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Supplemental Figure S3

MYH6_e35:MYH6_e36
MYH7_e36:MYH7_e37

Predicted MYH6_e35:MYH7_e37

1 90
1 90
1 90

A T CCGT G A T GGCC T T C T TGGCC T T C T CC T CGGCGT T T C T GC AC T CC T GC AC TGCC T CC T CC AC T T CCGAC TGGAGC T GGGT CAG A T CCGA

A T
CCGT G A T GGCC T T C T TGGCC T T C T CC T C AGC A T T CC T GC AC T CC T GC AC TGCC T CC T CC AC T T C AGT C TGGAGC T GGGACAGG T C AGCA T
CCGT G A T GGCC T T C T TGGCC T T C T CC T CGGCGT T T C T GC AC T CC T GC AC TGCC T CC T CC AC T T CCGAC TGGAGC T GGGT CAG A T CCGA

MYH6_e35:MYH6_e36
MYH7_e36:MYH7_e37

Predicted MYH6_e35:MYH7_e37

91 180
91 180
91 180

C T CC A T C T T C T T C T T C TGGT TG A T GAGGC TGGTGT T C TGG T AGGT GAGC T CC T T G A T GCGCCGC T CGC T C T T CC T C A TGCCC T T CA CCGA
A T CC A T C T T C T T C T T C TGGT TG A T GAGGC TGGTGT T C TGG T AGGT GAGC T CC T T GA T GCGCCGC T CGC T C T T CC T C A TGCCC T T CA CCGA
C T CC A T C T T C T T C T T C T GGT TG A T GAGGC TGGTGT T C TGG T AGGT GAGC T CC T T G A T GCGCCGC T CGC T C T T CC T C A TGCCC T T CA CCGA

MYH6_e35:MYH6_e36
MYH7_e36:MYH7_e37

Predicted MYH6_e35:MYH7_e37

181 270
181 270
181 270

C T C T GCGT T GCGC T T C TGC T CGGCC T CC AGC T C A CCC T CC AGC T CCCGC ACCCGCGC T T CC AGC T T C TGC AGC T GC T T C T TGCC T CCC T T
C T C T GCGT T GCGC T T C TGC T CGGCC T CC AGC T C A T T C T CC AGC T CCCGC ACCCGCGC T T CC AGC T T C TGC AGC T GC T T C T TGCCGCCC T T
C T C T GCGT T GCGC T T C TGC T CGGCC T CC AGC T C A T T C T CC AGC T CCCGC ACCCGCGC T T CC AGC T T C TGC AGC T GC T T C T TGCCGCCC T T

MYH6_e35:MYH6_e36
MYH7_e36:MYH7_e37

Predicted MYH6_e35:MYH7_e37

271 360
271 360
271 360

GAGGGCG A T C T GC T CGGCC T CGTCC AGCCGGT GC TGC AGG TCC T T A A TGG T C TGC T CC A T G T T C T T C T T C AT GCG CT C CAG GT G GGCGC T
GAGGGCG A T C T GC TCGGC T T CGT CC AGCCGGT GC TGC AGGT CC T T A A T GG T C TG T T CC A T GT T C T TC T T C A T GCGC T CC AGG T GGGCGC T
GAGGGCG A T C T GC T CGGC T T CGT CC AGCCGGT GC TGC AGGT CC T T A A T GG T C TG T T CC A T G T T C T T C T T C A T GCGC T CC AGG T GGGCGC T

MYH6_e35:MYH6_e36
MYH7_e36:MYH7_e37

Predicted MYH6_e35:MYH7_e37

361 402
361 402
361 402

GGT GT CC TGC T CC T T C T T C AGC T CC T C T GCC A T C A TGGCGGC
GGT GT CC T GC T CC T T C T T C AGC T CC T C T GCC A T C A TGGCGGC
GGT GT CC T GC T CC T T C T T C AGC T CC T C T GCC A T C A TGGCGGC

Rank of circRNAs arising from MYH6 and MYH7 based on the abundance

Diagram of circMYH6_35:MYH7_e37 formation


