v @ Human AR (NM_0000446, c.2450-1G>A)

v Splice Pattern 1:
B Deleting 6bp, new acceptor

Mutation: G > A
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Prediction Score:
0.0252 > 0.9994

P-Value:
0.001

v Splice Pattern 2:
B Deleting 158bp, exon skipping, frameshift mutation, premature termination

Mutation: G > A
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