	Host Species
	Number of sample collected

	Common name
	Scientific name
	2018
	2019
	2020
	2021
	2022
	2023
	2024
	Total

	Gold Fish
	[bookmark: _Hlk184507021]Carassius auratus
	
	
	
	6
	6
	
	
	12

	Koi carp
	Cyprinus rubrofuscus
	
	
	
	6
	5
	2
	6
	19

	Nile tilapia
	[bookmark: _Hlk184505309]Oreochromis niloticus
	
	
	
	
	
	
	8
	8

	Red tilapia
	Oreochromis spp.
	41
	96
	8
	19
	10
	11
	
	185

	Asean sea bass
	[bookmark: _Hlk184505416]Lates calcarifer
	56
	35
	71
	197
	3
	2
	
	364

	Snakehead fish
	[bookmark: _Hlk184505441]Channa striata
	
	32
	16
	
	
	
	
	48

	Snakeskin gourami
	Trichopodus pectoralis
	
	
	
	
	22
	9
	
	31

	Walking catfish
	[bookmark: _Hlk184505381]Clarias macrocephalus
	6
	
	
	4
	12
	
	6
	28

	Total
	
	103
	163
	95
	232
	58
	24
	20
	695


Table S1: Annual distribution of samples collected from various host species









Table S2: Primers used for bacterial identification in this study
	Bacterial species 
	Target genes
	Product size
(bp)
	Primer name
	Primer sequences (5’-3’)
	PCR condition
	Reference

	V. harveyi
	topA
	121
	Vh. topA-F
	TGGCGCAGCGTCTATACG 
	Multiplex PCR: 95°C for 15 min, 30 cycles of 94°C for 60 s, 57°C for 90 s, 72°C for 3 min, and 72°C for 10 min.
	Cano-Gomez et al. (2015)

	
	
	
	Vh. topA-R
	TATTTGTCACCGAACTCAGAACC
	
	

	V. owensii
	topA
	85
	Vo. topA-F
	TACCTCAACACTTCAGCAAGCG 
	
	Cano-Gomez et al. (2015)

	
	
	
	Vo. topA-R
	TTCATACAGACGCTGAGCCAG
	
	

	V. campbellii
	ftsZ
	294
	Vc. ftsZ-F
	AAGACAGAGATAGACTTAAAGAT
	
	Cano-Gomez et al. (2015)

	
	
	
	Vc. ftsZ-R
	CTTCTAGCAGCGTTACAC
	
	

	V. rotiferianus
	mreB
	489
	Vr. mreB-F
	GTGCTATCCGTGAGTCAG
	
	Cano-Gomez et al. (2015)

	
	
	
	Vr. mreB-R
	AGATGTCCGATGCTAGTT
	
	

	V. vulnificus
	toxR
	435
	UtoxF
	GASTTTGTTTGGCGYGARCAAGGTT
	Multiplex PCR: 95°C for 4 min, 25 cycles of 95°C for 30 s, 55°C for 30 s, 72°C for 30 s, and 72°C for 7 min.
	Bauer and Rørvik (2007)

	
	
	
	vvtoxR
	AACGGAACTTAGACTCCGAC
	
	

	V. parahaemolyticus
	toxR
	297
	UtoxF
	GASTTTGTTTGGCGYGARCAAGGTT
	
	Bauer and Rørvik (2007)

	
	
	
	vptoxR
	GGTTCAACGATTGCG-TCAGAAG
	
	

	V. cholera
	toxR
	640
	UtoxF
	GASTTTGTTTGGCGYGARCAAGGTT
	
	Bauer and Rørvik (2007)

	
	
	
	vctoxR
	GGTTAGCAACGATGCGTAAG
	
	

	V. alginolyticus
	Collagenase
	773
	VA-F
	CGAGTACAGTCACTTGAAAGCC
	Specific conventional PCR: 95°C for 15 min, 35 cycles of 94°C for 30 s, 57°C for 30 s, 72°C for 60 s, and 72°C for 5 min.
	Di Pinto et al. (2005)

	
	
	
	VA-R
	CACAACAGAACTCGCGTTACC
	
	

