
Figure S1: A) Cell number quantification by DAPI in CEBPA knock down (48 hours), CEBPA overexpression (48 hours) and their control. qRT-PCR analysis showing B) SERPINE1 C) CDKN2A D) GLB1 transcript levels in the C/EBPα-overexpressing IPF fibroblasts compared and empty vector transfected control. Data are expressed as mean ± SD (*p<0.05, ** p<0.01, ***p<0.001, **** p<0.0001).
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