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(Sensitivity) TPR:
TP/(TP+FN)
(Specificity)TNR:
TN/(TN+FP)
FPR:
FP/(FP+TN) or 1-
FNR:
FN/(FN+TP)
(Precision) PPV:
TP/(TP+FP)
F measure:
2*(PPV*TPR)/(PPV+TPR)
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Definitions of performance measures
Table 
S1
:
Confusion matrix showing the number of patients predicted to be in a class and actual number of patients in that class. As an example value “a” shows the number of patients correctly predicted to be in Cluster 1. And value “b” shows the number of patients that are predicted to be in Cluster 1, but they belong to Cluster 2 in reality.
Shows the definition of basic measures, which are used to 
calculate performance measures.
Shows the equations to be used to calculate performance measures.
)




[image: ]
Figure S1: Basis matrix (W)

[bookmark: _GoBack]Basis matrix (W), which is in size of , is one of the output of the non-negative matrix factorization. This matrix is not used in the scope of this work; however it could serve to the purpose of clustering genes.
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