Supplementary Table 3. Summary statistics of the different sperm DNA parameters in semen samples collected in each month, including their b-estimates and p-values from the mixed linear regression models. ** and * indicate differences between breeds at the 0.01 and 0.05 levels, respectively.


	
	
	Mixed Linear Regression model
	
	January
	                     March

	
	
	P-value
	
	Mean
	±
	Standard deviation
	b estimate
	P-value
	Mean
	±
	Standard deviation
	b estimate
	P-value

	Global DNA damage, %Tail DNA
	0.004**
	
	45.58
	±
	15.51
	14.646
	0.111
	42.22
	±
	9.53
	6.532
	0.336

	Cells with double strand breaks, %
	0.043*
	
	1.08
	±
	1.21
	0.000
	0.983
	1.59
	±
	2.08
	0.002
	0.898

	Cells with increased DNA damage, %
	0.006**
	
	39.84
	±
	36.65
	0.291
	0.194
	26.58
	±
	25.03
	0.089
	0.609

	CMA3 fluorescence intensity, arbitrary units
	0.463
	
	2103.81
	±
	575.34
	610.225
	0.196
	2275.06
	±
	767.66
	-137.786
	0.749

	DBB fluorescence intensity, arbitrary units
	0.288
	
	61833.21
	±
	12738.06
	3443.692
	0.725
	55140.97
	±
	16745.07
	-1302.719
	0.895

	CMA3 Cluster 1, %
	0.543
	
	2.90
	±
	3.61
	-0.017
	0.544
	4.19
	±
	6.33
	0.025
	0.441

	CMA3 Cluster 2, %
	0.028*
	
	47.92
	±
	26.15
	-0.304
	0.954
	41.29
	±
	28.99
	0.024
	0.878

	CMA3 Cluster 3, %
	0.126
	
	34.05
	±
	17.56
	0.159
	0.211
	34.17
	±
	19.24
	-0.050
	0.652

	CMA3 Cluster 4, %
	0.037*
	
	12.59
	±
	14.83
	0.138
	0.223
	14.69
	±
	12.16
	0.001
	0.991

	CMA3 Cluster 5, %
	0.608
	
	2.43
	±
	2.67
	0.024
	0.116
	5.46
	±
	6.78
	0.000
	0.989

	CMA3 Cluster 6, %
	0.222
	
	0.12
	±
	0.06
	0.000
	0.102
	0.21
	±
	0.27
	0.000
	0.877

	DBB Cluster 1, %
	0.100
	
	42.06
	±
	18.82
	0.059
	0.537
	48.84
	±
	20.46
	0.062
	0.522

	DBB Cluster 2, %
	0.032*
	
	43.97
	±
	13.06
	-0.052
	0.422
	37.68
	±
	12.88
	-0.079
	0.206

	DBB Cluster 3, %
	0.584
	
	12.68
	±
	7.52
	-0.016
	0.712
	11.82
	±
	8.20
	0.006
	0.895

	DBB Cluster 4, %
	0.395
	
	1.28
	±
	0.71
	0.001
	0.846
	1.66
	±
	1.30
	0.003
	0.548

	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	
	
	

June
	            

September

	
	
	
	
	Mean
	±
	Standard deviation
	b estimate
	P-value
	Mean
	±
	Standard deviation
	b estimate
	P-value

