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Figure S1. HapMap analysis of SOCS3 gene polymorphisms rs4969169 C>T and rs12953258 C>A from the present study compared with data from different ethnic populations.
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Figure S2. Pre-mRNA secondary structure of rs4969169 C>T polymorphism

a. Predicted MFE based pre-mRNA secondary structure of rs4969169 C-allele
b. Mountain plot represents the MFE based structure, thermodynamic ensemble RNA structures (pf), centroid structure and positional entropy for every position of their respective allelic structures.
c. Predicted MFE based pre-mRNA secondary structure of rs4969169 T-allele

d. Mountain plot represents the MFE based structure, thermodynamic ensemble RNA structures (pf), centroid structure and positional entropy for every position of their 
   respective allelic structures.
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Figure S3. Graphical plot of the rs4969169 C>T SNP in 3’ UTR region of SOCS3 mRNA
a. Graphical summary of SOCS3 rs4969169 C>T polymorphism

b. Base pair probabilities of the whole sequence considered for folding (109-509).

c. Base pair probabilities of local region (297-346).

In Figures S3.b and S3.c, the upper triangle and lower triangle in above figure indicate base pair probabilities of wild type (green) and variant (red) type sequences, respectively. SNP location is highlighted in yellow and indicated by an arrow.
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Figure S4: Pre mRNA secondary structures of SOCS3 rs1061489 G>A polymorphism

a. Predicted MFE based pre-mRNA secondary structure of SOCS3 rs1061489 G -allele
b. Mountain plot represents the MFE structure, thermodynamic ensemble of RNA structures (pf), centroid structure and positional entropy for every position of their respective allelic structures

c. Predicted MFE based pre-mRNA secondary structure of SOCS3 rs1061489 A -allele

d. Mountain plot represents the MFE structure, thermodynamic ensemble of RNA structures (pf), centroid structure and positional entropy for every position of their respective allelic structures.
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Figure S5. Graphical plot of SOCS3 rs1061489 G>A SNP

a. Graphic summary SOCS3-mRNA for SOCS3 rs1061489 G>A polymorphism

b. Base pair probabilities of the whole sequence (1-253) considered for folding

c. Base pair probabilities of the local region 35-132
In Figures S5.b and S5.c, the upper triangle and lower triangle in above figure indicate base pair probabilities of wild type (green) and variant (red) type sequences, respectively. SNP location is highlighted in yellow and indicated by an arrow.
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