Supplementary Material

1. Supplementary Figures 
[image: Figure S1_05]
Supplementary Figure 1: Identification of disulfidptosis-related molecular clusters in PH. (A-I) Consensus clustering matrix when k = 2. (J) Uniform clustering cumulative distribution function (CDF) with k from 2 to 9. (K) The change of area under CDF curve with k from 2 to 9. (L) The tracking plot showed the relationship between samples and clusters.
[image: stacked_barplot_00]
Supplementary Figure 2: The relative abundances of 22 infiltrated immune cells 
between two disulfidptosis clusters.
[image: immune.diff_00]
Supplementary Figure 3: Boxplots showed the differences in immune infiltrating 
between two disulfidptosis clusters. *p < 0.05, **p < 0.01. 





[image: go-barplot_00]
Supplementary Figure 4: Differences in hallmark pathway activities between cluster1 and cluster2 samples ranked by t-value of GSVA method. 
[image: kegg-barplot_00]
Supplementary Figure 5: Differences in biological functions between cluster1 and 
cluster2 samples ranked by t-value of GSVA method.
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2. Supplementary Tables 
Supplementary Table 1. Detailed GSE data for each group
Supplementary Table 2. Chemical sensitivity 
Supplementary Table 3. Molecular docking of binding energy 
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