
59
.1

2k
b

60
.3

1k
b

61
.5

1k
b

62
.7

1k
b

63
.9

kb

65
.1

kb

2021-TE-319475-1-2
2021-TE-311563-1-1
2021-TE-311610-1-1
2015-TE-31913-1-1
2015-TE-22660-1-1
2015-TE-31914-1-1
2015-TE-34108-1-1
2016-TE-22224-1-1

2018-AZ-4603-1-10
GCA_000370905.1_81_8
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hypothetical protein
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hypothetical protein
helix-turn-helix transcriptional regulator
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hypothetical protein
SANT/Myb-like DNA-binding domain-containing
hypothetical protein
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hypothetical protein
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winged helix-turn-helix domain-containing protein
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YfjI family protein
toprim domain-containing protein
hypothetical protein
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AlpA family transcriptional regulator
hypothetical protein
site-specific integrase
hypothetical protein

Gene products missing in 
2015-TE-19204-2-1 and 
2015-TE-18898-1-1

Supplementary Figure 2. Comparison of pangenome in B. ovis strains. The analysis of pangenomes of 30 strains of B. ovis was performed with Panaroo.
The visualisation was created using Phandango. The gene product of a missing genome segment in two strains isolated in Itlay are listed in the box.