	P. damselae
	16S rRNA
	267
	CAR1
	GCTTGAAGAGATTCGAGT
	Specific conventional PCR: 95°C for 4 min, 30 cycles of 95°C for 1 min, 60°C for 1 min, 72°C for 40 s, and 72°C for 5 min.
	Osorio et al. (2000)

	
	
	
	CAR2
	CACCTCGCGGTCTTGCTG
	
	

	Aeromonas spp.
	gyrB
	1100
	gyrB3F
	TCC GGC GGT CTG CAG GGC GT
	Specific conventional PCR:  94°C for 2 min, 30 cycles of 94°C for 30 s, 56°C for 30 s, 72°C for 2 min, and 72°C for 5 min
	Yáñez et al. (2003)

	
	
	
	gyrB14R
	TTG TCC GGG TTG TAC TCG TC
	
	

	S. iniae
	lctO
	870
	LOX-1
	AAG GGG AAA TCG CAA GTG CC
	Duplex PCR: 95°C for 5 min, 30 cycles of 95°C for 1 min, 52°C for 1 min, 72°C for 1 min, and 72°C for 7 min
	Mata et al. (2004)

	
	
	
	LOX-2
	ATA TCT GAT TGG GCC GTC TAA
	
	

	S. agalactiae
	16S rRNA
	220
	16S F1
	GAG TTT GAT CAT GGC TCA G
	
	Rodkhum et al. (2012)

	
	
	
	IMOD
	ACC AAC ATG TGT TAA TTA CTC
	
	









Table S3: Antibiotics used for antimicrobial susceptibility testing (AST) in this study
	SL Number
	Antibiotic Class
	Antibiotic name and Dose (per disc)
	Abbreviation

	
	
	
	

	1
	Beta-lactams (Sub-class: Penicillin)
	[bookmark: _Hlk197621839]Amoxicillin (10 µg)
	AML

	
	
	[bookmark: _Hlk197621848]Amoxicillin + Clavulanic acid (30 µg)
	AMC

	
	
	[bookmark: _Hlk184565914]Penicilin G (10 units)
	P

	
	
	[bookmark: _Hlk197621876]Ampicillin (10 µg)
	AMP

	
	Beta-lactams (Sub-class: Cephalosporin)
	Ceftaxidime (30 µg)
	CAZ

	
	
	[bookmark: _Hlk197622002]Cefepime (30 µg)
	FEP

	
	
	[bookmark: _Hlk197621807]Cephalexin (30 µg)
	CL

	
	
	Cefotaxime (30 g)
	CTX

	
	
	[bookmark: _Hlk197621903]Ceftiofur (30 µg)
	EFT

	
	
	Cefotaxime + Clavulanic acid (30 µg/10µg)
	CTX+CLA

	2
	Aminoglycosides
	[bookmark: _Hlk197621781]Amikacin (30 µg)
	AK

	
	
	[bookmark: _Hlk197621791]Streptomycin (10 µg)
	S

	
	
	Gentamicin (10 µg)
	CN

	
	
	Kanamycin (30 µg)
	K

	3
	Fluoroquinolones
	Ciprofloxacin (5 µg)
	CIP

	
	
	Enrofloxacin (5 µg)
	ENR

	
	
	Norfloxacin (10 g)
	NOR

	
	
	Oxolinic acid (2 µg)
	OA

	
	
	Nalidixic acid
	NA

	4
	Tetracyclines
	Oxytetracycline (30 µg)
	OT

	
	
	Doxycycline (30 µg)
	DO

	
	
	Tetracycline (30 µg)
	TE

	5
	Phenicols
	Chloramphenicol (30 µg)
	C

	
	
	Florfenicol (30 µg)
	FFC

	6
	Lincosamides
	[bookmark: _Hlk197621959]Clindamycin (2 µg)
	DA

	7
	Polymyxins
	[bookmark: _Hlk197621729]Colistin sulphate (10 µg)
	CT

	8
	Sulfonamides
	Trimethoprim/Sulfamethoxazole (25 µg)
	SXT

	
	
	[bookmark: _Hlk197621979]Sulfonamide (300 µg)
	S3

	9
	Nitroimidazoles
	Metronidazole (50 µg)
	MTZ










	Species
	Strains
	Location
	Year
	Host
	Accession no
	Genome size (bp)
	G+C content (%)
	Number of CDS
	Reference

