Additional file 3: GES scoring of breast cancer in function of age. Correlation matrices
show Pearson correlation coefficients between continuous GES (red indicates a positive
correlation; blue, a negative correlation) and dendrograms show mutual relationships of all
signatures (scores were used for average-link hierarchical clustering using the Pearson
correlation as a distance metric). 3A1: AG1, whole cohort; 3A2: AG2, whole cohort; 3A3:
AG3 whole cohort; 3B1: AG1, Caucasian cohort; 3B2: AG2, Caucasian cohort; 3B3: AG3,
Caucasian cohort.
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