TABLE S1. Bacterial strains, plasmids and primers used in this study

	Strain, plasmid, or primer
	Genotype or properties
	Reference

	S. maltophilia
	
	

	KJ
KJOxyR
KJKatA1
KJKatA2
KJKatMn
KJKatE
KJAhpCF
KJGpx1
KJGpx2
KJGpx2
KJGpx3KatA2

KJGpx3ApCF

KJKtA2KtA1

KJKatA2KatMn

KJKatA2KatE

KJKatA2Gpx1

KJKatA2Gpx2

KJKatA2Gpx3

KJKat3Gpx


KJAhpCF3Gpx


	Wild type, a clinical isolate from Taiwan
S. maltophilia KJ oxyR mutant; oxyR
S. maltophilia KJ katA1 mutant; katA1
S. maltophilia KJ katA2 mutant; katA2
S. maltophilia KJ katMn mutant; katMn
S. maltophilia KJ katE mutant; katE
S. maltophilia KJ ahpCF mutant; ahpCF
S. maltophilia KJ gpx1 mutant; gpx1
S. maltophilia KJ gpx2 mutant; gpx1
S. maltophilia KJ gpx3 mutant; gpx1
S. maltophilia KJ gpx3 and katA2 double mutant; gpx3, katA2
S. maltophilia KJ gpx3 and ahpCF double mutant; gpx3, ahpCF
S. maltophilia KJ katA2 and katA1 double mutant; katA2, katA1
S. maltophilia KJ katA2 and katMn double mutant; katA2, katMn
S. maltophilia KJ katA2 and katE double mutant; katA2, katE
S. maltophilia KJ katA2 and gpx1 double mutant; katA2, gpx1
S. maltophilia KJ katA2 and gpx2 double mutant; katA2, gpx2
S. maltophilia KJ katA2 and gpx3 double mutant; katA2, gpx3
S. maltophilia KJ katA1, katA2, katMn, katE, gpx1, gpx2, and gpx3 hepta mutant; katA1, katA2, katMn, katE, gpx1, gpx2, gpx3
S. maltophilia KJ ahpCF, gpx1, gpx2, and gpx3 quadruple mutant; ahpCF, gpx1, gpx2, gpx3
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	Escherichia coli
	
	

	DH5
	F- 80dlacZM15 (lacZYA-argF)U169 deoR recA1 endA1 hsdR17 (rk- mk+) phoA supE44- thi-1 gyrA96 relA1
	Invitrogen