	A. veronii
	NK01
	Nongkhai, Thailand
	2015
	Nile tilapia
	GCA_012029545
	4,559,863
	58.5
	4,268
	(Sakulworakan et al., 2021)

	A. veronii
	NK02
	Nongkhai, Thailand
	2015
	Nile tilapia
	GCA_012029575
	4,799,706
	58.2
	4,508
	(Sakulworakan et al., 2021)

	A. veronii
	NK07
	Nongkhai, Thailand
	2015
	Nile tilapia
	GCA_012029585
	4,781,662
	58.6
	4,476
	(Sakulworakan et al., 2021)

	A. veronii
	PLRT09
	Pisanulok, Thailand
	2018
	Red tilapia
	JBJOUL000000000
	4,683,722
	58.6
	4,105
	This study

	A. veronii
	KCRT12
	Kanchanaburi, Thailand
	2019
	Red tilapia
	JBJOUK000000000
	4,865,801
	58.2
	4,149
	This study

	A. veronii
	CBSB03
	Chonburi, Thailand
	2018
	Asian sea bass
	JALJOI000000000
	4,618,368
	58.6
	4,192
	This study

	A. veronii
	CCSB46
	Chachoengsao, Thailand
	2019
	Asian sea bass
	JBJOUJ000000000
	4,786,782
	58.7
	4,223
	This study

	A. veronii
	NBCF28
	Nonthaburi, Thailand
	2018
	Walking catfish
	JALJOG000000000
	4,619,932
	58.7
	4,233
	This study

	A. veronii
	NPSF15
	Nakornprathom, Thailand
	2020
	Striped snakehead fish
	JALJOH000000000
	4,495,716
	58.7
	4,054
	This study

	A. jandaei
	CN01
	Chinat, Thailand
	2018
	Red tilapia
	JBJOUI000000000
	4,568,952
	58.8
	4,088
	This study

	A. dhakensis
	UD09
	Uttaradit, Thailand
	2018
	Red tilapia
	JBJOUH000000000
	4,986,652
	61.0
	4,494
	This study

	A. schubertii
	A40
	Chachoengsao, Thailand
	2019
	Asian sea bass
	JBJOUG000000000
	4,323,395
	61.5
	3,967
	This study

	A. sanarellii
	CCSB44
	Chachoengsao, Thailand
	2019
	Asian sea bass
	JBLADJ000000000
	4,545,074
	62.6
	4,118
	This study

	A. diversa
	CCSB51
	Chachoengsao, Thailand
	2019
	Asian sea bass
	JBLADI000000000
	4,253,621
	61.3
	3,921
	This study

	V. vulnificus
	CUVETCC1
	Samut-Songkhram, Thailand
	2020
	Asian sea bass
	JALGBD000000000
	4,989,587
	46.8
	4,640
	(Raharjo et al., 2023)

	V. vulnificus
	CUVETCC2
	Samut-Songkhram, Thailand
	2020
	Asian sea bass
	JALGBE000000000
	5,152,397
	46.7
	4,932
	(Raharjo et al., 2023)

	V. vulnificus
	CUVETSS2
	Chachoengsao, Thailand
	2021
	Asian sea bass
	JALGBF000000000
	5,100,673
	46.6
	4,850
	(Raharjo et al., 2023)

	V. vulnificus
	CUVETSS48
	Chachoengsao, Thailand
	2021
	Asian sea bass
	JALGBG000000000
	4,992,294
	46.8
	4,796
	(Raharjo et al., 2023)

	S. suis
	CEFID-SS01
	Samut-Sakhon, Thailand
	2022
	Snakeskin gourami
	JBDKWB000000000
	2,005,359
	41.3
	1,880
	This study

	S. suis
	CEFID-SS02
	Samut-Sakhon, Thailand
	2022
	Snakeskin gourami
	JBDKWA000000000
	2,000,827
	41.3
	1,883
	This study

	S. suis
	CEFID-SS05
	Samut-Sakhon, Thailand
	2022
	Snakeskin gourami
	JBDKVX000000000
	2,001,397
	41.3
	1,883
	This study

	S. suis
	CEFID-SS06
	Samut-Sakhon, Thailand
	2023
	Snakeskin gourami
	JBDKVW000000000
	2,001,049
	41.3
	1,883
	This study

