Supplementary Figures 

[image: ]Fig. S1 Scatter plot of the logFC distribution of common DEGs in AAA and RA datasets.


[image: ]Fig. S2 ROC curves of ITK expression in AAA and RA datasets. (A-B) In AAA datasets (GSE57691 and GSE232911). (C-D) In RA datasets (GSE1919 and GSE55457).
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AI 生成的内容可能不正确。]Fig. S3 (A-B) GO enrichment analyses of DEGs in ITK-high expressing cell populations from AAA and RA. (C-D) KEGG enrichment analyses of DEGs in ITK-high expressing cell populations from AAA and RA.













[image: ]Fig. S4 (A) Identification of the disease, miRNAs, and TFs associated with ITK. (B) Potential drugs for the treatment of diseases associated with ITK.

image1.tiff
log FC
35
3.0
25
2.0
15
1.0

[ e R

<
12




image2.tiff
A B
GSE57691 GSE232911
e | <
o | <
2 3
- ©
ITK £ s ITK
‘AUC: 0.825 E AUC: 0.724
i 95% ClI: 0.714-0.919 3 < 95% Cl: 0.599-0.834
S
~ o
3 S
o | o
3 3
T T T T T T T T T
0.0 0.2 04 0.6 04 06 08 1.0
1 - Specificity 1 - Specificity
© D
GSE1919 GSE55457
e | =3
@ o
o 7 =]
J S
1K s° ITK
AUC: 0.880 2 AUC: 0.774
95% CI- 0.680-1.000 S« 95% CI: 0.578-0.930
4 S
~ o
o 7 o
o o
24 3

0.0

T T T T
0.2 04 0.6 0.8

1 - Specificity

T T T T
04 0.6 0.8 1.0

1 - Specificity




image3.tiff
A

fbonucleoprotein compiex biogenesis
ribosome biogenesis
ribosomal small subunt biogenesis NN
protein-RNA complex assembly
protein-RNA complex organization [
RNA processing
ibosome assembly
{RNA melabalic process
ymphocyte difereniation [

otosolcosorn |

cytosolic large ribosomal subunit |
large ribosomal subunit
cytosolic smallribosomal subunit
smallfibosomal subunit |
focal adhesion |

coll-substrate junction |
small-subunit processome

structurl consikuent of ibosome. |

TRNA binding [

mRNA 5-UTR binding [

Ubiquitin figase inhititor activty
Toel

ranstation factor aciivity, RNA binding
£3 ubiquilin igase inhibitor actvity [

translation reguiator actvity
transfaton iniiaton fastor activity [l
cadherin binding

ytoiasmc raiaticn I

50 75
—log10(adjusted p-value)

100

T el receptor signain
P athway -

Monocyte migration

Hurman T-cell leukeria vinus
S ntection

°
Human immunodeficiency virus
S iestion- ®
®
°

Epstein-Barr virus infection -

Human cytomegalovits
ecton

Herpes smmex virus -1
iiection

Kaposisarcoma-associalsd
herpesirds infection -

Coronavirus disease - COVID-19 -

NaturlKiler cel medigted
yIbIOGy

Cellutar senescence -

Ribosome -

Gell adhesion molecules
Anligen processing and
P esentanon

PD-L1 exprossion and PD-1
oo patmuny h et
Tt and Th coll
erentaton

Th7 cel differentiation

Measles . o

Primary immunodeficiency - @

Allogratt rejection - o

i

suauoduog el

uonoung seinsslon

padiust

02
GeneRalio

04

B

RN spiiing

RNA splicing via transasterification reactions
MRNA spicing. via spliceosorme.

RNA splicing, via transesterification reactions.
eytoplasmic translation

regulation of RNA spiicing

regulation of MRNA processing

regulation of mRNA splicing. via spliceosome.
alternative mRNA splcing, via spiceosome
regulation of MRNA metabolic process

eytosalic ibosome.

uctearspec
spiccosomal comic

ribosome

ool oo —

eytasolic arge ribosomal subunil GGG
cytosolic smallribosomal subunit.

large ribosomal subunit
small ribosomal subunit
catalylc step 2 spliceosome

structural constituent of ibosorme.
cadherin binding

transeription coactivator acliviy
helicase activiy

histone moifying activity

DNA-binding transcription factor binding
ubiquiin protein ligase binding
chromatin DNA binding

ubiquitin-ike protein ligase binding
pre-mRNA binding

D

2
-log10(adjusied p-value)

g
3

susuodwos el

uoraung senoslon

Coronavirus disease - COVID-18
Monocyte migration
Herpes simplex virus -1
infection
Viral carcinogenesis
Spliceosome
MRNA suneillance pathway
Ubiquitin mediated proteolysis
FoxO signaling pathway °
Cellular senescence .
Cell oycle .
Ribosome | @
Polycomb repressive complex| @

Nucleoeytoplasmic transport | &

ATP-dapendent chromatin
” modeling | ©

Mitophagy - animal | e

003

0.08
GeneRatio

012

padjusi

001
002




image4.tiff
Lymphadenopathy
hsa-mir-; 3p . hsa-mir-3183
Hepatomegaly CuUx1
Thrombocytopenia Autosomal recessive predisposition
Recurrent aphthous ulcer
LYMPHOPROLIFERATIVE SYNDROME 1
ESR raised Hemoglobin lo B
STAT6 Aphthous Stomatitis
Recurrent infections
. hsa-mir-155-5p
Decreased platelet count .‘ ciated, Amosoalf
'} . hsa-mir-21-3p
hsa-T 23-3p | hsa-mir-3074-3p
gG Deficiency
FLI
sa-mir-7111-3p RUNX1
POU3F:
Anemia
Pancytopenia Autoimmune Diseases NANOG
hsa-mir-6769b-3p Lymphoma
hsa-mir-608 hsa-mir-5196-3p

Splenomeg

TCF3

DSigDB

—log:

o(p-value)




