	Supplementary Table 2. Summary of the overall and cluster statistics for sperm DNA damage, chromatin condensation and chromatin protamination for Landrace and Large White breeds. 
** and * indicate differences between breeds at the 0.01 and 0.05 levels, respectively.
 
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	
	
	

	
	Landrace
	
	
	
	Large White
	
	
	

	
	Mean ± Standard deviation
	95% Confidence interval
	
	Mean ± Standard deviation
	95% Confidence interval
	
	P-value

	DNA damage
	
	
	
	
	
	
	
	
	
	
	

	Global DNA damage, %Tail DNA
	48.30
	±
	9.61
	(44.33 - 52.27)
	
	42.78
	±
	11.93
	(36.42 - 49.14)
	
	0.112

	Cells with Low global DNA damage, %
	53.57
	±
	25.30
	(0.43 - 0.64)
	
	70.97
	±
	26.67
	(0.57 - 0.85)
	
	0.015*

	Cells with increased global DNA damage, %
	46.43
	±
	25.30
	(0.36 - 0.57)
	
	29.03
	±
	26.67
	(0.15 - 0.43)
	
	0.015*

	
	
	
	
	
	
	
	
	
	
	
	

	Cells with double strand breaks, %
	1.07
	±
	1.22
	(0.01 - 0.02)
	
	1.13
	±
	1.03
	(0.01 - 0.02)
	
	0.628

	
	
	
	
	
	
	
	
	
	
	
	

	Chromatin condensation
	
	
	
	
	
	
	
	
	
	
	

	DBB fluorescence intensity, arbitrary units
	101233.88
	±
	16509.31
	(94419.17 - 108048.59)
	
	75739.68
	±
	16121.86
	(67148.94 - 84330.41)
	
	<0.001**

	DBB Cluster 1, %
	38.04
	±
	10.22
	(0.34 - 0.42)
	
	56.27
	±
	15.02
	(0.48 - 0.64)
	
	<0.001**

	DBB Cluster 2, %
	44.87
	±
	6.65
	(0.42 - 0.48)
	
	37.28
	±
	11.86
	(0.31 - 0.44)
	
	0.016*

	DBB Cluster 3, %
	15.40
	±
	5.49
	(0.13 - 0.18)
	
	5.87
	±
	3.66
	(0.04 - 0.08)
	
	<0.001**

	DBB Cluster 4, %
	1.70
	±
	0.59
	(0.01 - 0.02)
	
	0.58
	±
	0.42
	(0.00 - 0.01)
	
	<0.001*

	
	
	
	
	
	
	
	
	
	
	
	

	Chromatin protamination
	
	
	
	
	
	
	
	
	
	
	

	CMA3 fluorescence intensity, arbitrary units
	2319.44
	±
	436.64
	(2139.21 - 2499.67)
	
	2040.91
	±
	487.64
	(1781.06 - 2300.75)
	
	0.012*

	CMA3 Cluster 1, %
	3.61
	±
	3.74
	(0.02 - 0.05)
	
	2.70
	±
	2.66
	(0.01 - 0.04)
	
	0.087

	CMA3 Cluster 2, %
	35.16
	±
	19.35
	(0.27 - 0.43)
	
	53.28
	±
	21.21
	(0.42 - 0.65)
	
	0.004**

	CMA3 Cluster 3, %
	40.14
	±
	13.27
	(0.35 - 0.46)
	
	29.01
	±
	12.38
	(0.22 - 0.36)
	
	0.008**

	CMA3 Cluster 4, %
	16.31
	±
	7.76
	(0.13 - 0.20)
	
	12.33
	±
	13.56
	(0.05 - 0.20)
	
	0.014*

	CMA3 Cluster 5, %
	4.62
	±
	3.06
	(0.03 - 0.06)
	
	2.57
	±
	2.52
	(0.01 - 0.04)
	
	0.019*

	CMA3 Cluster 6, %
	0.16
	±
	0.10
	(0.00 - 0.00)
	
	0.12
	±
	0.10
	(0.00 - 0.00)
	
	0.121