	S. suis
	CEFID-SS07
	Samut-Sakhon, Thailand
	2023
	Snakeskin gourami
	JBDKVV000000000
	2,006,082
	41.3
	1,886
	This study

	S. agalactiae
	CEFID-SA14
	Samut-Sakhon, Thailand
	2022
	Snakeskin gourami
	JBDKVS000000000
	2,063,692
	35.4
	2,030
	This study

	S. agalactiae
	CEFID-SA15
	Samut-Sakhon, Thailand
	2022
	Snakeskin gourami
	JBDKVR000000000
	2,106,351
	36.0
	2,068
	This study

	S. agalactiae
	CEFID-SA16
	Samut-Sakhon, Thailand
	2023
	Snakeskin gourami
	JBDKVQ000000000
	2,063,281
	35.4
	2,029
	This study


Table S4: Bacterial isolates used for whole genome sequencing analysis in this study

Table S5: Isolation of Flavobacterium species from aquaculture fish in Thailand (2018–2023)
	Year
	Month
	Host Species
	Province/Location
	Number of isolates
	Identified Species

	2023
	February
	Nile Tilapia
	Unknown
	1
	Flavobacterium oreochromis

	
	March
	Walking catfish
	Unknown
	1
	F. covae

	
	March
	Red tilapia
	Kanchanaburi
	7
	F. oreochromis

	
	May
	Nile tilapia
	Nakhon Ratchasima
	1
	F. oreochromis

	2022
	April
	Asian sea bass
	Prachinburi
	1
	F. covae

	
	April
	Red tilapia
	Ubonrachathani
	1
	F. oreochromis

	
	June
	Asian sea bass
	Prachinburi
	3
	F. covae

	
	June
	Red tilapia
	Suphanburi
	3
	Flavobacterium spp.

	
	June
	Red tilapia
	Chainat
	3
	F. oreochromis

	
	September
	Red tilapia
	Kalasin
	2
	F. oreochromis

	2021
	September
	Asian sea bass
	Nakhon Ratchasima
	2
	F. oreochromis

	
	September
	Asian sea bass
	Nakhon Ratchasima
	3
	Flavobacterium spp.

	
	November
	Snakeskin gourami
	Samut Sakhon
	2
	F. oreochromis

	
	November
	Snakeskin gourami
	Samut Sakhon
	2
	Flavobacterium spp.

	2020
	June
	Red tilapia
	Kanchanaburi
	6
	F. oreochromis

	
	June
	Red tilapia
	Kanchanaburi
	1
	F. davisii

	
	June
	Red tilapia
	Kanchanaburi
	1
	Flavobacterium spp.

	2019
	January
	Asian sea bass
	Chachoengsao
	17
	Flavobacterium spp.

	
	January
	Asian sea bass
	Chachoengsao
	1
	F. covae

	
	March
	Red tilapia
	Rachaburi
	4
	F. oreochromis

	
	March
	Red tilapia
	Rachaburi
	2
	Flavobacterium spp.

	
	March
	Red tilapia
	Kanchanaburi
	1
	F. oreochromis

	
	October
	Red tilapia
	Kanchanaburi
	2
	Flavobacterium spp.

	
	October
	Red tilapia
	Kanchanaburi
	2
	F. oreochromis

	
	December
	Red tilapia
	Kanchanaburi
	3
	Flavobacterium spp.

	
	January
	Red tilapia
	Kanchanaburi
	1
	F. oreochromis

	2018
	February
	Red tilapia
	Uttaradit
	1
	F. oreochromis

	
	February
	Red tilapia
	Chainat
	2
	Flavobacterium spp.

	
	February
	Red tilapia
	Chainat
	2
	F. oreochromis

	
	July
	Walking catfish
	Nonthaburi
	1
	F. covae

	
	September
	Asian sea bass
	Chachoengsao
	3
	Flavobacterium spp.

	
	September
	Asian sea bass
	Chachoengsao
	5
	F. oreochromis

	
	September
	Asian sea bass
	Samut Prakarn
	2
	F. covae

	
	September
	Asian sea bass
	Samut Prakarn
	4
	Flavobacterium spp.

