Additional files
Supplementary tables and figures
	Series
	No. Patient
	Platform
	
	Series
	No. Patient
	Platform

	GSE1456
	159
	Affymetrix Human Genome U133A Array
	
	GSE9195
	77
	Affymetrix Human Genome U133 Plus 2.0 Array

	GSE2034
	286
	Affymetrix Human Genome U133A Array
	
	GSE19615
	115
	Affymetrix Human Genome U133 Plus 2.0 Array

	GSE5327
	58
	Affymetrix Human Genome U133A Array
	
	GSE21653
	266
	Affymetrix Human Genome U133 Plus 2.0 Array

	GSE2603
	82
	Affymetrix Human Genome U133A Array
	
	GSE42568
	104
	Affymetrix Human Genome U133 Plus 2.0 Array

	GSE2990
	189
	Affymetrix Human Genome U133A Array
	
	GSE48390
	81
	Affymetrix Human Genome U133 Plus 2.0 Array

	GSE3494
	251
	Affymetrix Human Genome U133A Array
	
	GSE58812
	107
	Affymetrix Human Genome U133 Plus 2.0 Array

	GSE6532
	327
	Affymetrix Human Genome U133A Array
	
	GSE17907
	51
	Affymetrix Human Genome U133 Plus 2.0 Array

	GSE7390
	198
	Affymetrix Human Genome U133A Array
	
	GSE20711
	88
	Affymetrix Human Genome U133 Plus 2.0 Array

	GSE11121
	200
	Affymetrix Human Genome U133A Array
	
	GSE20685
	327
	Affymetrix Human Genome U133 Plus 2.0 Array

	GSE12093
	136
	Affymetrix Human Genome U133A Array
	
	GSE61304
	58
	Affymetrix Human Genome U133 Plus 2.0 Array

	GSE17705
	298
	Affymetrix Human Genome U133A Array
	
	GSE58984
	94
	Affymetrix Human Genome U133 Plus 2.0 Array

	GSE25055
	310
	Affymetrix Human Genome U133A Array
	
	GSE6532
	87
	Affymetrix Human Genome U133 Plus 2.0 Array

	GSE25065
	198
	Affymetrix Human Genome U133A Array
	
	GSE53031
	113
	Affymetrix Human Genome U219 Array

	GSE25066
	508
	Affymetrix Human Genome U133A Array
	
	GSE86166
	366
	Human RSTA Custom Affymetrix 2.0 microarray

	GSE37181
	123
	Illumina HumanWG-6 v3.0 beadchip
	
	
	
	


Table S1. GEO datasets used in this study
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Figure S1. Transcriptional regulator model predicts survival in breast cancer datasets. Kaplan-Meier curves of overall survival for independent microarray data sets. The low-risk and high-risk groups of patients were determined on the basis of the median risk score for each validation dataset.
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Figure S2. The regulator risk groups associated with average survival time. The high-risk group patients tend to have a shorter survival time compared with the low risk patients.
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[bookmark: _GoBack]Figure S3. Comparison of the performance of the regulator model with MammaPrint. ROC curves of the regulator model and MammaPrint in predicting overall survival in two of the biggest validation sets GSE25066 (A) and GSE20685 (B). 
image1.png
GSE1456 GSE4922 GSE5327 GSE7390
100§ 100§
@
13}
T s 3 g
< 60 < 60 g 60 < 60
I a s =
T 40 T 40 T 40 T 40
g |— Low risk g |— Low risk ‘% |— Low risk g — Low risk
2 201— High risk 2 20— High risk 2 20— High risk 3 209— High risk
o {Log -rank P =0.009 o | Log -rank P = 0.40 o | Log -rank P=0.08 o |Log -rankP =036
0 2 4 6 8 0 2 4 6 8 10 12 0 2 4 6 8 10 12 0 2000 4000 6000 8000
time(years) time(years) time(years) time(days)
GSE9195 GSE17705 GSE19615 GSE20711
100f 100f 10
$ E £ g hc\m. g
£ 80 Z 80 = 1o £ 80
5 3 3 3
T s E s
< 60 S 60 2 60 S 60
s s s 5
T 40 T 40 T 40 T 40
Z |— Low risk =3 |— Low risk 2 — Low risk = — Low risk
7 20— High risk 2 20— High risk 2 20— High risk 2 20— High risk
0 Log -rank P = 0.37 0 Log -rank P =0.23 0 Log -rank P = 0.29 0 Log -rank P = 0.017
0 1000 2000 3000 4000 0 5 10 15 0 20 40 60 80 0 2 4 6 8 10 12 14
time(days) time(years) time(months) time(years)
GSE25055 GSE25065 GSE42568 GSE48390
100f 100f 100f
8 ] 8 ]
£ 80 £ 80 = 1 £ 80
= 3 3 3
s s s s
< 60 S 60 2 60 S 60
s s s 5
T 40 T 40 T 40 T 40
S |— Lowrisk S |— Lowrisk S |— Lowrisk S |— Lowrisk
2 201— High risk 2 201— High risk 3 201— High risk 2 20— High risk
0 Log -rank P = 0.0003 0 Log -rank P = 0.008 0 Log -rank P = 0.0038 0 Log -rank P = 0.02
01 2 3 45 6 7 01 2 3 4 5 6 7 0 1000 2000 3000 0o 1 2 3 4 5
time(years) time(years) time(days) time(years)
GSE53031 GSE58812 GSE58984 GSE61304
100f 1 100§
":“ _“'“'—-_‘s\_‘::-l.———-——n @
o]
£ 80
3
38 8 E 8
= s 60 S 60 8 60
s s s 5
© T 40 T 40 T 40
S |— Lowrisk S |— Lowrisk S |— Lowrisk S |— Lowrisk
@ 209— High risk @ 209— High risk @ 209— High risk 2 204— High risk
0 Log -rank P = 0.41 0 Log -rank P = 0.50 0 Log -rank P =0.07 0 Log -rank P = 0.02
0 50 100 150 0 1000 2000 3000 4000 5000 0 1000 2000 3000 0 20 40 60 80
time(months) time(days) time(days) time(months)




image2.tif
Survival time(years)

20

15

10

pVal = 0.0015

* ., mean=5.92 mean=3.70
il o oo
LX) .o .
-
R .
- e
o ° ALY ~
. 8.
o

Low risk

T
High risk




image3.tiff
>

0.6 0.8 1.0
L L

Sensitivity

0.4
L

0.2

0.0

GSE25066

—— Regulators model AUC= 0.65
~— MamaPrint AUC= 0.60 p=0.2

00 02 04 06 08
1 - Specificity

1.0

Sensitivity

0.4 0.6 0.8 1.0
|

0.2

0.0

1

GSE20685

—— Regulators model AUC= 0.64
~— MamaPrint AUC= 0.55 p=0.01

0.0

0.2

04 06 08
1 - Specificity

1.0




