Supplementary Data 2:  Jaccard similarity between 9 DEG methods.
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We have examined the correspondence between the 9 analytical methods of DEG analysis.  We calculated pairwise Jaccard similarity indices (based on the top100 genes) and obtained the following results: the most correspondence was observed between edgeR, DESeq and DESeq2 variations, the most different results were obtained with BaySeq. The cluster dendrogram comparison is represented below.
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