[bookmark: _GoBack]Supplementary Figure 1: 
[image: ]


Supplementary Figure 2:
[image: ]


Supplementary Figure 3:
[image: ]


Supplementary Figure 4:
[image: ]

1

image4.png
>

Total somatic variants

—_
O o
| 1

o
1

per sample (Log,)
o N

(9}
I

4 -

00 01 02 03 04 05

Fraction of true somatic variants

Number of samples

N

0.005 0.015 0.025 0.035

Frequency of RNA editing events




image1.png
50

40

20 30
I

10

Number of samples >

0

a0

30

20

0

1

Number of samples ()

0

0N - H
1h Q- i
- Q_ i
T = M 1
—~ m H
(72}
Y
O ;|
—
()
Q
£ =1
=]
z
0“05 0“10 0‘|15 0“20 0“25 0?2 0?3 0“4 0“5 0“6
Coefficient against Coefficient against
dbSNP (germline) D dbSNP (germline)
. o .
Qo i
—~ H Q- é;") ]
TN, S "
[4)
(72}
Y— 5
(@)
—
(O]
Q (=
E =S
Z
Hn o _ | u]
—OI16 70|14 ro.‘wz ro.‘wo o‘os 0‘17 0I18 0.‘19 0“20 0“21

Coefficient against

MSI-H

Coefficient against
POLe




image2.png
Relative contribution

C=A C>G C>T T>A T>C T>G
0.2 4
2}
S
0.11 =
@
0.0 1 [ o I PP
0.2
2}
«
3
0.1+ g
o
N
0.0 _F-___-___—__ =SS
0.2 4
2}
«
2
0.1+ c
o
w
0.0 _-_-.___*_—_
0.2
2}
[(e]
2
0.1+ S
o
N
004 J_L_l_._- [T o USUE  PROREY
0.2
2}
[(e]
2
0.1+ g
5
o

TTTT TTTT
U-<QUE<COUR <OUECOUR<COURCOUR <O COTRCY

context

OE<OUR <000 COUEOUR <OU=LOURTOUR OO





image3.png
POLE-exo ClassA

c c

S r 3
Se c C
0l — L »
L 60% Doy £
O Z D —_ = =2 2D
@) 2}
el =0l
© ® © % o O
100000

Signature 4

Signature 5

‘

Signature 2

Signature 1

Signature 3

T i

Ftr-h.E _l_ ....El. ._LHWE. .L.khh rprrulu.-hm_rhEPr ..-r...l.lL