	Global DNA damage, %Tail DNA
	
	
	49.45
	±
	9.92
	9.370
	0.167
	54.54
	±
	8.56
	23.775
	0.004**

	Cells with double strand breaks, %
	
	
	0.46
	±
	0.76
	-0.004
	0.709
	1.47
	±
	1.53
	0.012
	0.294

	Cells with increased DNA damage, %
	
	
	46.92
	±
	29.92
	0.135
	0.443
	60.77
	±
	23.82
	0.568
	0.009**

	CMA3 fluorescence intensity, arbitrary units
	
	
	2384.60
	±
	465.11
	536.300
	0.199
	2397.37
	±
	461.22
	600.425
	0.180

	DBB fluorescence intensity, arbitrary units
	
	
	56255.80
	±
	15051.51
	-8423.319
	0.345
	63729.17
	±
	10303.84
	1376.142
	0.872

	CMA3 Cluster 1, %
	
	
	3.00
	±
	4.61
	-0.018
	0.522
	1.82
	±
	1.66
	-0.005
	0.841

	CMA3 Cluster 2, %
	
	
	32.08
	±
	25.91
	-0.296
	0.069
	30.31
	±
	23.32
	-0.297
	0.037*

	CMA3 Cluster 3, %
	
	
	42.77
	±
	17.12
	0.203
	0.093
	45.37
	±
	14.63
	0.120
	0.312

	CMA3 Cluster 4, %
	
	
	17.57
	±
	10.65
	0.082
	0.140
	17.41
	±
	9.20
	0.129
	0.041*

	CMA3 Cluster 5, %
	
	
	4.42
	±
	3.38
	0.031
	0.234
	4.94
	±
	3.65
	0.052
	0.088

	CMA3 Cluster 6, %
	
	
	0.16
	±
	0.09
	0.001
	0.090
	0.15
	±
	0.10
	0.001
	0.111

	DBB Cluster 1, %
	
	
	45.83
	±
	18.48
	0.139
	0.078
	35.78
	±
	12.11
	-0.005
	0.946

	DBB Cluster 2, %
	
	
	41.47
	±
	12.19
	-0.102
	0.032*
	47.32
	±
	6.75
	-0.001
	0.969

	DBB Cluster 3, %
	
	
	11.57
	±
	9.57
	-0.048
	0.264
	15.51
	±
	8.31
	-0.005
	0.915

	DBB Cluster 4, %
	
	
	1.14
	±
	0.79
	-0.001
	0.889
	1.40
	±
	1.08
	0.003
	0.673

	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	
	
	


December
	
	
	
	
	

	
	
	
	
	Mean
	±
	Standard deviation
	b estimate
	P-value
	
	
	
	
	

	Global DNA damage, %Tail DNA
	
	
	42.47
	±
	10.55
	0.000
	1.000
	
	
	
	
	

	Cells with double strand breaks, %
	
	
	1.28
	±
	1.81
	0.000
	1.000
	
	
	
	
	

	Cells with increased DNA damage, %
	
	
	27.99
	±
	24.56
	0.000
	1.000
	
	
	
	
	

	CMA3 fluorescence intensity, arbitrary units
	
	
	2180.05
	±
	640.95
	0.000
	1.000
	
	
	
	
	

	DBB fluorescence intensity, arbitrary units
	
	
	61521.41
	±
	13566.98
	0.000
	1.000
	
	
	
	
	

	CMA3 Cluster 1, %
	
	
	3.50
	±
	4.20
	0.000
	1.000
	
	
	
	
	

	CMA3 Cluster 2, %
	
	
	37.99
	±
	32.36
	0.000
	1.000
	
	
	
	
	

	CMA3 Cluster 3, %
	
	
	37.97
	±
	20.78
	0.000
	1.000
	
	
	
	
	

	CMA3 Cluster 4, %
	
	
	16.49
	±
	12.63
	0.000
	1.000
	
	
	
	
	

	CMA3 Cluster 5, %
	
	
	3.92
	±
	3.57
	0.000
	1.000
	
	
	
	
	

	CMA3 Cluster 6, %
	
	
	0.12
	±
	0.11
	0.000
	1.000
	
	
	
	
	

	DBB Cluster 1, %
	
	
	39.16
	±
	11.99
	0.000
	1.000
	
	
	
	
	

	DBB Cluster 2, %
	
	
	44.62
	±
	5.80
	0.000
	1.000
	
	
	
	
	

	DBB Cluster 3, %
	
	
	14.79
	±
	7.36
	0.000
	1.000
	
	
	
	
	

	DBB Cluster 4, %
	
	
	1.43
	±
	0.86
	0.000
	1.000
	
	
	
	
	



