Supplemental Table S5 Distribution of somatically and germline derived SVs that were characterized as intra-genic SVs. SVs were classified based on the location of breakpoints within the same gene. Since intra-genic SVs do not create gene-fusions, they were not pursued in the RNA-Seq and gene-expression microarray analysis.
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Characterization  class  somatically  derived   germline derived   

  

exonic   147   140   

5'UTR   5   12   

3'UTR   33   31   

disruptive   40   28   

non - coding   69   69   

intronic   2004   2740   

 

Total   2151   2880   


