Table S1. ZBTB16 cloning primers.
	Cloning vector(s)
	
	Primer sequence

	pECFPC1 and pIRES2dsREDexpress
	fwd
	5′-GAG GGG AGA TCT ATG GAT CTG ACA AAA ATG-3′

	
	rev
	5′-GAG GGC CCG CGG TCA CAC ATA GCA CAG-3′

	pECFPN1
	fwd
	5′-GAG GGG AGA TCT ATG GAT CTG ACA AAA ATG-3′

	
	rev
	5′-GCA GGT CCG CGG CAC ATA GCA CAG GTA G-3′



Table S2. Mutagenesis primers. X denotes a STOP codon.
	Protein product
	
	Primer sequence

	SLC26A4 p.G149R
	fwd
	5′-GAG TTT AAT GGT GAG ATC TGT TGT TCT GAG C-3′ 

	
	rev
	5′-GCT CAG AAC AAC AGA TCT CAC CAT TAA ACT C -3′

	SLC26A4 p.L236P
	fwd
	5′-GCT GGT CTC ACA GCC AAA GAT TGT CCT CAA TG-3′

	
	rev
	5′-CAT TGA GGA CAA TCT TTG GCT GTG AGA CCA GC-3′

	SLC26A4 p.R409H
	fwd
	5′-ACT GCT CTT TCC CAC ACG GCC GTC CAG GA-3′

	
	rev
	5′-TCC TGG ACG GCC GTG TGG GAA AGA GCA GT-3′

	SLC26A4 p.Q413R
	fwd
	5′-CCC GCA CGG CCG TCC GGG AGA GCA CTG GAG G-3′

	
	rev
	5′-CCT CCA GTG CTC TCC CGG ACG GCC GTG CGG G-3′ 

	SLC26A4 p.Y530X
	fwd
	5′-CTA GCA CAG ATA TCT AGA AAA GTA CCA AG-3′

	
	rev
	5′-CTT GGT ACT TTT CTA GAT ATC TGT GCT AG-3′

	SLC26A4 p.A584X
	fwd
	5′-AAT AAG AGG CTG AAAT AGC TGA GGA AAA TAC AG-3′

	
	rev
	5′-CTG TAT TTT CCT CAG CTA TTT CAG CCT CTT ATT-3′

	SLC26A4 p.S606X
	fwd
	5′-GAA TGG CAT CAT ATG AGA TGC TGT TTC AAC-3′

	
	rev
	5′-GTT GAA ACA GCA TCT CAT ATG ATG CCA TTC-3′

	SLC26A4 p.S642X
	fwd
	5′-GTG GAT TGG AAC TAA GAG CTT CCA GTC AAA G-3′

	
	rev
	5′-CTT TGA CTG GAA GCT CTT AGT TCC AAT CCA C-3′

	SLC26A4 p.R674X
	fwd
	5′-GGA CGT TGT TGG AGT GTG ATC ACT GCG GGT G-3′

	
	rev
	5′-CAC CCG CAG TGA TCA CAC TCC AAC AAC GTC C-3′

	SLC26A4 p.G738X
	fwd
	5′-GTG AAA TCT CAA GAG TGA CAA GGT TCC ATT TTA G-3′

	
	rev
	5′-CTA AAA TGG AAC CTT GTC ACT CTT GAG ATT TCA C-3′

	Zbtb16 p.C406X (ΔZF)
	fwd
	5′-ACC ATC GGA GAG CAG TGA AGC GTG TGT GGG GTC-3′

	
	rev
	5′-GAC CCC ACA CAC GCT TCA CTG CTC TCC GAT GGT-3′



Table S3. PrimeTimeTM qPCR Assays.
	Gene
	Ref seq number
	Exon location 
	Assay name 

	Mus musculus

	Cul3
	NM_016716
	1-2 
	Mm.PT.58.1917739

	Rbx1/Roc1
	NM_019712
	4-5
	Mm.PT.58.42896801

	Slc26a4
	NM_011867
	20-21
	Mm.PT.58.32896905

	Zbtb16
	NM_001033324
	3-5
	Mm.PT.58.16234865

	Homo sapiens

	CUL3
	NM_003590
	11-12
	Hs.PT.58.25840798

	RBX1/ROC1
	NM_014248
	3-5
	Hs.PT.58.2365150

	SLC26A4
	NM_000441
	13-15
	Hs.PT.58.27767752

	ZBTB16
	NM_006006
	4-6
	Hs.PT.58.605743
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