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Supplementary Table S1. Primer sequences used in quantitative polymerase chain reaction

Gene Sequences
Cdhl Forward CAA GGACAGCCTTCTTTT CG
Reverse TGGACT TCAGCGTCACTTTG
Vegfir2 Forward TCT GGA CTC TCC CTG CCT AC
Reverse ATG CAA GGA CCATCC CACTG
Nphsl Forward CAT ATC GCCAAG CCTTCACA
Reverse CAG GCC AGC GAA GGT CAT AG
Nphs2 Forward TCT CCG TCT CCA GAC CTT GG
Reverse ATG GTG GTT TGC ACCAGG AA
Pdgfra Forward TGG CAT GAT GGT CGATTC TA
Reverse CGC TGA GGT GGT AGAAGG AG
Pdgfrb Forward CAC CTT CTC CAG TGT GCT GA
Reverse GGA GTC CAT AGG GAG GAAGC
Acta?2 Forward CTG ACA GAG GCA CCACTGAA
Reverse CAT CTC CAG AGT CCAGCACA
Ng2 Forward CTC GGT GCT GTC CAG ATT CA
Reverse AAC TGG AGCAGCAGG TCT AC
NtSe Forward CGC TCA GAAAGT TCGAGG TGT G
Reverse CGCAGG CACTTCTTT GGAAGGT
Ki67 Forward CTG CCT GCGAAG AGA GCATC
Reverse AGC TCCACTTCG CCTTTT GG
Epo Forward GCCTCACTT CACTGCTTC GG
Reverse AGC AGG TGG GGT GGT ATC TG
Vegfa Forward ATC TTC AAG CCG TCC TGT GT
Reverse GCATTC ACATCT GCT GTG CT
Hifla Forward ACAACG CGG GCACCGATT CG
Reverse GCT CACATT GTG GGG AAGTGG C
Epasli Forward GGG CCACGG CGACAATGACA
Reverse GCT GAT GGC CAG GCG CAT GA
Eginl Forward GCG GGAAGC TGG GCAACTACA
Reverse CAT AGC CTG TTC CGT TGC CTG GG
Egin3 Forward CTA TGT CAA GGA GCG GTC CAA
Reverse TAC AGC GGC CAT CAC CAT TG
Slc2al Forward AGT GAC GAT CTG AGC TAC GG

Reverse CCA GTG TTATAG CCGAACTGC




Tgfbl Forward GGA CTC TCCACC TGCAAGAC
Reverse GACTGG CGA GCCTTAGTT TG
Acvrll Forward GACATG ACTTCG CGG AACTC
Reverse ACT CTT GAG GTC ACG ATG GG
Bmprib Forward GCG CTATAT GCC TCC AGA AG
Reverse CTC CTT GCAATC TCC CAG AG
Tefbrl Forward TGC CAT AAC CGCACT GTCA
Reverse AAT GAAAGG GCGATC TAG TGA TG
Tefbr2 Forward ATC TGG AAAACG TGG AGT CG
Reverse TCA CTT CTC CCA CAG CAT TG
Fnl Forward ATC CTG GCC TGG AGTACAAC
Reverse AAG AGT TTA GCG GGG TCC AC
Collal Forward GAG CGG AGA GTA CTG GAT CG
Reverse GTT CGG GCT GAT GTA CCA GT
Col3al Forward GCTTTG TGC AAA GTG GAA CCT
Reverse AGG TGG CTG CAT CCC AAT TC
Serpinel Forward AGT CTT TCC GAC CAA GAG CA
Reverse ATC ACT TGC CCC ATG AAG AG
Hprt Forward GGT TAA GCA GTA CAG CCC CA
Reverse TCC AAC ACT TCG AGA GGT CC
Dnmtl Forward CGG CTC AAA GACTTG GAAAG
Reverse TAG CCA GGT AGC CTT CCT CA
Dnmt3a Forward ACCAGG CCACCTACAACAAG
Reverse TGC TTG TTC TGC ACT TCC AC
Dnmt3b Forward ACTTGG TGATTG GTG GAA GC

Reverse

CCA GAA GAATGGACG GTT GT




Supplementary Table S2. Primer sequences used in (quantitative) chromatin

immunoprecipitation polymerase chain reaction

Gene Sequences

Epo Forward TTG TGT CTC CCT GCA CGT AT
5’HRE Reverse AGAAACAACAAA CGGAGG CC
Epo Forward TCC TAG CTG TAC CTC ACC CC
3’HRE Reverse TAT TGA CTA GCG TGG GCA GG
Epo Forward GCG CCCAACTTT TCATAG GTC
promoter Reverse CGC ATC TGA GAG ATT TGC GG
Negative control Forward ATC AAT CTG CCT GCC TCT CAC
region Reverse ACT GTA GCT GGG TGT AGG AG




Supplementary Table S3. Primer sequences used in methylation-specific polymerase chain

reaction of Epo and Epasl 5’ flanking regions

Gene Sequences

Epo Unmethylation- Forward GTT GGT GGT TGT GTT TTATTG TGT TTT T

5’ flanking  specific Reverse AAA CTC CTT AAC AACCCA AAAC

region Methylation- Forward CGGTGGTTGTGTTTTATT GTG TTT TC
specific Reverse AAA CTC CTT AAC GAC CCG AAA

Epasl Unmethylation- Forward GAT AGT TGA GGA GGT TGG ATA TTT G

5’ flanking  specific Reverse ACC ATA CAA TCT CAA AAC ACT ACC A

region Methylation- Forward ATA GTC GAG GAG GTC GGA TAT TC
specific Reverse CCA TAC AAT CTC AAA ACA CTA CCG




