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Supplementary Figures

Figure 1: The local sensitivity analysis of the SPH species to the highly significant parameters.
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Figure 2: The local sensitivity analysis of the S1P species to the highly significant parameters.

Figure 3: The local sensitivity analysis of the SM species to the highly significant parameters.
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Figure 4: The variance decomposition of the sphingosine concentration into components steaming from all
model reactions. The red lines denotes the averages variance components of the investigated species. The
red bars denotes the variance components that exceed the threshold of 110% of average.

3



Figure 5: The variance decomposition of the sphingosine-1-phosphate concentration into components steam-
ing from all model reactions. The red lines denotes the averages variance components of the investigated
species. The red bars denotes the variance components that exceed the threshold of 110% of average.
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Figure 6: The variance decomposition of the sphingomyeline concentration into components steaming from
all model reactions. The red lines denotes the averages variance components of the investigated species. The
red bars denotes the variance components that exceed the threshold of 110% of average.
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No. Species
Initial
concentrations
(nmol/mg)

1 GA.C1P 0,0015
2 OM.C1P 0,0025
3 ER.CER 0,0046
4 IM.CER 0,0023
5 L.CER 0,0025
6 GA.CER 0,0018
7 GACF.CER 0,0015
8 M.CER 0,0044
9 N.CER 0,002
10 OM.CER 0,0024
11 GA.GluCER 0,0017
12 GACF.GluCER 0,0037
13 L.GSL 0,0012
14 GA.GSL 0,0018
15 OM.GSL 0,0122
16 GA.LacCer 0,0017
17 Cell.S1P 0,0003
18 ER.S1P 0,0012
19 IM.S1P 0,0006
20 GA.S1P 0,0007
21 M.S1P 0,001
22 N.S1P 0,0011
23 OM.S1P 0,0005
24 ER.SM 0,1613
25 IM.SM 0,1331
26 L.SM 0,1002
27 GA.SM 0,1234
28 N.SM 0,0121
29 OM.SM 0,6287
30 Cell.SPH 0,0012
31 ER.SPH 0,0039
32 IM.SPH 0,0019
33 L.SPH 0,0016
34 GA.SPH 0,0019
35 M.SPH 0,0032
36 N.SPH 0,0041
37 OM.SPH 0,0018

Table 2: Initial values of species in stationary state - homeostasis level
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Additional files

SBML Ceramide methabolism homeostaza.xml: SMBL file with the homoeostasis model.

SBML Ceramide methabolism AD.xml: SMBL file with the model implementation of AD.
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