	
	September
	Asian sea bass
	Samut Prakarn
	1
	F. oreochromis



Table S6: Epidemiological cut-off values used as reference for antimicrobial susceptibility interpretation by bacterial species, with corresponding references
	Antibiotic Name
	NRI value (WT) in mm

	
	Aeromonas spp. 
	Aeromonas hydrophila (Gieseker, 2022)
	Vibrio cholerae (Smith and Devendec, 2023)
	V. parahaemolyticus (Bourdonnais, 2024)
	Vibrio spp. (Uhland 2012)
	V. harveyi  (Lim 2016)
	V. anguillarum (Smith, 2023)
	Photobacterium damselae (KWON, 2016)
	E. Tarda (Lim 2016)
	L. garvieae (Rosário, 2024)
	Pseudomonas spp. (Nadella, 2024)
	Staphylococcus spp. (Nadella, 2024)
	Streptococcus suis (Dechêne-Tempier, 2023)
	S. agalactiae (Leal, 2023)
	S. dysgalactiae (Leal, 2023)
	Shewanella spp. (Paździor, 2019)

	Amoxicillin (10 µg)
	≥14
	 
	≥ 18 
	 
	 ≥ 10 
	 
	 
	 ≥ 10 
	≥16
	≥11
	 
	 
	 
	≥30
	 
	 

	Amoxicillin + Clavulanic acid (30 µg)
	≥9
	 
	≥ 18 
	≥19
	 ≥ 14 
	 
	 
	 ≥ 14 
	 
	≥22
	 
	 
	≥22
	≥22
	 
	 

	Penicilin G (10 units)
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	≥19
	 
	 
	 

	Ampicillin (10 µg)
	≥11
	 
	≥ 19 
	 
	 
	 
	 
	 
	≥16
	 
	 
	 
	≥23
	 
	 
	 

	Ceftaxidime (30 µg)
	≥22 (Wu, 2011)
	 
	≥ 24 
	≥23
	 
	 
	 
	 
	 
	 
	≥16 (Hombach, 2018)
	 
	 
	 
	 
	 

	Cefepime (30 µg)
	 
	 
	≥ 27 
	 
	 ≥ 16 
	 
	 
	 ≥ 16 
	 
	 
	≥18  (Hombach, 2018)
	 
	 
	 
	 
	 

	Cephalexin (30 µg)
	≥10
	 
	 
	 
	 
	 
	 
	≥13
	 
	 
	 
	 
	 
	 
	 
	 

	Cefotaxime (30 g)
	≥27 (Wu, 2011)
	 
	≥ 31 
	≥27
	 ≥ 29 
	 
	 
	 ≥ 29 
	 
	 
	 
	 
	≥24
	 
	 
	 

	Ceftiofur (30 µg)
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	≥24
	 
	 
	 

	Cefotaxime + Clavulanic acid (30 µg/10µg)
	≥27 (Wu, 2011)
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 

	Amikacin (30 µg)
	 
	 
	≥ 18 
	 
	 
	 
	 
	 
	 
	 
	≥18  (Hombach, 2018)
	 
	 
	 
	 
	 

	Streptomycin (10  µg)
	≥ 20 (Smith, 2012)
	 
	≥ 13 
	≥10
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 

	Gentamicin (10 µg)
	≥ 18 (Smith, 2012)
	≥19
	≥ 16 
	≥14
	 ≥ 7 
	<6
	≥19 
	≥13
	≥18
	 
	≥15  (Hombach, 2018)
	 
	≥23
	 
	 
	 

	Kanamycin (30 µg)
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 

	Ciprofloxacin (5 µg)
	≥ 20 
	 
	≥ 31 
	≥20
	≥23.32 (Nadella, 2024)
	 
	 
	 
	 
	 
	≥23.32
	≥23.32
	 
	 
	 
	 

	Enrofloxacin (5 µg)
	≥ 31 
	≥32
	 
	 
	 ≥ 20 
	≥14
	 
	 
	≥16
	 
	 
	 
	≥18
	 
	 
	 

	Norfloxacin (10 g)
	 
	 
	≥ 28 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	≥13
	 
	 
	 

	Oxolinic acid (2 µg)
	≥32 (Smith, 2024)
	≥26
	 
	 
	 ≥ 14 
	≥13
	≥24 
	≥22
	≥12
	 
	 
	 
