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Supplement Figure legends.
Figure S1. Gating strategy for analysing lung myeloid cells by flow cytometry. Viable cells are first gated using Fixable Live/Dead dye (Cy7) versus autofluorescence. Single cells are then gated, followed by gating Ly6G+ neutrophils within the CD45+ population. CD49b+ NK cells are gated among the non-neutrophil cells. Non-myeloid cells, which are double negative for CD11b and CD11c, are excluded. Eosinophils are identified based on the absence of CD11c and high expression of SiglecF. Macrophages are selected based on their expression of MerTK and CD64 and are further subdivided into tissue-resident alveolar macrophages (AMs) with high CD11c expression and negative CD11b expression, as well as interstitial macrophages (IMs) with high CD11b expression. Ly6Chigh monocytes are determined within the non-macrophage population based on their high Ly6C expression.
Figure S2. Impact of chronic HDM and CS exposure on lymphoid cells. (A) Gating strategy for defining T cell subsets. The frequency of (B) CD4 and (C) CD8 T cells in lung leukocytes, and (D) the frequency of CD4 T cells that are TEM cells. The number of (E) CD4 and (F) CD8 T cells in the spleen. For each biological group, n = 8. * p < 0.05; ** p < 0.01; *** p < 0.001, **** p < 0.0001. 2-way ANOVA with Tukey’s multiple comparisons.
Figure S3. RT-qPCR analysis on lung expression of (A) Mmp-12, (B) Retnla, (C) Arg1, (D) Chil3, (E) Il-33, (F) Il-13, (G) Il-5 and (H) Il-17 gene. For each biological group, n = 8. * p < 0.05; ** p < 0.01; *** p < 0.001, **** p < 0.0001. 2-way ANOVA with Tukey’s multiple comparisons.
