
	Supplementary Table 4. Multivariate models generated using sperm DNA parameters to explain fertility outcomes, in terms of farrowing rate (A) and litter size (B), of Landrace and Large White males. The models differ according to whether they include the main parameters or the cluster variables. 
*indicates differences between breeds at the 0.05 level.



	
	
	
	
	
	
	
	
	

	A. FARROWING RATE
	
	
	
	
	
	
	

	Main parameters
	
	
	
	
	
	
	

	
	
	Landrace
	
	
	
	Large White
	
	

	
	Parameter
	b estimate
	95% Confidence Interval for b
	P-value
	 
	b estimate
	95% Confidence Interval for b
	P-value

	
	Global DNA damage, %Tail DNA
	0.06
	(-0.02 - 0.14)
	0.149
	
	-0.1
	(-0.33 - 0.12)
	0.328

	
	Cells with doule strand breaks, %
	-21.37
	(-88.55 - 45.81)
	0.515
	
	-314.23
	(-691.57 - 63.11)
	0.094

	
	CMA3 fluorescence intensity, arbitrary units
	0
	(0.000 - 0.004)
	0.016* 
	
	0
	(-0.005 - 0.006)
	0.828

	
	DBB fluorescence intensity, arbitrary units
	0
	(0.000 - 0.000)
	0.978
	
	0
	(-0.001 - 0.000)
	0.09

	
	Constant
	-8.01
	(-17.38 - 1.36)
	0.09
	
	26.04
	(-6.14 - 58.21)
	0.102

	
	
	
	
	
	
	
	
	

	Clusters
	
	
	
	
	
	
	
	

	
	
	Landrace
	
	
	
	Large White
	
	

	
	Parameter
	b estimate
	95% Confidence Interval for b
	P-value
	 
	b estimate
	95% Confidence Interval for b
	P-value

	
	Cells with increased DNA damage, %
	-0.42
	(-3.32 - 2.48)
	0.763
	
	-6.82
	(-22.24 - 8.60)
	0.321

	
	CMA3 Cluster 1, %
	4.57
	(-22.31 - 31.44)
	0.722
	
	-70.94
	(-440.56 - 298.67)
	0.655

	
	CMA3 Cluster 3, %
	1.26
	(-8.44 - 10.95)
	0.786
	
	-10.39
	(-53.15 - 32.38)
	0.574

	
	CMA3 Cluster 4, %
	30.48
	(7.41 - 53.54)
	0.013*
	
	11.68
	(-60.60 - 83.96)
	0.706

	
	CMA3 Cluster 5, %
	-53.36
	(-143.29 - 36.58)
	0.225
	
	-1.79
	(-658.21 - 654.63)
	0.995

	
	CMA3 Cluster 6, %
	-97.66
	(-1218.35 – 1023.03)
	0.855
	
	941.9
	(-6150.70 – 8034.50)
	0.756

	
	DBB Cluster 2, %
	12.03
	(0.60 - 23.46)
	0.040*
	
	-22.44
	(-73.28 - 28.41)
	0.322

	
	DBB Cluster 3, %
	-9.6
	(-31.51 - 12.32)
	0.366
	
	-50.19
	(-541.43 - 441.04)
	0.811

	
	DBB Cluster 4, %
	45.54
	(-187.96 - 279.03)
	0.684
	
	741.8
	(-2730.75 – 4214.35)
	0.62

	
	Constant
	-7.51
	(-15.43 - 0.40)
	0.061
	
	12.73
	(-12.00 - 37.45)
	0.255

	

B. LITTER SIZE
	
	
	
	
	
	
	

	Main parameters
	
	
	
	
	
	
	

	
	
	Landrace
	
	
	
	Large White
	
	

	
	Parameter
	b estimate
	95% Confidence Interval for b
	P-value
	 
	b estimate
	95% Confidence Interval for b
	P-value

	
	Global DNA damage, %Tail DNA
	0.01
	(-0.01 – 0.02)
	0.54
	
	-0.02
	(-0.05 – 0.01)
	0.152

	
	Cells with double strand breaks, %
	-16.71
	(-31.06 - -2.36)
	0.025*
	
	-53.08
	(-97.82 - -8.35)
	0.024*

	
	CMA3 fluorescence intensity, arbitrary units
	0
	(0.000 – 0.001)
	0.485
	
	0
	(0.000 – 0.001)
	0.605

	
	DBB fluorescence intensity, arbitrary units
	0
	(0.000 – 0.000)
	0.093
	
	0
	(0.000 – 0.000)
	0.028*

	
	Constant
	0.98
	(-1.02 – 2.98)
	0.319
	
	4.03
	(0.22 – 7.84)
	0.040*

	
	
	
	
	
	
	
	
	

	Clusters
	
	
	
	
	
	
	
	

	
	
	Landrace
	
	
	
	Large White
	
	

	
	Parameter
	b estimate
	95% Confidence Interval for b
	P-value
	 
	b estimate
	95% Confidence Interval for b
	P-value

	
	Cells increased high DNA damage, %
	-0.14
	(-0.95 - 0.67)
	0.716
	
	-0.43
	(-2.75 - 1.90)
	0.67

	
	CMA3 Cluster 1, %
	4.97
	(-2.53 - 12.47)
	0.178
	
	-22.4
	(-78.13 - 33.33)
	0.363

	
	CMA3 Cluster 3, %
	1.33
	(-1.38 - 4.03)
	0.312
	
	-2.28
	(-8.72 - 4.17)
	0.421

	
	CMA3 Cluster 4, %
	-1.52
	(-7.96 - 4.92)
	0.622
	
	2.95
	(-7.95 - 13.85)
	0.533

	
	CMA3 Cluster 5, %
	9.27
	(-15.83 - 34.36)
	0.444
	
	-22.63
	(-121.60 - 76.35)
	0.596

	
	CMA3 Cluster 6, %
	-158.03
	(-470.76 - 154.69)
	0.298
	
	500.49
	(-568.91 – 1569.89)
	0.296

	
	DBB Cluster 2, %
	0.26
	(-2.93 - 3.45)
	0.863
	
	-1.65
	(-9.31 - 6.02)
	0.618

	
	DBB Cluster 3, %
	-0.83
	(-6.94 - 5.29)
	0.777
	
	12.23
	(-61.83 - 86.30)
	0.7

	
	DBB Cluster 4, %
	-0.33
	(-65.49 - 64.82)
	0.991
	
	-87.25
	(-610.83 - 436.34)
	0.698

	
	Constant
	-0.21
	(-2.42 - 2.00)
	0.84
	
	1.48
	(-2.25 - 5.21)
	0.369