	 
	 
	 
	≥29

	Nalidixic acid
	 
	 
	≥ 29 
	≥22
	 ≥19 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 

	Oxytetracycline (30 µg)
	≥ 21 (Smith, 2012)
	≥23
	 
	 ≥ 29 
	 ≥ 29 
	≥23
	≥24 
	 ≥ 29 
	≥27
	≥10
	≥9.05
	≥9.05
	 
	≥19
	 
	≥27

	Doxycycline (30 µg)
	≥ 13
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	≥12
	 
	 

	Tetracycline (30 µg)
	 ≥ 28 (Smith, 2012)
	 
	≥ 23 
	≥22
	 ≥ 20 
	 
	 
	 
	 
	 
	 
	 
	 
	≥20
	≥21
	 

	Chloramphenicol (30 µg)
	≥ 35 (Smith, 2012)
	 
	≥ 24 
	≥26
	≥19.48 (Nadella, 2024)
	≥24
	 
	 
	≥29
	 
	≥19.48
	≥19.48
	≥19
	 
	 
	 

	Florfenicol (30 µg)
	 ≥ 35 (Smith, 2012)
	≥25
	≥ 27 
	 
	≥24 
	≥26
	 
	≥27
	≥31
	≥12
	 
	 
	≥21
	≥23
	 
	≥26

	Clindamycin (2 µg)
	 
	 
	 
	 
	≥16 
	 
	 
	≥16 
	 
	 
	 
	 
	≥20
	 
	 
	 

	Colistine sulphate (10 µg)
	 
	 
	 
	 
	≥8 
	 
	 
	≥8 
	 
	 
	 
	 
	 
	 
	 
	 

	Trimethoprim/Sulfamethoxazole (25 µg)
	 ≥ 26 (Smith, 2012)
	≥19
	≥ 24 
	≥19
	 ≥21 
	≥15
	≥26 
	≥28
	≥12
	≥17
	 
	 
	≥17
	≥17
	 
	≥19

	Sulfonamide (300 µg)
	 
	 
	 
	 ≥ 28 
	 ≥ 28 
	 
	 
	 ≥ 28 
	≥9
	 
	 
	 
	 
	 
	 
	 


Red font data was the cut-off values determined by this study using the normalized resistance interpretation (NRI) methodology



















Table S7: Antimicrobial Resistance (AMR) Gene Family Intersection Analysis by UpSetR
	Type of AMR gene family
	Number of family
	AMR gene family a

	Shared gene across the bacterial isolates
	30
	major facilitator superfamily (MFS) antibiotic efflux pump
ATP-binding cassette (ABC) antibiotic efflux pump
glycopeptide resistance gene cluster
resistance-nodulation-cell division (RND) antibiotic efflux pump
AAC(6')
Llm 23S ribosomal RNA methyltransferase
Erm 23S ribosomal RNA methyltransferase
antibiotic-resistant murA transferase
Penicillin-binding protein mutations conferring resistance to beta-lactam antibiotics
streptogramin vat acetyltransferase
multidrug and toxic compound extrusion (MATE) transporter
non-erm 23S ribosomal RNA methyltransferase (A1067)
antibiotic-resistant isoleucyl-tRNA synthetase (ileS)
undecaprenyl pyrophosphate related proteins
vanH
polymyxin resistance operon
tetracycline-resistant ribosomal protection protein
Van ligase
pmr phosphoethanolamine transferase
trimethoprim resistant dihydrofolate reductase dfr
Miscellaneous ABC-F subfamily ATP-binding cassette ribosomal protection proteins
Cfr 23S ribosomal RNA methyltransferase
sulfonamide resistant sul
elfamycin resistant EF-Tu
rifampin phosphotransferase
antibiotic resistant fusA
rifamycin-resistant beta-subunit of RNA polymerase (rpoB)
fluoroquinolone resistant gyrB
daptomycin resistant cls
fluoroquinolone resistant gyrA

	Unique to Gram-negative bacteria (Aeromonas spp. and V. vulnificus)
	7
	Quinolone resistance protein (qnr)

	
	
	General Bacterial Porin with reduced permeability to peptide antibiotics

	
	
	MCR phosphoethanolamine transferase

	
	
	Rifampin monooxygenase

	
	