	S17-1

Plasmids
	 pir + mating strain

	3

	pEX18Tc
	sacB oriT, Tcr
	4

	pRK415
	Broad host range expression vector, Tcr
	5

	pKatA1
	pEX18Tc with an internal deletion katA1 gene; Tcr
	This study

	pKatA2
	pEX18Tc with an internal deletion katA2 gene; Tcr
	This study

	pKatMn
	pEX18Tc with an internal deletion katMn gene; Tcr
	This study

	pKatE
	pEX18Tc with an internal deletion katE gene; Tcr
	This study

	pAhpCF
	pEX18Tc with an internal deletion ahpCF gene; Tcr
	This study

	pGpx1
	pEX18Tc with an internal deletion gpx1 gene; Tcr
	This study

	pGpx2
	pEX18Tc with an internal deletion gpx2 gene; Tcr
	This study

	pGpx3
	pEX18Tc with an internal deletion gpx3 gene; Tcr
	This study

	pKatA2
	pRK415 with an intact katA2 gene; Tcr
	This study

	  pAhpCF
  pGpx3xylE

  pKatA2xylE

  pAhpCxylE

Primers
   KatA1N-F
   KatA1N-R
   KatA1C-F
   KatA1C-R
   KatA2N-F
   KatA2N-R
   KatA2C-F
   KatA2C-R
KatMnN-F
   KatMnN-R
   KatMnC-F
   KatMnC-R
KatEN-F
   KatEN-R
   KatEC-F
   KatEC-R
   AhpCN-F
   AhpCN-R
   AhpFC-F
   AhpFC-R
   Gpx1N-F
   Gpx1N-R
   Gpx1C-F
   Gpx1C-R
   Gpx2N-F
   Gpx2N-R
   Gpx2C-F
   Gpx2C-R
Gpx3N-F
   Gpx3N-R
   Gpx3C-F
   Gpx3C-R
   AhpCF-F
   AhpCF-R
KatA1Q-F
   KatA1Q-R
   KatA2Q-F
   KatA2Q-R
KatMnQ-F
   KatMnQ-R
   KatEQ-F
   KatEQ-R
AhpCQ-F
   AhpCQ-R
   Gpx1Q-F
Gpx1Q-R 
Gpx2Q-F
   Gpx2Q-R
   Gpx3Q-F
   Gpx3Q-R
   SmeXQ-F
   SmeXQ-R
   16S DNA-F
   16S DNA-R
	pRK415 with ahpC and ahpF genes; Tcr
pRK415 with a Pgpx3-xylE promoter transcriptional fusion; Tcr  
pRK415 with a PkatA2-xylE promoter transcriptional fusion; Tcr
pRK415 with a PahpC-xylE promoter transcriptional fusion; Tcr

5’- CGGAGCTCAGCAACGACGACA -3’
5’- TGATCTAGATCAGTGCGATCCA -3’
5’- GGTTCTAGAGATGGATGCGGAA -3’
5’- CAGGTCGACCAGCAGCAGGAT -3’
5’- CGCGTCGACGGGATGCTTCAT -3’
5’- GCTTCTAGAGCAGCCAGACGTCT -3’
5’- CCGTCTAGACGCCGACTTCTGGA -3’
5’- CGGAAGCTTGGGTGTCGCTGAT -3’
5’- CCGAGCTCGTCCAGGAGACGCA -3’
5’- CAATCTAGAGGCTGGCGAGCTG -3’
5’- GCATCTAGAACAGCGGCGAGCTA -3’
5’- GGGCATGCGGTGAGCCAGGAT -3’
5’- CTGGGTACCCAGGCTGTCCTTCT -3’
5’- GCTTCTAGAGTTCATCGCCGTTGC -3’
5’- CCTTCTAGATGAGGGTTCTGAT -3’
5’- CTGAAGCTTCTGTTTATCGGAGT -3’
5’- GCGGTACCAGCAGCTCGGTTT -3’
5’- CGTCTAGATCTGGGTGTT-3’
5’- CGTCTAGACCACCGAAGT-3’
5’- CCAAGCTTACCAGGTACTTCA-3’
5’- CCGGTACCGCGATTGCATCCT-3’
5’- GCATCTAGATCGAGAGCAGT-3’
5’- CCTCTAGACCAGCAAGGTGA-3’
5’- GCAAGCTTGGTGAACGACTT-3’
5’- GAGAGCTCGGCCTGCAGCTT-3’
5’- GATCTAGAAGGCAGTCGTCAT-3’
5’- GCTCTAGAGCGCCCGCATCAA-3’
5’- GGAAGCTTGACCCAGCTGAT-3’
5’- CAGAGCTCGATTCCCTACGCCGA-3’
5’- CCTCTAGAGTCGGCAAGCGAGGA-3’
5’- GATCTAGAGGTCATCGCCCGCT-3’
5’- CGAAGCTTGACCTGCGTGACACT-3
5’-GGAAGCTTCAGTGCCTGCTCAT-3’
5’-CATCTAGACAATGTTCCCGGTGATCT-3’
5’- TCCATTCCCGACCCGACCACC-3’
5’- GCTTGCGCGTTTCCGCATCC-3
5’- GTACCAGGACGTGGAGCAGT-3’
5’- CGTAGCTGTTCGGCTCGTAG-3
5’- TCCAACCCGCAGCTCGCCAG-3’
5’- GCCCCAGCAGCCGCATATCCTC-3
5’- GATGAGCGACCGCGCCATACC-3’
5’- CTGCACCGCCAGTTCCCATTCC-3
5’- CCGAGGTCTACATCGTCACC-3’
5’- AGGGTCTCGGAAACGTCAC-3
5’- CCAGCAAGCAGCAGGTCA-3’
5’- ACTTGACCCCGTAGGTGAGC-3
5’- CTGGTGGTGATCGGCTTC-3’
5’- GGCGATCGACCAGGAACT-3
5’- CTACCAGGGCAAGGTACTGC-3’
5’- GTACAGCGGGTGGGTGTC-3
5’-TACGACCGCCGCAAGCAACC-3’
5’- CAGCTCGAAGTAGTTGCGTGCC-3’
5’- GACCTTGCGCGATTGAATG -3’
5’- CGGATCGTCGCCTTGGT -3’
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This study

