCTCTCGCCCGGCGTCCGATGCG
	Coding region of HP1 gene
	537bp

	HP1-R
	GGATCCTTGTTGAAAGGCAGTCCGCTCATG
	
	

	MgtA-F
	AAGCTTCGACCGCCTTTATGCGGCTCGAC
	Coding region of MgtA gene
	2824bp

	MgtA-R
	GGATCCTCAGAACCACTGCCCGAAACGGCGCAC
	
	

	HP2-F
	AAGCTTCGTTACTTCCCGCCGGTCTCCGCC
	Coding region of HP2 gene
	418bp

	HP2-R
	GGATCCCTACCAGGAGGCTTTCCTGAGCCGCC
	
	

	HP3-F
	AAGCTTGTTTCACACTTTTGGCTTGAAAATGCTC
	Coding region of HP3 gene
	315bp

	HP3-R
	GGATCCTCATTTACCGCCTGCTTGGGCACCCTG
	
	

	MgtC-F
	AAGCTTTCTTCGCGCTGGTCGTGCTGTTCGTC
	Coding region of MgtC gene
	831bp

	MgtC-R
	GGATCCTTATAATCCAGAAAGGCCACCGGAATC
	
	

	HP1-MgtC-F
	AAGCTTGTAGTCGAAAAAAATTGCCGCTG
	Coding region of HP1 to MgtC 
	4903bp

	HP1-MgtC-F
	GGATCCTTATAATCCAGAAAGGCCACCGGAATCATCTTCG
	
	

	16S-RT-F
	GCTGCCCACTGTCACCACCA
	16SRNA
	153bp

	16S-RT-R
	CGCAACCCTCGCCCTTAGTT
	
	

	HP1-RT-F
	TACGGCAATCGCTCTTCT
	HP1 gene
	156bp

	HP1-RT-R
	ACTGACCTCGTTCGGATC
	
	

	MgtA-RT-F
	AATGTCTTCTCCGTTCTG
	MgtA gene
	132bp

	MgtA-RT-R
	CTCCTTGTCCATCTTGTC
	
	

	HP2-RT-F
	AATGTCCGATACCGTTGTT
	HP2 gene
	144bp

	HP2-RT-R
	CCTTCATCCACTGCCAAA
	
	

	HP3-RT-F
	ACCTACCTCGTCCTCTTC
	HP3 gene
	114bp

	HP3-RT-R
	TCATTTACCGCCTGCTTG
	
	

	MgtC-RT-F
	GCGTTTCAGCCTACTTAT
	MgtC gene
	140bp

	MgtC-RT-R
	CGGTTCGTTCCTTCAATA
	
	