	Macrolide esterase

	
	
	ampR transcriptional regulator with mutation conferring resistance to monobactam antibiotics

	
	
	Outer Membrane Porin (Opr)

	Unique to V. vulnificus
	6
	CAR beta-lactamase

	
	
	Fluoroquinolone resistant parE

	
	
	Lipid A phosphatase

	
	
	Nitroimidazole reductase

	
	
	Ribosomal protein mutation conferring resistance to pleuromutilin antibiotics

	
	
	Subclass B1 Vibrio cholerae varG beta-lactamase

	Unique to Aeromonas spp.
	3
	Daptomycin resistant liaR

	[bookmark: _Hlk181619503]
	
	Small multidrug resistance (SMR) antibiotic efflux pump

	
	
	[bookmark: _Hlk181619536]OXA beta-lactamase

	Unique to S. suis
	6
	PAC beta-lactamase 

	
	
	VanZ 

	

	
	PNGM beta-lactamase

	
	
	ECF transporter S component

	
	
	Edeine acetyltransferase

	
	
	GOB beta-lactamase

	Unique to S. agalactiae
	4
	ANT(6)

	
	
	BlaB beta-lactamase

	
	
	Antibiotic resistant gidB

	
	
	VanK

	Absent in S. suis
	4
	PDC beta-lactamase

	
	
	Fosfomycin thiol transferase

	
	
	kdpDE

	
	
	NmcA beta-lactamase

	Absent in S. agalactiae
	2
	chloramphenicol acetyltransferase (CAT)

	
	
	antibiotic resistant ndh




aAMR gene family base on Antibiotic Resistance Ontology (ARO) term of CARD

Table S8: MALDI-TOF Scores and Confidence Level Table
	Organism
	Score Range
	Confidence Level

	Aeromonas caviae
	2.20–2.31
	Genus to Probable Species / Some Highly Probable

	Aeromonas diversa
	2.37–2.55
	Highly Probable Species Identification

	Aeromonas hydrophila
	2.06–2.58
	Genus to Highly Probable Species

	Aeromonas ichthiosmia
	2.17–2.32
	Genus to Highly Probable Species

	Aeromonas jandaei
	2.01–2.63
	Genus to Highly Probable Species

	Aeromonas molluscorum
	2.00–2.29
	Secure Genus, Probable Species

	Aeromonas punctata
	2.53–2.60
	Highly Probable Species Identification

	Aeromonas schubertii
	2.25–2.66
	Probable to Highly Probable Species

	Aeromonas veronii
	2.02–2.67
	Genus to Highly Probable Species

	Edwardsiella tarda
	2.20–2.37
	Genus to Highly Probable Species

	Streptococcus agalactiae
	2.17–2.49
	Genus to Highly Probable Species

	Streptococcus dysgalactiae
	2.17–2.33
	Genus to Highly Probable Species

	Streptococcus iniae
	2.29
	Probable to Highly Probable Species

	Streptococcus suis
	2.28–2.35
	Probable to Highly Probable Species

	Lactococcus lactis
	2.33–2.35
	Highly Probable Species Identification

	Lactococcus garvieae
	2.18–2.37
	Genus to Highly Probable Species

	Pseudomonas sp.
	2.20–2.38
	Genus to Highly Probable Species

	Vibrio harveyi
	2.02–2.30
	Genus to Highly Probable Species

	Photobacterium damselae
	1.81–2.13
	Probable Genus to Probable Species

	Vibrio vulnificus
	2.06–2.56
	Genus to Highly Probable Species

	Vibrio navarrensis
	2.04–2.08
	Secure Genus, Probable Species

	Vibrio parahaemolyticus
	1.75–2.21
	Probable Genus to Probable Species

	Vibrio alginolyticus
	1.89–2.11
	Probable Genus to Probable Species

	Vibrio brasiliensis
	1.74–1.86
	Not Reliable to Probable Genus

	Vibrio fluvialis
	1.85–2.23
	Probable Genus to Probable Species


*2.300 – 3.000 → Highly probable species identification; 2.000 – 2.299 → Secure genus identification, probable species identification; 1.700 – 1.999 → Probable genus identification only; < 1.700 → Not reliable identification (Normand, Cassagne et al. 2017)