This study
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1     TABLE S1. Bacterial strains, plasmids and primers used in this study  
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Strain, plasmid, or  primer  Genotype or properties  Reference  

S. maltophilia    

KJ   KJ  O xyR   KJ  K at A1   KJ  K at A2   KJ  K atMn   KJ  K atE   KJ  A hpCF   KJ  G px 1   KJ  G px 2   KJ  G px 2   KJ  G px3  K atA2     KJ  G px3  A pCF     KJ  K t A2  K tA1     KJ  K at A2  K at Mn     KJ  K at A2  K atE     KJ  K at A2  G px1     KJ  K at A2  G px2     KJ  K at A2  G px3     KJ  K at  3 G px       KJ  A hpCF  3 G px      Wild type, a clinical isolate from Taiwan   S. maltophilia   KJ  oxyR  mutant;   oxyR   S. maltophilia   KJ  katA1  mutant;   katA1   S. maltophilia   KJ  katA2  mutant;   katA2   S. maltophilia   KJ  katMn  mutant;   katMn   S. maltophilia   KJ  kat E   mutant;   kat E   S. maltophilia   KJ  ahpCF  mutant;   ahpCF   S. maltophilia   KJ  gpx1  mutant;   gpx1   S. maltophilia   KJ  gpx2  mutant;   gpx1   S. maltophilia   KJ  gpx3  mutant;   gpx1   S. ma ltophilia  KJ  gpx3   and   katA2  double mutant;   gpx3,   kat A2   S. maltophilia  KJ  gpx3   and   ahpCF  double mutant;   gpx3,   ahpCF   S. maltophilia  KJ  katA2   and   katA1  double mutant;   katA2,   kat A1   S. maltophilia  KJ  katA2   and   katMn  double mutant;   katA2,   kat Mn   S. maltophilia  KJ  katA2   and   katE  double mutant;   katA2,   kat E   S. maltophilia  KJ  katA2   and   gpx1  double mutant;   katA2,   gpx1   S. maltophilia  KJ  katA2   and   gpx2  double mutant;   katA2,   gpx2   S. maltophilia  KJ  katA2   and   gpx3  double mutant;   katA2,   gpx3   S. maltophilia  KJ  katA1, katA2, katMn, katE,  gpx1, gpx2,   and   gpx3   hepta   mutant;   katA1,   kat A2,   katMn,   katE,   gpx1,   gpx2,   gpx3   S. maltophilia  KJ  ahpCF, gpx1, gpx2,   and   gpx3   quadruple   mutant;   ahpCF,   gpx1,   gpx2,   gpx3  1   2   This study   This study   This st udy   This study   This study   This study   This study   This study   This study     This study     This study     This study     This study     This study     This study     This study     This study     This study      

Escherichia coli    

DH 5   F -    80d lacZ  M15   ( lacZYA - argF ) U169 deoR  recA1  endA1   hsdR17   (r k -   m k + )  phoA supE44  -  Invitrogen    

