Expression correlation attenuates within and between key signaling pathways in chronic kidney disease
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In this Additional file 1, we present four supplementary figures: Figures S1-S4.
Figure S1. Universal correlation attenuation within focused pathways. All focused pathways listed in Table 1, except eight depicted in Figure 2, are illustrated here. Rows and columns represent genes of the concerned pathway, arranged in identical order. Cells denote the expression correlation values between the row gene and the column gene, with the lower triangle and the upper triangle indicating the early CKD and late CKD phenotypes, respectively.  
Figure S2. Fourteen vanishing hub genes had statistically significant differential expression between CKD stages (FDR<0.3). 
Figure S3. Disrupted pathway crosstalk map inferred from the union network of decreased gene links from all three datasets. The background gene-gene network comprised 47,218 correlation-loss edges. Node size and edge width are proportional to the statistical significance of correlation loss (extremity of p value). Each edge was labelled with the p value out of CSPN analysis.
Figure S4. Correlation-attenuated gene pairs traverse pathway boundaries shedding light on disrupted pathway crosstalks. Figure 4B forms a sub-graph of the present network.
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