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	Sequence identity
	Training set (37,647 proteins)
	Independent testing set (32,429 proteins)

	
	Positive data
	Negative data
	Positive data
	Negative data

	Original dataset
	128,026
	1,317,734
	139,950
	1,109,432

	90%
	119,552
	1,197,052
	118,232
	978,864

	80%
	102,197
	899,692
	96,648
	814,739

	70%
	83,887
	674,564
	80,229
	581,144

	60%
	56,952
	335,961
	47,387
	289,249

	50%
	32,999
	212,427
	26,612
	199,004

	40%
	19,006
	115,452
	14,211
	98,772

	30%
	5,438
	12,663
	3,732
	10,664




