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Figure S1. Bar plots represent the results of GO (A) and KEGG (B) enrichment analysis of down-regulated DEGs in PLA T2 vs. T0. The X axis reports the number of DEGs representing each pathway. The color gradient corresponds to the level of significance, adjusted with the Benjamini-Hochberg method.
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[bookmark: _GoBack]Figure S2. Bar plots represent the results of GO (A) and KEGG (B) enrichment analysis of down-regulated DEGs in SPI T2 vs. T0. The X axis reports the number of DEGs representing each pathway. The color gradient corresponds to the level of significance, adjusted with the Benjamini-Hochberg method.














Table S1. Sequencing and mapping results of PLA and SPI blood samples. The table reports the sequenced RNA-seq libraries, including for each of them: i) the number of raw reads obtained; ii) the number of reads after trimming and rRNA removal; iii) the number of mapped reads.

	[bookmark: _Hlk170224276]Sample
	Nr. raw reads
	Nr. reads after trimming and rRNA removal
	Nr. reads mapping

	Dog_PLA1_T0
	30,362,517
	25,899,990
	12,956,243

	Dog_PLA1_T1
	29,110,120
	25,519,833
	13,007,224

	Dog_PLA1_T2
	29,823,146
	26,277,592
	13,745,289

	Dog_PLA2_T0
	26,116,330
	22,865,270
	12,060,996

	Dog_PLA2_T1
	27,547,717
	24,211,833
	12,719,701

	Dog_PLA2_T2
	30,155,654
	26,444,177
	13,000,062

	Dog_PLA3_T0
	27,927,928
	24,961,281
	12,264,759

	Dog_PLA3_T1
	31,403,271
	27,866,757
	14,990,064

	Dog_PLA3_T2
	28,173,321
	24,058,693
	12,438,638

	Dog_PLA4_T0
	32,301,872
	27,012,935
	11,944,478

	Dog_PLA4_T1
	27,377,868
	23,195,841
	10,065,121

	Dog_PLA4_T2
	31,343,360
	25,942,392
	11,277,252

	Dog_PLA5_T0
	29,239,383
	25,051,541
	12,952,377

	Dog_PLA5_T1
	26,165,284
	23,045,305
	12,296,769

	Dog_PLA5_T2
	28,743,078
	25,314,487
	13,173,937

	Dog_PLA6_T0
	28,430,480
	24,438,464
	12,230,559

	Dog_PLA6_T1
	28,167,617
	25,521,244
	13,041,164

	Dog_PLA6_T2
	29,813,678
	25,631,201
	12,962,246

	Dog_SPI1_T0
	26,011,193
	22,813,305
	10,953,554

	Dog_SPI1_T1
	27,374,254
	24,039,126
	11,314,064

	Dog_SPI1_T2
	23,743,723
	21,447,464
	10,974,934

	Dog_SPI2_T0
	30,239,883
	26,145,724
	13,156,310

	Dog_SPI2_T1
	26,936,632
	23,418,609
	11,810,596

	Dog_SPI2_T2
	25,615,281
	22,235,931
	11,493,847

	Dog_SPI3_T0
	30,972,930
	26,011,749
	12,158,673

	Dog_SPI3_T1
	26,410,464
	23,441,548
	11,345,243

	Dog_SPI3_T2
	27,539,219
	24,323,337
	9,648,900

	Dog_SPI4_T0
	27,877,714
	24,554,028
	12,088,037

	Dog_SPI4_T1
	29,979,022
	25,905,035
	13,777,692

	Dog_SPI4_T2
	26,111,858
	23,047,373
	11,264,984

	Dog_SPI5_T0
	26,265,818
	23,556,936
	12,547,832

	Dog_SPI5_T1
	28,359,187
	25,447,585
	14,317,732

	Dog_SPI5_T2
	29,032,693
	25,130,906
	13,804,387

	Dog_SPI6_T0
	30,898,777
	26,981,786
	13,373,996

	Dog_SPI6_T1
	30,562,087
	26,524,835
	13,293,921

	Dog_SPI6_T2
	29,469,803
	25,185,238
	12,430,197

	
	
	
	

	Mean
	28,488,977
	24,818,593
	12,413,383




[bookmark: _Hlk212724017][bookmark: _Hlk212723709]Table S4. Daily dosage of Spirulina according to body weight. The amount of Spirulina administered per day was expressed in grams per day (g/day) and as the corresponding number of tablets.
	Body weight (kg)
	Daily dosage (g/day)
	Tablets (n)

	10-14 kg
	0.8 g/d
	2 tablets

	15-20 kg
	1.2 g/d
	3 tablets

	21-27 kg
	1.6 g/d
	4 tablets

	28-35 kg
	2.0 g/d
	5 tablets

	>35 kg
	2.4 g/d
	6 tablets
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